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k Paper IF Citations

389 mnGoxidationGresistantGpediocinGαmTXGderivativeGandGpenocinGmGdisplayGeffectiveGantiTGactivityGinGaG
modelGhumanGgutGenvironmentUUGGutcMicrobesSG2022SGX_SGYWW_WcX 8.8 1

388
tighGlocalGfailureGratesGdespiteGhighGmarginTnegativeGresectionGratesGinGaGcohortGofGborderlineG
resectableGandGlocallyGadvancedGpancreaticGcancerGpatientsGtreatedGwithGstereotacticGbodyGradiationG
therapyGfollowingGmultiTagentGchemotherapyUUGCancercMedicineSG2022SG

4.8 2

387 αhageTmediatedGhorizontalGgeneGtransferGandGitsGimplicationsGforGtheGhumanGgutGmicrobiomeUUG
GastroenterologycReportSG2022SGXWSGgoacWXY 3.3 2

386 fGexpandingGandGrestructuringGtheGtaxonomyGofGbacteriaTinfectingGsingleTstrandedGγzmGvirusesUG
MicrobialcGenomicsSG2021SGcSG 4.4 3

385 nioTqngineeredGzisinGwithGuncreasedGmntiTGandGδelectivelyGγeducedGmntiTGmctivityGforGσreatmentGofG
novineGyastitisUGInternationalcJournalcofcMolecularcSciencesSG2021SGYYSG 6.3 2

384 mGpostbioticGconsistingGofGheatTtreatedGlactobacilliGhasGaGbifidogenicGeffectGinGpureGcultureGandGinG
humanGfermentedGfaecalGcommunitiesUGAppliedcandcEnvironmentalcMicrobiologySG2021SG 4.8 3

383 niasesGinGViralGyetagenomicsTnasedGpetectionSGoataloguingGandGβuantificationGofGnacteriophageG
senomesGinGtumanGraecesSGaGγeviewUGMicroorganismsSG2021SGeSG 4.9 5

382 σheGmdvantagesGandGohallengesGofGφsingGqndolysinsGinGaGolinicalGδettingUGVirusesSG2021SGXZSG 6.2 25

381
σheGunternationalGδcientificGmssociationGofGαrobioticsGandGαrebioticsGOuδmααPGconsensusGstatementG
onGtheGdefinitionGandGscopeGofGpostbioticsUGNaturecReviewscGastroenterologycandcHepatologySG2021SG
XdSGb_eTbbc

24.2 165

380 αatientTγeportedG utcomeGyeasuresGandGposimetricGoorrelatesGforGqarlyGpetectionGofGmcuteG
γadiationGσherapyTγelatedGqsophagitisUGPracticalcRadiationcOncologySG2021SGXXSGXdaTXeY 2.8 2

379 yicrobiomeGandGunfectionfGmGoaseGforGIδelectiveGpepletionIUGAnnalscofcNutritioncandcMetabolismSG
2021SGXTb 4.5 0

378 oharacterizationGofGanGqndolysinGσargetingGσhatGmffectsGδporeG utgrowthUGInternationalcJournalcofc
MolecularcSciencesSG2021SGYYSG 6.3 5

377 γecipeGforGδuccessfGδuggestionsGandGγecommendationsGforGtheGusolationGandGoharacterisationGofG
nacteriocinsUGInternationalcJournalcofcMicrobiologySG2021SGYWYXSGeeeWbZa 3.6 2

376
xongTtermGoutcomesGwithGneoadjuvantGchemotherapyGwithGorGwithoutGstereotacticGbodyGradiationG
therapyGinGpatientsGwithGborderlineGresectableGandGlocallyGadvancedGpancreaticGadenocarcinomaUUG
JournalcofcClinicalcOncologySG2021SGZeSG__ZT__Z

2.2 0

375 σheGunternationalGδcientificGmssociationGforGαrobioticsGandGαrebioticsGOuδmααPGconsensusGstatementG
onGfermentedGfoodsUGNaturecReviewscGastroenterologycandcHepatologySG2021SGXdSGXebTYWd 24.2 90

374 δurvivalGoutcomesGinGtheGmodernGeraGforGlocalizedGpancreaticGcancerGwithGmultiTagentG
chemotherapyGandGstereotacticGbodyGradiationGtherapyUUGJournalcofcClinicalcOncologySG2021SGZeSG___T___ 2.2 1

373 yicrobiomeTbasedGenvironmentalGmonitoringGofGaGdairyGprocessingGfacilityGhighlightsGtheGchallengesG
associatedGwithGlowGmicrobialTloadGsamplesUGNpjcSciencecofcFoodSG2021SGaSG_ 6.3 4
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372 mGnioengineeredGzisinGperivativeGσoGoontrolGδtreptococcusGuberisGniofilmsUGAppliedcandc
EnvironmentalcMicrobiologySG2021SGdcSGeWWZeXYX 4.8 1

371 mlphaTsynucleinGaltersGtheGfaecalGviromesGofGratsGinGaGgutTinitiatedGmodelGofGαarkinsonNsGdiseaseUG
CommunicationscBiologySG2021SG_SGXX_W 6.7 1

370 γeplyGtofGαostbioticsGTGwhenGsimplificationGfailsGtoGclarifyUGNaturecReviewscGastroenterologycandc
HepatologySG2021SGXdSGdYcTdYd 24.2 7

369
xongTtermGoutcomesGofGaGprospectiveGsingleGinstitutionGstudyGwithGmultiagentGchemotherapyGandG
stereotacticGbodyGradiationGtherapyGinGlocallyGadvancedGorGrecurrentGpancreaticGadenocarcinomaUUG
JournalcofcClinicalcOncologySG2021SGZeSG__WT__W

2.2

368 nioengineeredGzisinGperivativeGyXcβGtasGqnhancedGmctivityGagainstUGAntibioticsSG2020SGeSG 4.9 4

367  vercomingGbarriersGtoGphageGapplicationGinGfoodGandGfeedUGCurrentcOpinioncincBiotechnologySG2020SG
bXSGZdT__ 11.4 27

366 nalancingGtheGrisksGandGrewardsGofGliveGbiotherapeuticsUGNaturecReviewscGastroenterologycandc
HepatologySG2020SGXcSGXZZTXZ_ 24.2 7

365 nacteriophageGendolysinsGasGaGpotentialGweaponGtoGcombatGinfectionUGGutcMicrobesSG2020SGXYSGXdXZaZZ 8.8 13

364 mssessingGandGαrovidingGoulturallyGoompetentGoareGinGγadiationG ncologyGforGpeafGoancerG
αatientsUGAdvancescincRadiationcOncologySG2020SGaSGZZZTZ__ 3.3 2

363 YouGhaveGtheGmicrobiomeGyouGdeserveG2020SGXSG 3

362 oharacterizingGαhageTtostGunteractionsGinGaGδimplifiedGtumanGuntestinalGnarrierGyodelUG
MicroorganismsSG2020SGdSG 4.9 4

361 γethinkingGwastewaterGrisksGandGmonitoringGinGlightGofGtheGo VupTXeGpandemicUGNaturec
SustainabilitySG2020SGZSGedXTeeW 22.1 111

360 mGzewGαhageGxysinGusolatedGfromGtheG ralGyicrobiomeGσargetingUGPharmaceuticalsSG2020SGXZSG 5.2 6

359 αrostateTδpecimenGmntigenGOαδmPGδcreeningGandGδharedGpecisionGyakingGmmongGpeafGandGtearingG
yaleGαatientsUGJournalcofcCancercEducationSG2020SGZaSGYdTZa 1.8 9

358 siantGoversightsGinGtheGhumanGgutGviromeUGGutSG2020SGbeSGXZacTXZad 19.2 8

357 mGxiveGnioTσherapeuticGforGyastitisSGoontainingGpαoZX_cGWithGoomparableGqfficacyGtoGmntibioticG
σreatmentUGFrontierscincMicrobiologySG2019SGXWSGYYYW 5.7 11

356 δhortTtermGconsumptionGofGaGhighTfatGdietGincreasesGhostGsusceptibilityGtoGxisteriaGmonocytogenesG
infectionUGMicrobiomeSG2019SGcSGc 16.6 33

355 novineGmastitisGisGaGpolymicrobialGdiseaseGrequiringGaGpolydiagnosticGapproachUGInternationalcDairyc
JournalSG2019SGeeSGXW_aZe 3.5 5

