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36 ’RvalidatedRanalysisRpipelineRforRmassRspectrometryhbasedRvitreousRproteomicsuRnewRinsightsRintoR
proliferativeRdiabeticRretinopathyiRClinicalsProteomicsgR2021gRlsgRms 5 2

35 DeephLearninghDerivedREvaluationRMetricsREnableREffectiveRBenchmarkingRofRComputationalRToolsR
forRPhosphopeptideRIdentificationiRMolecularsandsCellularsProteomicsgR2021gRmkgRlkklrl 7.6 1

34 ProteomicR’nalysesRofRVitreousRinRProliferativeRDiabeticRRetinopathyuRPriorRStudiesRandRFutureR
OutlookiRJournalsofsClinicalsMedicinegR2021gRlkgR 5.1 1

33 ProteogenomicRinsightsRintoRtheRbiologyRandRtreatmentRofRHPVhnegativeRheadRandRneckRsquamousR
cellRcarcinomaiRCancersCellgR2021gRntgRnqlhnrtielq 24.3 50

32 ’RproteogenomicRportraitRofRlungRsquamousRcellRcarcinomaiRCellgR2021gRlsogRonoshonrlieok 56.2 15

31 ProteogenomicRcharacterizationRofRpancreaticRductalRadenocarcinomaiRCellgR2021gRlsogRpknlhpkpmiemq 56.2 26

30 ProteogenomicRCharacterizationRRevealsRTherapeuticRVulnerabilitiesRinRLungR’denocarcinomaiRCellgR
2020gRlsmgRmkkhmmpienp 56.2 139

29 DeepRProteomicsRUsingRTwoRDimensionalRDataRIndependentR’cquisitionRMassRSpectrometryiR
AnalyticalsChemistrygR2020gRtmgRomlrhommp 7.8 15

28 QuantitativeRproteomicRlandscapeRofRmetaplasticRbreastRcarcinomaRpathologicalRsubtypesRandRtheirR
relationshipRtoRtriplehnegativeRtumorsiRNaturesCommunicationsgR2020gRllgRlrmn 17.4 18

27 CrystalhCuR’RComputationalRToolRforRRefinementRofROpenRSearchRResultsiRJournalsofsProteomes
ResearchgR2020gRltgRmpllhmplp 5.6 8

26 RegulationRofR’LThassociatedRhomologyhdirectedRrepairRbyRpoly’DPhribosylationiRNaturesStructurals
andsMolecularsBiologygR2020gRmrgRllpmhllqo 17.6 14

25 PhilosopheruRaRversatileRtoolkitRforRshotgunRproteomicsRdataRanalysisiRNaturesMethodsgR2020gRlrgRsqthsrk21.6 50

24 IntegratedRProteogenomicRCharacterizationRacrossRMajorRHistologicalRTypesRofRPediatricRBrainR
CanceriRCellgR2020gRlsngRltqmhltspienl 56.2 45

23 PTMhShepherduR’nalysisRandRSummarizationRofRPosthTranslationalRandRChemicalRModificationsRFromR
OpenRSearchRResultsiRMolecularsandsCellularsProteomicsgR2020gRmkgRlkkkls 7.6 19

22 UnveilingRtheRpartnersRofRtheRDRBDmhmRNPRcomplexgRanRRBPRinRTrypanosomaRcruziRandRorthologRtoR
theRyeastRSRhproteinRGbpmiRBMCsMicrobiologygR2019gRltgRlms 4.5 9

21 IntegratedRProteogenomicRCharacterizationRofRClearRCellRRenalRCellRCarcinomaiRCellgR2019gRlrtgRtqohtsnienl56.2 173

20 TheREwingRSarcomaRSecretomeRandRItsRResponseRtoR’ctivationRofRWntjbetahcateninRSignalingiR
MolecularsandsCellularsProteomicsgR2018gRlrgRtklhtlm 7.6 20
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19 RecommendationsRforRtheRpackagingRandRcontainerizingRofRbioinformaticsRsoftwareiRF1000Research
gR2018gRrgR 3.6 17

