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Interacting TCP and NLP transcription factors control plant responses to nitrate availability.
Proceedings of the National Academy of Sciences of the United States of America, 2017, 114, 2419-2424.
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Common regulatory networks in leaf and fruit patterning revealed by mutations in the<i>Arabidopsis
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A novel role for the floral homeotic gene <i>APETALA2<[i> during <i>Arabidopsis</i> fruit Lo 102
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The bHLH transcription factor SPATULA enables cytokinin signaling, and both activate auxin
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e1006726.
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Mutations in the MicroRNA Complementarity Site of the INCURVATA4 Gene Perturb Meristem Function
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PEPPER, a novel K-homology domain gene, regulates vegetative and gynoecium development in
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Gibberellins negatively modulate ovule number in plants. Development (Cambridge), 2018, 145, .
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Antagonistic Gene Activities Determine the Formation of Pattern Elements along the Mediolateral Axis
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K-homology Nuclear Ribonucleoproteins Regulate Floral Organ Identity and Determinacy in

Arabidopsis. PLoS Genetics, 2015, 11, e1004983.

Alteration of the shoot radial pattern in Arabidopsis thaliana by a gain-of-function allele of the class 0.3 25
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Ovule identity mediated by pre-mRNA processing in Arabidopsis. PLoS Genetics, 2018, 14, e1007182.

Diversification of the CRISPR Toolbox: Applications of CRISPR-Cas Systems Beyond Genome Editing.
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