(2019-2021)
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354 zonTantibioticGmicrobialGsolutionsGforGbovineGmastitisGTGliveGbiotherapeuticsSGbacteriophageSGandG
phageGlysinsUGCriticalcReviewscincMicrobiologySG2019SG_aSGab_TadW 7.8 21

353 udentificationGandGcharacterisationGofGcapidermicinSGaGnovelGbacteriocinGproducedGbyGδtaphylococcusG
capitisUGPLoScONESG2019SGX_SGeWYYZa_X 3.7 15

352 σheGtumanGsutGViromeGusGtighlyGpiverseSGδtableSGandGundividualGδpecificUGCellcHostcandcMicrobeSG2019
SGYbSGaYcTa_XUea 23.4 219

351 σheGqffectGofGaGoommerciallyGmvailableGnacteriophageGandGnacteriocinGonGinGooleslawUGVirusesSG2019SG
XXSG 6.2 11

350 φnderstandingGmodeGofGactionGcanGdriveGtheGtranslationalGpipelineGtowardsGmoreGreliableGhealthG
benefitsGforGprobioticsUGCurrentcOpinioncincBiotechnologySG2019SGabSGaaTbW 11.4 34

349 nioengineeringGnisinGtoGovercomeGtheGnisinGresistanceGproteinUGMolecularcMicrobiologySG2019SGXXXSGcXcTcZX4.1 23

348 rightingGbiofilmsGwithGlantibioticsGandGotherGgroupsGofGbacteriocinsUGNpjcBiofilmscandcMicrobiomesSG
2018SG_SGe 8.2 106

347 pevelopingGbacteriocinsGofGlacticGacidGbacteriaGintoGnextGgenerationGbiopreservativesUGCurrentc
OpinioncincFoodcScienceSG2018SGYWSGXTb 9.8 47

346 σheGmicrobiologyGandGtreatmentGofGhumanGmastitisUGMedicalcMicrobiologycandcImmunologySG2018SG
YWcSGdZTe_ 4 49

345 αhagesGofGlifeGTGtheGpathGtoGpharmaUGBritishcJournalcofcPharmacologySG2018SGXcaSG_XYT_Xd 8.6 19

344 oompleteGsenomeGδequenceGofGαhageGmαo_vyZUYGusolatedGfromGaGohickenGoecumUGGenomec
AnnouncementsSG2018SGbSG 1

343 γeproducibleGprotocolsGforGmetagenomicGanalysisGofGhumanGfaecalGphageomesUGMicrobiomeSG2018SG
bSGbd 16.6 82

342 peterminantsGofGγeducedGseneticGoapacityGforGnutyrateGδynthesisGbyGtheGsutGyicrobiomeGinG
orohnNsGpiseaseGandGφlcerativeGoolitisUGJournalcofcCrohnjscandcColitisSG2018SGXYSGYW_TYXb 1.5 52

341 teterologousGqxpressionGofGniopreservativeGnacteriocinsGWithGaGViewGtoGxowGoostGαroductionUG
FrontierscincMicrobiologySG2018SGeSGXba_ 5.7 25

340 yesophilicGδporeformersGudentifiedGinGWheyGαowderGbyGφsingGδhotgunGyetagenomicGδequencingUG
AppliedcandcEnvironmentalcMicrobiologySG2018SGd_SG 4.8 9

339
mGrapidGαoγTbasedGmethodGtoGdiscriminateGyacrococcusGcaseolyticusGandGyacrococcusGcanisGfromG
closelyTrelatedGδtaphylococcusGspeciesGbasedGonGtheGctaoGgeneGsequenceUGJournalcofcMicrobiologicalc
MethodsSG2018SGXaYSGZbTZd

2.8 3

338 γzmGαhageGniologyGinGaGyetagenomicGqraUGVirusesSG2018SGXWSG 6.2 29

337  ralGpeliveryGofGzisinGinGγesistantGδtarchGnasedGyatricesGmltersGtheGsutGyicrobiotaGinGyiceUGFrontiersc
incMicrobiologySG2018SGeSGXXdb 5.7 18
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336 senomicGoharacterizationGofGxisteriaGmonocytogenesGusolatesGmssociatedGwithGolinicalGxisteriosisG
andGtheGroodGαroductionGqnvironmentGinGurelandUGGenesSG2018SGeSG 4.2 37

335 αredictionGandGqxplorationGofGαotentialGnacteriocinGseneGolustersGWithinGtheGnacterialGsenusUG
FrontierscincMicrobiologySG2018SGeSGYXXb 5.7 13

334
σheGpotencyGofGtheGbroad´ spectrumGbacteriocinSGbactofencinGmSGagainstGstaphylococciGisGhighlyG
dependentGonGprimaryGstructureSGzTterminalGchargeGandGdisulphideGformationUGScientificcReportsSG
2018SGdSGXXdZZ

4.9 11

333 ViromesGofGoneGyearGoldGinfantsGrevealGtheGimpactGofGbirthGmodeGonGmicrobiomeGdiversityUGPeerJSG
2018SGbSGe_be_ 3.1 68

332 udentificationGofGprobioticGeffectorGmoleculesfGpresentGstateGandGfutureGperspectivesUGCurrentc
OpinioncincBiotechnologySG2018SG_eSGYXcTYYZ 11.4 132

331 γeincarnationGofGnacteriocinsGrromGtheGαangenomicGsraveyardUGFrontierscincMicrobiologySG2018SGeSGXYed 5.7 11

330 σheGsroupfGtistoryGandGtealthGγelatedGmpplicationsUGFrontierscincMicrobiologySG2018SGeSGYXWc 5.7 90

329 αhagesGMGantibioticGresistancefGareGtheGmostGabundantGentitiesGonGearthGreadyGforGaGcomebackkUG
FuturecMicrobiologySG2018SGXZSGcXXTcYb 2.9 21

328 σheGsenusGyacrococcusfGmnGunsightGuntoGutsGniologySGqvolutionSGandGγelationshipGWithG
δtaphylococcusUGAdvancescincAppliedcMicrobiologySG2018SGXWaSGXTaW 4.9 13

327 γawGdonkeyGmilkGasGaGsourceGofGqnterococcusGdiversityfGmssessmentGofGtheirGtechnologicalG
propertiesGandGsafetyGcharacteristicsUGFoodcControlSG2017SGcZSGdXTeW 6.2 26

326 φseGofGenhancedGnisinGderivativesGinGcombinationGwithGfoodTgradeGoilsGorGcitricGacidGtoGcontrolG
oronobacterGsakazakiiGandGqscherichiaGcoliG XacftcUGFoodcMicrobiologySG2017SGbaSGYa_TYbZ 6 45

325 oontributionGofGtheGnovelGsulfurTproducingGadjunctGxactobacillusGnodensisGtoGflavorGdevelopmentGinG
soudaGcheeseUGJournalcofcDairycScienceSG2017SGXWWSG_ZYYT_ZZ_ 4 7

324 mpplicationGofGbacteriocinTproducingGqnterococcusGfaeciumGisolatedGfromGdonkeyGmilkSGinGtheG
bioTcontrolGofGxisteriaGmonocytogenesGinGfreshGwheyGcheeseUGInternationalcDairycJournalSG2017SGcZSGXTe 3.5 50

323 zextTgenerationGprobioticsfGtheGspectrumGfromGprobioticsGtoGliveGbiotherapeuticsUGNaturec
MicrobiologySG2017SGYSGXcWac 26.6 317

322 nacteriocinGseneTσraitGmatchingGacrossGtheGcompleteGxactobacillusGαanTgenomeUGScientificcReportsSG
2017SGcSGZ_dX 4.9 46

321 mGδimpleGyethodGforGtheGαurificationGofGzisinUGProbioticscandcAntimicrobialcProteinsSG2017SGeSGZbZTZbe 5.5 12

320 senomeGδequenceGofGpδyG_adSGanGmntimicrobialTαroducingGσhermophilicGnacteriumSGusolatedGfromG
aGδugarGneetGractoryUGGenomecAnnouncementsSG2017SGaSG 5

319 γecentGadvancesGinGmicrobialGfermentationGforGdairyGandGhealthUGFutttResearchSG2017SGbSGcaX 3.6 50

(2017-2018)
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318 zisinGinGoombinationGwithGoinnamaldehydeGandGqpσmGtoGoontrolGsrowthGofGqscherichiaGcoliGδtrainsG
ofGδwineG riginUGAntibioticsSG2017SGbSG 4.9 14