18 RecommendationsRforRtheRpackagingRandRcontainerizingRofRbioinformaticsRsoftwareiRF1000Research
gR2018gRrgRrom 3.6 13

17 MSFraggeruRultrafastRandRcomprehensiveRpeptideRidentificationRinRmassRspectrometryhbasedR
proteomicsiRNaturesMethodsgR2017gRlogRplnhpmk 21.6 402

16 DiscoveringRandRlinkingRpublicRomicsRdataRsetsRusingRtheROmicsRDiscoveryRIndexiRNatures
BiotechnologygR2017gRnpgRokqhokt 44.5 105

15 BioContainersuRanRopenhsourceRandRcommunityhdrivenRframeworkRforRsoftwareRstandardizationiR
BioinformaticsgR2017gRnngRmpskhmpsm 7.2 123

14 ’RmultihproteasegRmultihdissociationgRbottomhuphtohtophdownRproteomicRviewRofRtheRLoxoscelesR
intermediaRvenomiRScientificsDatagR2017gRogRlrkktk 8.2 19

13 QuantitativeRproteomicRanalysisRofRtheRSaccharomycesRcerevisiaeRindustrialRstrainsRC’ThlRandRPEhmiR
JournalsofsProteomicsgR2017gRlplgRllohlml 3.9 11

12 IntegratedRanalysisRofRshotgunRproteomicRdataRwithRPatternLabRforRproteomicsRoikiRNatures
ProtocolsgR2016gRllgRlkmhlr 18.8 156

11 VenomousRextractRproteinRprofileRofRBrazilianRtarantulaRGrammostolaRiheringiuRsearchingRforR
potentialRbiotechnologicalRapplicationsiRJournalsofsProteomicsgR2016gRlnqgRnphor 3.9 19

10 ReevaluatingRtheRTrypanosomaRcruziRproteomicRmapuRTheRshotgunRdescriptionRofRbloodstreamR
trypomastigotesiRJournalsofsProteomicsgR2015gRllpgRpshqp 3.9 38

9 UsingRPepExplorerRtoRFilterRandROrganizeRDeRNovoRPeptideRSequencingRResultsiRCurrentsProtocolssins
BioinformaticsgR2015gRplgRlnimrilhlnimrit 24.2 2

8 PepExploreruRaRsimilarityhdrivenRtoolRforRanalyzingRdeRnovoRsequencingRresultsiRMolecularsands
CellularsProteomicsgR2014gRlngRmoskht 7.6 30

7 OnRbestRpracticesRinRtheRdevelopmentRofRbioinformaticsRsoftwareiRFrontierssinsGeneticsgR2014gRpgRltt 4.5 34

6 ProteomeRanalysisRofRformalinhfixedRparaffinhembeddedRtissuesRfromRaRprimaryRgastricRmelanomaR
andRitsRmeningealRmetastasisuRaRcaseRreportiRCurrentsTopicssinsMedicinalsChemistrygR2014gRlogRnsmhr 3 1

5 ComputationalRproteomicsRpitfallsRandRchallengesuRHavanaBioinfoRmklmRworkshopRreportiRJournalsofs
ProteomicsgR2013gRsrgRlnohs 3.9 17

4 PinpointingRdifferentiallyRexpressedRdomainsRinRcomplexRproteinRmixturesRwithRtheRcloudRserviceRofR
PatternLabRforRProteomicsiRJournalsofsProteomicsgR2013gRstgRlrthsm 3.9 11

3 EffectivelyRaddressingRcomplexRproteomicRsearchRspacesRwithRpeptideRspectrumRmatchingiR
BioinformaticsgR2013gRmtgRlnonho 7.2 19

2 OmicsRDiscoveryRIndexRhRDiscoveringRandRLinkingRPublicRâ��Omicsâ��RDatasets 2
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1 PTMhShepherduRanalysisRandRsummarizationRofRposthtranslationalRandRchemicalRmodificationsRfromR
openRsearchRresults 4
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