317 praftGsenomeGδequencesGofGYaGusolatesGmssociatedGwithGtumanGolinicalGxisteriosisGinGurelandUG
GenomecAnnouncementsSG2017SGaSG 1

316 oontrolledGfunctionalGexpressionGofGtheGbacteriocinsGpediocinGαmTXGandGbactofencinGmGinGqscherichiaG
coliUGScientificcReportsSG2017SGcSGZWbe 4.9 25

315 δimulatedGgastrointestinalGdigestionGofGnisinGandGinteractionGbetweenGnisinGandGbileUGLWTcpcFoodc
SciencecandcTechnologySG2017SGdbSGaZWTaZc 5.4 13

314 nacteriocinsGandGbacteriophagegGaGnarrowTmindedGapproachGtoGfoodGandGgutGmicrobiologyUGFEMSc
MicrobiologycReviewsSG2017SG_XSGδXYeTδXaZ 15.1 47

313 nacteriophagesGandGnacterialGαlantGpiseasesUGFrontierscincMicrobiologySG2017SGdSGZ_ 5.7 170

312 σhingsGmreGsettingGtairyfGqnterobacteriaGnacteriophageGvn_αcay_onnUGFrontierscincMicrobiologySG
2017SGdSG__ 5.7 23

311 petectionGandGqnumerationGofGδporeTrormingGnacteriaGinGαowderedGpairyGαroductsUGFrontierscinc
MicrobiologySG2017SGdSGXWe 5.7 35

310 unsightsGintoGtheGyodeGofGmctionGofGtheGδactibioticGσhuricinGopUGFrontierscincMicrobiologySG2017SGdSGbeb 5.7 30

309 nacteriocinTmntimicrobialGδynergyfGmGyedicalGandGroodGαerspectiveUGFrontierscincMicrobiologySG2017SG
dSGXYWa 5.7 101

308 pevelopmentGofGaGolickGneetleGxuciferaseGγeporterGδystemGforGqnhancedGnioluminescenceGumagingG
ofGfGmnalysisGinGoellGoultureGandGyurineGunfectionGyodelsUGFrontierscincMicrobiologySG2017SGdSGXcec 5.7 13

307 senomeGδequenceGofGvumboGαhageGvn_mbay_yqZGofGmcinetobacterGbaumanniUGGenomec
AnnouncementsSG2016SG_SG 8

306 αhageGtherapyGtargetingGqscherichiaGcoliTaGstoryGwithGnoGendkUGFEMScMicrobiologycLettersSG2016SGZbZSG 2.9 27

305
σheGefficacyGofGthuricinGopSGtigecyclineSGvancomycinSGteicoplaninSGrifampicinGandGnitazoxanideSG
independentlyGandGinGpairedGcombinationsGagainstGolostridiumGdifficileGbiofilmsGandGplanktonicGcellsUG
GutcPathogensSG2016SGdSGYW

5.4 21

304 xisteriaGmonocytogenesGmutantsGdefectiveGinGgallbladderGreplicationGrepresentGsafetyTenhancedG
vaccineGdeliveryGplatformsUGHumancVaccinescandcImmunotherapeuticsSG2016SGXYSGYWaeTYWbZ 4.4 5

303 σhreeGzewGqscherichiaGcoliGαhagesGfromGtheGtumanGsutGδhowGαromisingGαotentialGforGαhageG
σherapyUGPLoScONESG2016SGXXSGeWXabccZ 3.7 35

302 oharacterizationGofGaGnacteriophageTperivedGyureinGαeptidaseGforGqliminationGofG
mntibioticTγesistantGδtaphylococcusGaureusUGCurrentcProteincandcPeptidecScienceSG2016SGXcSGXdZTeW 2.8 16

301 rormicinGTGaGnovelGbroadTspectrumGtwoTcomponentGlantibioticGproducedGbyGnacillusG
paralicheniformisGmαoGXacbUGMicrobiologyckUnitedcKingdomlSG2016SGXbYSGXbbYTXbcX 2.9 20
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300 nacteriophageGendolysinsGandGtheirGapplicationsUGSciencecProgressSG2016SGeeSGXdZTXee 1.1 14

299 nacteriocinsfGzovelGδolutionsGtoGmgeG ldGδporeTγelatedGαroblemskUGFrontierscincMicrobiologySG2016SG
cSG_bX 5.7 71

298 unGVitroGmctivitiesGofGzisinGandGzisinGperivativesGmloneGandGunGoombinationGwithGmntibioticsGagainstG
δtaphylococcusGniofilmsUGFrontierscincMicrobiologySG2016SGcSGaWd 5.7 65

297 zewGWeaponsGtoGrightG ldGqnemiesfGzovelGδtrategiesGforGtheGOnioPcontrolGofGnacterialGniofilmsGinG
theGroodGundustryUGFrontierscincMicrobiologySG2016SGcSGXb_X 5.7 126

296 δynergisticGzisinTαolymyxinGoombinationsGforGtheGoontrolGofGniofilmGrormationUGFrontierscinc
MicrobiologySG2016SGcSGXcXZ 5.7 48

295 mGnioengineeredGzisinGperivativeSGyYXmSGinGoombinationGwithGroodGsradeGmdditivesGqradicatesG
niofilmsGofUGFrontierscincMicrobiologySG2016SGcSGXeZe 5.7 30

294 δheddingGlightGonGbetxQfGpαxYTluxGmediatedGrealTtimeGanalysisGofGbetxQGexpressionGinGxisteriaG
monocytogenesUGBioengineeredSG2016SGcSGXXbTe 5.7 1

293 γpoδGlossGinGoronobacterGsakazakiiGbyGpropagationGinGtheGpresenceGofGnonTpreferredGcarbonG
sourcesUGInternationalcDairycJournalSG2016SGacSGYeTZZ 3.5 1

292 σheGbacteriocinGbactofencinGmGsubtlyGmodulatesGgutGmicrobialGpopulationsUGAnaerobeSG2016SG_WSG_XTe 2.8 20

291 mGbioengineeredGnisinGderivativeGtoGcontrolGbiofilmsGofGδtaphylococcusGpseudintermediusUGPLoScONE
SG2015SGXWSGeWXXebd_ 3.7 56

290 αroteomicsGasGtheGfinalGstepGinGtheGfunctionalGmetagenomicsGstudyGofGantimicrobialGresistanceUG
FrontierscincMicrobiologySG2015SGbSGXcY 5.7 14

289 senerationGofGtheGantimicrobialGpeptideGcaseicinGmGfromGcaseinGbyGhydrolysisGwithGthermolysinG
enzymesUGInternationalcDairycJournalSG2015SG_eSGXTc 3.5 15

288 mGreviewGofGtheGsystematicGreviewGprocessGandGitsGapplicabilityGforGuseGinGevaluatingGevidenceGforG
healthGclaimsGonGprobioticGfoodsGinGtheGquropeanGφnionUGNutritioncJournalSG2015SGX_SGXb 4.3 32

287 xantibioticGresistanceUGMicrobiologycandcMolecularcBiologycReviewsSG2015SGceSGXcXTeX 13.2 95

286 zisinGtGusGaGzewGzisinGVariantGαroducedGbyGtheGsutTperivedGδtrainGδtreptococcusGhyointestinalisG
pαob_d_UGAppliedcandcEnvironmentalcMicrobiologySG2015SGdXSGZeaZTbW 4.8 46

285 umpactGofGqnvironmentalGractorsGonGnacteriocinGαromoterGmctivityGinGsutTperivedGxactobacillusG
salivariusUGAppliedcandcEnvironmentalcMicrobiologySG2015SGdXSGcdaXTe 4.8 18

284
oharacterisationGofGtheGantibacterialGpropertiesGofGaGbacterialGderivedGpeptidoglycanGhydrolaseG
Oxysos_PSGactiveGagainstGoUGsakazakiiGandGotherGsramTnegativeGfoodTrelatedGpathogensUGInternationalc
JournalcofcFoodcMicrobiologySG2015SGYXaSGceTda

5.8 6

283 zovelGapproachesGtoGimproveGtheGintrinsicGmicrobiologicalGsafetyGofGpowderedGinfantGmilkGformulaUG
NutrientsSG2015SGcSGXYXcT__ 6.7 49

(2015-2016)
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282 niotechnologicalGapplicationsGofGfunctionalGmetagenomicsGinGtheGfoodGandGpharmaceuticalG
industriesUGFrontierscincMicrobiologySG2015SGbSGbcY 5.7 52

281 nioengineeringGxantibioticsGforGσherapeuticGδuccessUGFrontierscincMicrobiologySG2015SGbSGXZbZ 5.7 87

280 σheGαrevalenceGandGoontrolGofGnacillusGandGγelatedGδporeTrormingGnacteriaGinGtheGpairyGundustryUG
FrontierscincMicrobiologySG2015SGbSGX_Xd 5.7 134

279 usolationGofGaGzovelGαhageGwithGmctivityGagainstGδtreptococcusGmutansGniofilmsUGPLoScONESG2015SGXWSGeWXZdbaX3.7 46

278  ccurrenceSGαersistenceSGandGVirulenceGαotentialGofGxisteriaGivanoviiGinGroodsGandGroodGαrocessingG
qnvironmentsGinGtheGγepublicGofGurelandUGBioMedcResearchcInternationalSG2015SGYWXaSGZaWaYb 3 8

277 nioengineeringGofGtheGmodelGlantibioticGnisinUGBioengineeredSG2015SGbSGXdcTeY 5.7 66

276 unGsilicoGidentificationGofGbacteriocinGgeneGclustersGinGtheGgastrointestinalGtractSGbasedGonGtheGtumanG
yicrobiomeGαrojectNsGreferenceGgenomeGdatabaseUGBMCcMicrobiologySG2015SGXaSGXdZ 4.5 77

275
qfficaciesGofGnisinGmGandGnisinGVGsemipurifiedGpreparationsGaloneGandGinGcombinationGwithGplantG
essentialGoilsGforGcontrollingGxisteriaGmonocytogenesUGAppliedcandcEnvironmentalcMicrobiologySG2015SG
dXSGYcbYTe

4.8 35

274 teatGresistanceGofGoronobacterGsakazakiiGpαoGbaYeGandGitsGbehaviorGinGreconstitutedGpowderedG
infantGformulaUGFoodcResearchcInternationalSG2015SGbeSG_WXT_We 7 18

273 δtressGadaptationGinGfoodborneGpathogensUGAnnualcReviewcofcFoodcSciencecandcTechnologySG2015SGbSGXeXTYXW14.7 71

272 mntimicrobialGantagonistsGagainstGfoodGpathogensfGaGbacteriocinGperspectiveUGCurrentcOpinioncinc
FoodcScienceSG2015SGYSGaXTac 9.8 55

271 σheGsactibioticGsubclassGofGbacteriocinsfGanGupdateUGCurrentcProteincandcPeptidecScienceSG2015SGXbSGa_eTad 2.8 35

270 qxploitingGgutGbacteriophagesGforGhumanGhealthUGTrendscincMicrobiologySG2014SGYYSGZeeT_Wa 12.4 122

269
petectionGofGyycobacteriumGaviumGsubspeciesGparatuberculosisGinGpatientsGwithGorohnNsGdiseaseGisG
unrelatedGtoGtheGpresenceGofGsingleGnucleotideGpolymorphismsGrsYY_XddWGOmσsXbxXPGandG
rsXWW_a_ZXGOuxXYnPUGMedicalcMicrobiologycandcImmunologySG2014SGYWZSGXeaTYWa

4 7

268
unactivationGofGtheGδecmYGproteinGexportGpathwayGinGxisteriaGmonocytogenesGpromotesGcellG
aggregationSGimpactsGbiofilmGarchitectureGandGinducesGbiofilmGformationGinGenvironmentalG
conditionUGEnvironmentalcMicrobiologySG2014SGXbSGXXcbTeY

5.2 30

267 αhageGtherapyGinGtheGfoodGindustryUGAnnualcReviewcofcFoodcSciencecandcTechnologySG2014SGaSGZYcT_e 14.7 186

266 δequenceTbasedGanalysisGofGtheGbacterialGandGfungalGcompositionsGofGmultipleGkombuchaGOteaG
fungusPGsamplesUGFoodcMicrobiologySG2014SGZdSGXcXTd 6 190

265 nioavailabilityGofGtheGantiTclostridialGbacteriocinGthuricinGopGinGgastrointestinalGtractUGMicrobiologyc
kUnitedcKingdomlSG2014SGXbWSG_ZeT__a 2.9 27

Colin Hill
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264 qxopolysaccharideTproducingGprobioticGxactobacilliGreduceGserumGcholesterolGandGmodifyGentericG
microbiotaGinGmpoqTdeficientGmiceUGJournalcofcNutritionSG2014SGX__SGXeabTbY 4.1 60

263 mlteredGrXγGsignallingGisGassociatedGwithGbileGacidGdysmetabolismGinGshortGbowelG
syndromeTassociatedGliverGdiseaseUGJournalcofcHepatologySG2014SGbXSGXXXaTYa 13.4 56

262 γegulationGofGhostGweightGgainGandGlipidGmetabolismGbyGbacterialGbileGacidGmodificationGinGtheGgutUG
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaSG2014SGXXXSGc_YXTb 11.5 349

261
qxpertGconsensusGdocumentUGσheGunternationalGδcientificGmssociationGforGαrobioticsGandGαrebioticsG
consensusGstatementGonGtheGscopeGandGappropriateGuseGofGtheGtermGprobioticUGNaturecReviewsc
GastroenterologycandcHepatologySG2014SGXXSGaWbTX_

24.2 3614

260 unvestigationGofGtheGmntimicrobialGmctivityGofGnacillusGlicheniformisGδtrainsGusolatedGfromGγetailG
αowderedGunfantGyilkGrormulaeUGProbioticscandcAntimicrobialcProteinsSG2014SGbSGZYT_W 5.5 10

259 mtypicalGxisteriaGinnocuaGstrainsGpossessGanGintactGxuαuTZUGBMCcMicrobiologySG2014SGX_SGad 4.5 31

258 σransposonGmutagenesisGrevealsGgenesGinvolvedGinGosmoticGstressGandGdryingGinGoronobacterG
sakazakiiUGFoodcResearchcInternationalSG2014SGaaSG_aTa_ 7 24

257 mcidGstressGmanagementGbyGoronobacterGsakazakiiUGInternationalcJournalcofcFoodcMicrobiologySG2014SG
XcdSGYXTd 5.8 33

256 rermentedGbeveragesGwithGhealthTpromotingGpotentialfGαastGandGfutureGperspectivesUGTrendscinc
FoodcSciencecandcTechnologySG2014SGZdSGXXZTXY_ 15.3 227

255
yetagenomicGidentificationGofGaGnovelGsaltGtoleranceGgeneGfromGtheGhumanGgutGmicrobiomeGwhichG
encodesGaGmembraneGproteinGwithGhomologyGtoGaGbrpVblhTfamilyG˛†TcaroteneG
XaSXaNTmonooxygenaseUGPLoScONESG2014SGeSGeXWZZXd

3.7 20

254 xisteriaGmonocytogenesfGsurvivalGandGadaptationGinGtheGgastrointestinalGtractUGFrontierscincCellularc
andcInfectioncMicrobiologySG2014SG_SGe 5.9 100

253 oombinedGmetagenomicGandGphenomicGapproachesGidentifyGaGnovelGsaltGtoleranceGgeneGfromGtheG
humanGgutGmicrobiomeUGFrontierscincMicrobiologySG2014SGaSGXde 5.7 18

252 yetagenomicsGandGnovelGgeneGdiscoveryfGpromiseGandGpotentialGforGnovelGtherapeuticsUGVirulenceSG
2014SGaSGZeeT_XY 4.7 80

251 σwoTtieredGbiologicalGcontainmentGstrategyGforGxactococcusGlactisTbasedGvaccineGorGimmunotherapyG
vectorsUGHumancVaccinescandcImmunotherapeuticsSG2014SGXWSGZZZTc 4.4 3

250 senomeGanalysisGofGtheGstaphylococcalGtemperateGphageGpWYGandGfunctionalGstudiesGonGtheG
endolysinGandGtailGhydrolaseUGBacteriophageSG2014SG_SGeYd_aX 12

249 σheGpotentialGforGemergingGtherapeuticGoptionsGforGolostridiumGdifficileGinfectionUGGutcMicrobesSG
2014SGaSGbebTcXW 8.8 29

248 nacterialGbileGsaltGhydrolaseGinGhostGmetabolismfGαotentialGforGinfluencingGgastrointestinalG
microbeThostGcrosstalkUGGutcMicrobesSG2014SGaSGbbeTc_ 8.8 76

247 teterologousGexpressionGofGthuricinGopGimmunityGgenesGinGxisteriaGmonocytogenesUGAntimicrobialc
AgentscandcChemotherapySG2014SGadSGZ_YXTd 5.9 2

(2014-2014)
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246
pivergentGevolutionGofGtheGactivityGandGregulationGofGtheGglutamateGdecarboxylaseGsystemsGinG
xisteriaGmonocytogenesGqspTeGandGXW_WZδfGrolesGinGvirulenceGandGacidGtoleranceUGPLoScONESG2014SG
eSGeXXYb_e

3.7 23

245 senerationGofGnonpolarGdeletionGmutantsGinGxisteriaGmonocytogenesGusingGtheGIδ qingIGmethodUG
MethodscincMolecularcBiologySG2014SGXXacSGXdcTYWW 1.4 9

244 δhiningGlightGonGfoodGmicrobiologygGapplicationsGofGxuxTtaggedGmicroorganismsGinGtheGfoodGindustryUG
TrendscincFoodcSciencecandcTechnologySG2013SGZYSG_TXa 15.3 12

243 unGvivoGactivityGofGnisinGmGandGnisinGVGagainstGxisteriaGmonocytogenesGinGmiceUGBMCcMicrobiologySG
2013SGXZSGYZ 4.5 44

242 δequenceTbasedGanalysisGofGtheGmicrobialGcompositionGofGwaterGkefirGfromGmultipleGsourcesUGFEMSc
MicrobiologycLettersSG2013SGZ_dSGceTda 2.9 50

241 VirulenceGaspectsGofGxisteriaGmonocytogenesGx YdGhighGpressureTresistantGvariantsUGMicrobialc
PathogenesisSG2013SGaeTbWSG_dTaX 3.8 7

240 σheGtwoGpeptideGlantibioticGlacticinGZX_cGactsGsynergisticallyGwithGpolymyxinGtoGinhibitGsramG
negativeGbacteriaUGBMCcMicrobiologySG2013SGXZSGYXY 4.5 46

239 φseGofGyicrobesGtoGrightGyicrobesUGWorldcReviewcofcNutritioncandcDieteticsSG2013SGXcdTXda 0.2

238 δaturationGmutagenesisGofGselectedGresiduesGofGtheG˛–TpeptideGofGtheGlantibioticGlacticinGZX_cGyieldsG
aGderivativeGwithGenhancedGantimicrobialGactivityUGMicrobialcBiotechnologySG2013SGbSGab_Tca 6.3 18

237 nacteriocinsGTGaGviableGalternativeGtoGantibioticskUGNaturecReviewscMicrobiologySG2013SGXXSGeaTXWa 22.2 944

236 γibosomallyGsynthesizedGandGpostTtranslationallyGmodifiedGpeptideGnaturalGproductsfGoverviewGandG
recommendationsGforGaGuniversalGnomenclatureUGNaturalcProductcReportsSG2013SGZWSGXWdTbW 15.1 1298

235
mGmutantGinGtheGxisteriaGmonocytogenesGrurTregulatedGvirulenceGlocusGOfrvmPGinducesGcellularG
immunityGandGconfersGprotectionGagainstGlisteriosisGinGmiceUGJournalcofcMedicalcMicrobiologySG2013SG
bYSGXdaTXeW

3.2 12

234 δtrategiesGtoGimproveGtheGbacteriocinGprotectionGprovidedGbyGlacticGacidGbacteriaUGCurrentcOpinioncinc
BiotechnologySG2013SGY_SGXZWT_ 11.4 45

233 sutGsolutionsGtoGaGgutGproblemfGbacteriocinsSGprobioticsGandGbacteriophageGforGcontrolGofG
olostridiumGdifficileGinfectionUGJournalcofcMedicalcMicrobiologySG2013SGbYSGXZbeTXZcd 3.2 51

232 nactofencinGmSGaGnewGtypeGofGcationicGbacteriocinGwithGunusualGimmunityUGMBioSG2013SG_SGeWW_edTXZ 7.8 39

231 unvestigationGofGtheGuseGofGaGcocktailGofGluxTtaggedGoronobacterGstrainsGforGmonitoringGgrowthGinG
infantGmilkGformulaeUGJournalcofcFoodcProtectionSG2013SGcbSGXZaeTba 2.5 3

230 mGsingleGpointGmutationGinGtheGlisterialGbetxGˇ�OmPTdependentGpromoterGleadsGtoGimprovedGosmoTGandG
chillTtoleranceGandGaGmorphologicalGshiftGatGelevatedGosmolarityUGBioengineeredSG2013SG_SG_WXTc 5.7 15

229 mntimicrobialsfGδtrategiesGforGtargetingGobesityGandGmetabolicGhealthkUGGutcMicrobesSG2013SG_SG_dTaZ 8.8 22
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228 δelectionGforGlossGofGγpoδGinGoronobacterGsakazakiiGbyGgrowthGinGtheGpresenceGofGacetateGasGaG
carbonGsourceUGAppliedcandcEnvironmentalcMicrobiologySG2013SGceSGYWeeTXWY 4.8 9

227
unGvivoGassessmentGofGgrowthGandGvirulenceGgeneGexpressionGduringGcommensalGandGpathogenicG
lifestylesGofGluxmnopqTtaggedGqnterococcusGfaecalisGstrainsGinGmurineGgastrointestinalGandG
intravenousGinfectionGmodelsUGAppliedcandcEnvironmentalcMicrobiologySG2013SGceSGZedbTec

4.8 22

226 untensiveGmutagenesisGofGtheGnisinGhingeGleadsGtoGtheGrationalGdesignGofGenhancedGderivativesUGPLoSc
ONESG2013SGdSGeceabZ 3.7 50

225 δaturationGmutagenesisGofGlysineGXYGleadsGtoGtheGidentificationGofGderivativesGofGnisinGmGwithG
enhancedGantimicrobialGactivityUGPLoScONESG2013SGdSGeadaZW 3.7 41

224
mnalysisGofGantiTolostridiumGdifficileGactivityGofGthuricinGopSGvancomycinSGmetronidazoleSGramoplaninSG
andGactagardineSGbothGsinglyGandGinGpairedGcombinationsUGAntimicrobialcAgentscandcChemotherapySG
2013SGacSGYddYTb

5.9 31

223 δtructureTactivityGrelationshipGofGsyntheticGvariantsGofGtheGmilkTderivedGantimicrobialGpeptideG
˛–sYTcaseinGfOXdZTYWcPUGAppliedcandcEnvironmentalcMicrobiologySG2013SGceSGaXceTda 4.8 27

222 γethinkingGIprobioticsIUGGutcMicrobesSG2013SG_SGYbeTcW 8.8 16

221 σheGeffectGofGdietaryGsupplementationGwithGspentGciderGyeastGonGtheGδwineGdistalGgutGmicrobiomeUG
PLoScONESG2013SGdSGecacX_ 3.7 30

220 runctionalGenvironmentalGscreeningGofGaGmetagenomicGlibraryGidentifiesGstlmgGaGuniqueGsaltG
toleranceGlocusGfromGtheGhumanGgutGmicrobiomeUGPLoScONESG2013SGdSGedYeda 3.7 24

219 δequencingTbasedGanalysisGofGtheGbacterialGandGfungalGcompositionGofGkefirGgrainsGandGmilksGfromG
multipleGsourcesUGPLoScONESG2013SGdSGebeZcX 3.7 129

218 nioengineeredGnisinGderivativesGwithGenhancedGactivityGinGcomplexGmatricesUGMicrobialcBiotechnology
SG2012SGaSGaWXTd 6.3 45

217 NnacNGtoGtheGfuturefGbioengineeringGlantibioticsGforGdesignerGpurposesUGBiochemicalcSocietyc
TransactionsSG2012SG_WSGX_eYTc 5.1 20

216 tmgγSGaGkeyGenzymeGinGtheGmevalonateGpathwayGforGisoprenoidGbiosynthesisSGisGessentialGforGgrowthG
ofGxisteriaGmonocytogenesGqspeUGMicrobiologyckUnitedcKingdomlSG2012SGXadSGXbd_TXbeZ 2.9 16

215 αrobioticsGinGtransitionUGClinicalcGastroenterologycandcHepatologySG2012SGXWSGXYYWT_ 6.9 25

214 σheGmcidGσoleranceGγesponseGofGδalmonellaGsppUfGmnGadaptiveGstrategyGtoGsurviveGinGstressfulG
environmentsGprevailingGinGfoodsGandGtheGhostUGFoodcResearchcInternationalSG2012SG_aSG_dYT_eY 7 79

213 αolymorphismsGinGrpoδGandGstressGtoleranceGheterogeneityGinGnaturalGisolatesGofGoronobacterG
sakazakiiUGAppliedcandcEnvironmentalcMicrobiologySG2012SGcdSGZecaTd_ 4.8 33

212 nioengineeredGnisinGmGderivativesGwithGenhancedGactivityGagainstGbothGsramGpositiveGandGsramG
negativeGpathogensUGPLoScONESG2012SGcSGe_bdd_ 3.7 135

211 mGputativeGαTtypeGmσαaseGrequiredGforGvirulenceGandGresistanceGtoGhaemGtoxicityGinGxisteriaG
monocytogenesUGPLoScONESG2012SGcSGeZWeYd 3.7 31

(2012-2013)
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210 sutGmicrobiotaGcompositionGcorrelatesGwithGdietGandGhealthGinGtheGelderlyUGNatureSG2012SG_ddSGXcdTd_ 50.4 1987

209 olostridiumGdifficileGcarriageGinGelderlyGsubjectsGandGassociatedGchangesGinGtheGintestinalGmicrobiotaUG
JournalcofcClinicalcMicrobiologySG2012SGaWSGdbcTca 9.7 156

208 nacteriocinGproductionfGaGprobioticGtraitkUGAppliedcandcEnvironmentalcMicrobiologySG2012SGcdSGXTb 4.8 383

207 oomparisonGofGtheGαotencyGofGtheGxipidGuuGσargetingGmntimicrobialsGzisinSGxacticinGZX_cGandG
VancomycinGmgainstGsramTαositiveGnacteriaUGProbioticscandcAntimicrobialcProteinsSG2012SG_SGXWdTXa 5.5 17

206 unvestigationGofGtheGroleGofGZurγGinGtheGphysiologyGandGpathogenesisGofGxisteriaGmonocytogenesUG
FEMScMicrobiologycLettersSG2012SGZYcSGXXdTYa 2.9 15

205
αroductionGofGbioactiveGsubstancesGbyGintestinalGbacteriaGasGaGbasisGforGexplainingGprobioticG
mechanismsfGbacteriocinsGandGconjugatedGlinoleicGacidUGInternationalcJournalcofcFoodcMicrobiologySG
2012SGXaYSGXdeTYWa

5.8 188

204
σechnologicalGcharacterizationGofGbacteriocinGproducingGxactococcusGlactisGstrainsGemployedGtoG
controlGxisteriaGmonocytogenesGinGcottageGcheeseUGInternationalcJournalcofcFoodcMicrobiologySG2012SG
XaZSGadTba

5.8 94

203 qfficacyGofGorganicGacidsSGbacteriocinsSGandGtheGlactoperoxidaseGsystemGinGinhibitingGtheGgrowthGofG
oronobacterGsppUGinGrehydratedGinfantGformulaUGJournalcofcFoodcProtectionSG2012SGcaSGXcZ_T_Y 2.5 17

202 oronobacterGsppUGinGpowderedGinfantGformulaUGJournalcofcFoodcProtectionSG2012SGcaSGbWcTYW 2.5 60

201
mssessingGtheGcontributionsGofGtheGxiaδGhistidineGkinaseGtoGtheGinnateGresistanceGofGxisteriaG
monocytogenesGtoGnisinSGcephalosporinsSGandGdisinfectantsUGAppliedcandcEnvironmentalcMicrobiologySG
2012SGcdSGYeYZTe

4.8 49

200 usoprenoidGbiosynthesisGinGbacterialGpathogensUGMicrobiologyckUnitedcKingdomlSG2012SGXadSGXZdeTX_WX 2.9 100

199 nacteriophagesGˇ�yγYeeTYGandGˇ�ztT_GcanGeliminateGαseudomonasGaeruginosaGinGtheGmurineGlungG
andGonGcysticGfibrosisGlungGairwayGcellsUGMBioSG2012SGZSGeWWWYeTXY 7.8 162

198 VirulenceGorGnicheGfactorsfGwhatNsGinGaGnamekUGJournalcofcBacteriologySG2012SGXe_SGacYaTc 3.5 50

197 qxtensiveGmanipulationGofGcaseicinsGmGandGnGhighlightsGtheGtoleranceGofGtheseGantimicrobialG
peptidesGtoGchangeUGAppliedcandcEnvironmentalcMicrobiologySG2012SGcdSGYZaZTd 4.8 4

196 σheGspirqsGlocusGinGδtreptococcusGinfantariusGsubspUGinfantariusGnmmTXWYGconfersGprotectionG
againstGnisinGφUGAntimicrobialcAgentscandcChemotherapySG2012SGabSGacZTd 5.9 7

195 unsightsGintoGxantibioticGummunityGαrovidedGbyGnioengineeringGofGxtnuUGAntimicrobialcAgentscandc
ChemotherapySG2012SGabSGaXYYTZZ 5.9 6

194 tomologuesGandGbioengineeredGderivativesGofGxtnvGvaryGinGabilityGtoGformGpTalanineGinGtheG
lantibioticGlacticinGZX_cUGJournalcofcBacteriologySG2012SGXe_SGcWdTX_ 3.5 18

193 xacticinGZX_cTTbiosynthesisSGmolecularGanalysisSGimmunitySGbioengineeringGandGapplicationsUGCurrentc
ProteincandcPeptidecScienceSG2012SGXZSGXeZTYW_ 2.8 41
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192 δubspeciesGdiversityGinGbacteriocinGproductionGbyGintestinalGxactobacillusGsalivariusGstrainsUGGutc
MicrobesSG2012SGZSG_bdTcZ 8.8 8

191 runctionalGmetagenomicsGrevealsGnovelGsaltGtoleranceGlociGfromGtheGhumanGgutGmicrobiomeUGISMEc
JournalSG2012SGbSGXeXbTYa 11.9 43

190 oarriageGofGolostridiumGdifficileGinGoutpatientsGwithGirritableGbowelGsyndromeUGJournalcofcMedicalc
MicrobiologySG2012SGbXSGXYeWTXYe_ 3.2 14

189 γesidualGantibioticsGdisruptGmeatGfermentationGandGincreaseGriskGofGinfectionUGMBioSG2012SGZSGeWWXeWTXY 7.8 16

188 xantibioticGproductionGbyGpathogenicGmicroorganismsUGCurrentcProteincandcPeptidecScienceSG2012SGXZSGaWeTYZ2.8 8

187 αrobioticsSGentericGandGdiarrhealGdiseasesSGandGglobalGhealthUGGastroenterologySG2011SGX_WSGdTX_ 13.3 98

186 olassificationGofGnacteriocinsGfromGsramTαositiveGnacteriaG2011SGYeTaZ 57

185 αrobioticGandGprebioticGclaimsGinGquropefGseekingGaGclearGroadmapUGBritishcJournalcofcNutritionSG2011SG
XWbSGXcbaTc 3.6 22

184 umprovingGtheGδtressGσoleranceGofGαrobioticGoulturesfGγecentGσrendsGandGrutureGpirectionsG2011SGZeaT_Zd 11

183 δtreptolysinGδTlikeGvirulenceGfactorsfGtheGcontinuingGsagmUGNaturecReviewscMicrobiologySG2011SGeSGbcWTdX 22.2 98

182 senomeGminingGforGradicalGδmyGproteinGdeterminantsGrevealsGmultipleGsactibioticTlikeGgeneG
clustersUGPLoScONESG2011SGbSGeYWdaY 3.7 63

181 γealTtimeGmonitoringGofGluciferaseTtaggedGoronobacterGsakazakiiGinGreconstitutedGinfantGmilkG
formulaUGJournalcofcFoodcProtectionSG2011SGc_SGacZTe 2.5 11

180 rateGandGefficacyGofGlacticinGZX_cTproducingGxactococcusGlactisGinGtheGmammalianGgastrointestinalG
tractUGFEMScMicrobiologycEcologySG2011SGcbSGbWYTX_ 4.3 39

179 nioengineeringGofGaGzisinGmTproducingGxactococcusGlactisGtoGcreateGisogenicGstrainsGproducingGtheG
naturalGvariantsGzisinGrSGβGandGZUGMicrobialcBiotechnologySG2011SG_SGZcaTdY 6.3 59

178 ractorsGaffectingGsurvivalGofGxisteriaGmonocytogenesGandGxisteriaGinnocuaGinGsoilGsamplesUGArchivesc
ofcMicrobiologySG2011SGXeZSGccaTda 3 47

177 rurtherGudentificationGofGzovelGxantibioticG peronsGφsingGxanyTnasedGsenomeGyiningUGProbioticsc
andcAntimicrobialcProteinsSG2011SGZSGYcT_W 5.5 6

176 σheGproceedingsGofGtheGσenthGδymposiumGonGxacticGmcidGnacteriaUGMicrobialcCellcFactoriesSG2011SGXWG
δupplGXSGδX 6.4 12

175 unhibitoryGactivityGofGxactobacillusGplantarumGxysGαTYbZadGagainstGxisteriaGinnocuaGwhenGusedGasGanG
adjunctGstarterGinGtheGmanufactureGofGcheeseUGMicrobialcCellcFactoriesSG2011SGXWGδupplGXSGδc 6.4 51

(2011-2012)
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174 σheGZpGstructureGofGthuricinGopSGaGtwoTcomponentGbacteriocinGwithGcysteineGsulfurGtoG˛–TcarbonG
crossTlinksUGJournalcofcthecAmericancChemicalcSocietySG2011SGXZZSGcbdWTZ 16.4 47

173 σheGimpactGofGironGonGxisteriaGmonocytogenesgGinsideGandGoutsideGtheGhostUGCurrentcOpinioncinc
BiotechnologySG2011SGYYSGXe_Te 11.4 23

172 qUGcoliG XW_ft_fGsocialGmediaGandGtheGcharacterizationGofGanGemergingGpathogenUGBioengineeredc
BugsSG2011SGYSGXdeTeZ 6

171 αroductionGofGmultipleGbacteriocinsGfromGaGsingleGlocusGbyGgastrointestinalGstrainsGofGxactobacillusG
salivariusUGJournalcofcBacteriologySG2011SGXeZSGbecZTdY 3.5 47

170 γealTtimeGαoγGassayGtoGdifferentiateGxisteriolysinGδTpositiveGandGTnegativeGstrainsGofGxisteriaG
monocytogenesUGAppliedcandcEnvironmentalcMicrobiologySG2011SGccSGXbZTcX 4.8 54

169 unvestigationGofGtheGmechanismsGbyGwhichGxisteriaGmonocytogenesGgrowsGinGporcineGgallbladderG
bileUGInfectioncandcImmunitySG2011SGceSGZbeTce 3.7 43

168 mlteringGtheGcompositionGofGcaseicinsGmGandGnGasGaGmeansGofGdeterminingGtheGcontributionGofG
specificGresiduesGtoGantimicrobialGactivityUGAppliedcandcEnvironmentalcMicrobiologySG2011SGccSGY_ebTaWX 4.8 16

167
δtressGsurvivalGisletGXGOδδuTXPGsurveyGinGxisteriaGmonocytogenesGrevealsGanGinsertGcommonGtoGlisteriaG
innocuaGinGsequenceGtypeGXYXGxUGmonocytogenesGstrainsUGAppliedcandcEnvironmentalcMicrobiologySG
2011SGccSGYXbeTcZ

4.8 45

166
qffectGofGbroadTGandGnarrowTspectrumGantimicrobialsGonGolostridiumGdifficileGandGmicrobialGdiversityG
inGaGmodelGofGtheGdistalGcolonUGProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatesc
ofcAmericaSG2011SGXWdGδupplGXSG_bZeT__

11.5 260

165 oompositionSGvariabilitySGandGtemporalGstabilityGofGtheGintestinalGmicrobiotaGofGtheGelderlyUG
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaSG2011SGXWdGδupplGXSG_adbTeX11.5 1105

164 rlaggingGflorafGhelpGfromGbacteriocinskUGNatureSG2011SG_ccSGXbY 50.4 6

163 tumanGneutrophilGclearanceGofGbacterialGpathogensGtriggersGantiTmicrobialG˛‡˛·GσGcellGresponsesGinG
earlyGinfectionUGPLoScPathogensSG2011SGcSGeXWWYW_W 7.6 96

162 tostGspecificGdiversityGinGxactobacillusGjohnsoniiGasGevidencedGbyGaGmajorGchromosomalGinversionG
andGphageGresistanceGmechanismsUGPLoScONESG2011SGbSGeXdc_W 3.7 22

161 δalmonellaGsppUGsurvivalGstrategiesGwithinGtheGhostGgastrointestinalGtractUGMicrobiologyckUnitedc
KingdomlSG2011SGXacSGZYbdTZYdX 2.9 73

160 σheGdawningGofGaGNsoldenGeraNGinGlantibioticGbioengineeringUGMolecularcMicrobiologySG2010SGcdSGXWccTdc 4.1 63

159 αroductionGofGtheGnsaGlantibioticGbyGcommunityTacquiredGδtaphylococcusGaureusGstrainsUGJournalcofc
BacteriologySG2010SGXeYSGXXZXT_Y 3.5 54

158 δynthesisGofGtrypsinTresistantGvariantsGofGtheGxisteriaTactiveGbacteriocinGsalivaricinGαUGAppliedcandc
EnvironmentalcMicrobiologySG2010SGcbSGaZabTbY 4.8 27

157 σelmGcontributesGtoGtheGinnateGresistanceGofGxisteriaGmonocytogenesGtoGnisinGandGotherGcellG
wallTactingGantibioticsUGAntimicrobialcAgentscandcChemotherapySG2010SGa_SG_badTbZ 5.9 44
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156 σheGmnoGtransporterGmnrmnGcontributesGtoGtheGinnateGresistanceGofGxisteriaGmonocytogenesGtoGnisinSG
bacitracinSGandGvariousGbetaTlactamGantibioticsUGAntimicrobialcAgentscandcChemotherapySG2010SGa_SG__XbTYZ5.9 107

155
σhuricinGopSGaGposttranslationallyGmodifiedGbacteriocinGwithGaGnarrowGspectrumGofGactivityGagainstG
olostridiumGdifficileUGProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmerica
SG2010SGXWcSGeZaYTc

11.5 352

154 slutamateGdecarboxylaseTmediatedGnisinGresistanceGinGxisteriaGmonocytogenesUGAppliedcandc
EnvironmentalcMicrobiologySG2010SGcbSGba_XTb 4.8 40

153 qfficacyGofGaGteatGdipGcontainingGtheGbacteriocinGlacticinGZX_cGtoGeliminateGsramTpositiveGpathogensG
associatedGwithGbovineGmastitisUGJournalcofcDairycResearchSG2010SGccSGYZXTd 1.6 42

152 seneGencodedGantimicrobialGpeptidesSGaGtemplateGforGtheGdesignGofGnovelGantiTmycobacterialGdrugsUG
BioengineeredcBugsSG2010SGXSG_WdTXY 35

151 αrobioticsGandGpharmabioticsfGalternativeGmedicineGorGanGevidenceTbasedGalternativekUG
BioengineeredcBugsSG2010SGXSGceTd_ 10

150 unvestigatingGtheGimportanceGofGchargedGresiduesGinGlantibioticsUGBioengineeredcBugsSG2010SGXSGZ_aTaX 8

149 oomparisonGofGtheGactivitiesGofGtheGlantibioticsGnisinGandGlacticinGZX_cGagainstGclinicallyGsignificantG
mycobacteriaUGInternationalcJournalcofcAntimicrobialcAgentsSG2010SGZbSGXZYTb 14.3 66

148 σheGtruncatedGphageGlysinGotmαOkPGeliminatesGδtaphylococcusGaureusGinGtheGnaresGofGmiceUG
BioengineeredcBugsSG2010SGXSG_W_Tc 65

147 roodGsafetyfGWhatGcanGweGlearnGfromGgenomicskUGAnnualcReviewcofcFoodcSciencecandcTechnologySG
2010SGXSGZ_XTbX 14.7 9

146 unGsilicoGanalysisGhighlightsGtheGfrequencyGandGdiversityGofGtypeGXGlantibioticGgeneGclustersGinGgenomeG
sequencedGbacteriaUGBMCcGenomicsSG2010SGXXSGbce 4.5 56

145 pirectedGevolutionGandGtargetedGmutagenesisGtoGmurinizeGxisteriaGmonocytogenesGinternalinGmGforG
enhancedGinfectivityGinGtheGmurineGoralGinfectionGmodelUGBMCcMicrobiologySG2010SGXWSGZXd 4.5 31

144 yanipulationGofGchargedGresiduesGwithinGtheGtwoTpeptideGlantibioticGlacticinGZX_cUGMicrobialc
BiotechnologySG2010SGZSGYYYTZ_ 6.3 19

143 δtudiesGwithGbioengineeredGzisinGpeptidesGhighlightGtheGbroadTspectrumGpotencyGofGzisinGVUG
MicrobialcBiotechnologySG2010SGZSG_cZTdb 6.3 79

142 qffectGofGbioengineeringGlacticinGZX_cGlanthionineGbridgesGonGspecificGactivityGandGresistanceGtoGheatG
andGproteasesUGChemistrycandcBiologySG2010SGXcSGXXaXTbW 29

141 oompatibleGsolutesfGtheGkeyGtoGxisteriaNsGsuccessGasGaGversatileGgastrointestinalGpathogenkUGGutc
PathogensSG2010SGYSGYW 5.4 13

140 σheGchangingGfaceGofGdairyGstarterGcultureGresearchfGrromGgenomicsGtoGeconomicsUGInternationalc
JournalcofcDairycTechnologySG2010SGbZSGX_eTXcW 3.7 38

139 udentificationGofGaGnovelGtwoTpeptideGlantibioticSGlichenicidinSGfollowingGrationalGgenomeGminingGforG
xanyGproteinsUGAppliedcandcEnvironmentalcMicrobiologySG2009SGcaSGa_aXTbW 4.8 168

(2009-2010)
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138
σheGvexedGrelationshipGbetweenGolostridiumGdifficileGandGinflammatoryGbowelGdiseasefGanG
assessmentGofGcarriageGinGanGoutpatientGsettingGamongGpatientsGinGremissionUGAmericancJournalcofc
GastroenterologySG2009SGXW_SGXXbYTe

0.7 149

137 γationalGdesignGofGimprovedGpharmabioticsUGJournalcofcBiomedicinecandcBiotechnologySG2009SGYWWeSGYcaYdc 14

136 δpecificGosmolyteGtransportersGmediateGbileGtoleranceGinGxisteriaGmonocytogenesUGInfectioncandc
ImmunitySG2009SGccSG_deaTeW_ 3.7 40

135 σheGpresenceGofGpyγoWXGpromotesGgreaterGcellGpermeabilityGandGautolysisGinGlactococcalGstarterG
culturesUGInternationalcJournalcofcFoodcMicrobiologySG2009SGXZZSGYXcTY_ 5.8 11

134 usolationGandGanalysisGofGbacteriaGwithGantimicrobialGactivitiesGfromGtheGmarineGspongeGtaliclonaG
simulansGcollectedGfromGurishGwatersUGMarinecBiotechnologySG2009SGXXSGZd_Teb 3.4 139

133 qxposureGtoGbileGinfluencesGbiofilmGformationGbyGxisteriaGmonocytogenesUGGutcPathogensSG2009SGXSGXX 5.4 41

132 αrobioticsGandGgastrointestinalGdiseasefGsuccessesSGproblemsGandGfutureGprospectsUGGutcPathogensSG
2009SGXSGXe 5.4 107

131 αenicillinTbindingGproteinsGOαnαPGandGxmoW__XGOaGαnαTlikeGproteinPGplayGaGroleGinGnetaTlactamG
sensitivityGofGxisteriaGmonocytogenesUGGutcPathogensSG2009SGXSGYZ 5.4 10

130 mgrpTdependentGquorumGsensingGaffectsGbiofilmGformationSGinvasionSGvirulenceGandGglobalGgeneG
expressionGprofilesGinGxisteriaGmonocytogenesUGMolecularcMicrobiologySG2009SGcXSGXXccTde 4.1 129

129 orossTimmunityGandGimmuneGmimicryGasGmechanismsGofGresistanceGtoGtheGlantibioticGlacticinGZX_cUG
MolecularcMicrobiologySG2009SGcXSGXW_ZTa_ 4.1 47

128 oharacterizationGofGenterocinTGandGsalivaricinTproducingGlacticGacidGbacteriaGfromGtheGmammalianG
gastrointestinalGtractUGFEMScMicrobiologycLettersSG2009SGYeXSGY_TZ_ 2.9 49

127
qvaluationGofGcolostrumTderivedGhumanGmammaryTassociatedGserumGamyloidGmZGOyTδmmZPGproteinG
andGpeptideGderivativesGforGtheGpreventionGofGentericGinfectionfGinGvitroGandGinGmurineGmodelsGofG
intestinalGdiseaseUGFEMScImmunologycandcMedicalcMicrobiologySG2009SGaaSG_W_TXZ

13

126 yolecularGcharacterizationGofGtheGarginineGdeiminaseGsystemGinGxisteriaGmonocytogenesfGregulationG
andGroleGinGacidGtoleranceUGEnvironmentalcMicrobiologySG2009SGXXSG_ZYT_a 5.2 137

125
mdministrationGofGaGliveGcultureGofGxactococcusGlactisGpαoGZX_cGintoGtheGbovineGmammaryGglandG
stimulatesGtheGlocalGhostGimmuneGresponseSGparticularlyGuxTXbetaGandGuxTdGgeneGexpressionUGJournalc
ofcDairycResearchSG2009SGcbSGZ_WTd

1.6 58

124 φnderstandingGtheGmechanismsGbyGwhichGprobioticsGinhibitGgastrointestinalGpathogensUGAdvancescinc
FoodcandcNutritioncResearchSG2009SGabSGXTXa 6 104

123 mGcomparisonGofGtheGactivitiesGofGlacticinGZX_cGandGnisinGagainstGdrugTresistantGδtaphylococcusG
aureusGandGqnterococcusGspeciesUGJournalcofcAntimicrobialcChemotherapySG2009SGb_SGa_bTaX 5.1 120

122 σheGinteractionGbetweenGxisteriaGmonocytogenesGandGtheGhostGgastrointestinalGtractUGMicrobiologyc
kUnitedcKingdomlSG2009SGXaaSGY_bZTY_ca 2.9 73

121 σheGgenerationGofGnisinGvariantsGwithGenhancedGactivityGagainstGspecificGgramTpositiveGpathogensUG
MolecularcMicrobiologySG2008SGbeSGYXdTZW 4.1 170
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120 pevelopmentGofGaGluciferaseTbasedGreporterGsystemGtoGmonitorGnifidobacteriumGbreveGφooYWWZG
persistenceGinGmiceUGBMCcMicrobiologySG2008SGdSGXbX 4.5 61

119 qnhancingGbileGtoleranceGimprovesGsurvivalGandGpersistenceGofGnifidobacteriumGandGxactococcusGinG
theGmurineGgastrointestinalGtractUGBMCcMicrobiologySG2008SGdSGXcb 4.5 53

118 pevelopmentGofGmultipleGstrainGcompetitiveGindexGassaysGforGxisteriaGmonocytogenesGusingGpuyogGaG
newGsiteTspecificGintegrativeGvectorUGBMCcMicrobiologySG2008SGdSGeb 4.5 33

117 xisteriolysinGδSGaGnovelGpeptideGhaemolysinGassociatedGwithGaGsubsetGofGlineageGuGxisteriaG
monocytogenesUGPLoScPathogensSG2008SG_SGeXWWWX__ 7.6 143

116 NnioengineeredGnugsNGTGaGpathoTbiotechnologyGapproachGtoGprobioticGresearchGandGapplicationsUG
MedicalcHypothesesSG2008SGcWSGXbcTe 3.8 22

115 WhyGappendectomiesGmayGleadGtoGanGincreasedGriskGofGfunctionalGgastrointestinalGdisordersUGMedicalc
HypothesesSG2008SGcXSGdX_Tb 3.8 6

114
mnalysisGofGtheGisoprenoidGbiosynthesisGpathwaysGinGxisteriaGmonocytogenesGrevealsGaGroleGforGtheG
alternativeGYToTmethylTpTerythritolG_TphosphateGpathwayGinGmurineGinfectionUGInfectioncandc
ImmunitySG2008SGcbSGaZeYT_WX

3.7 27

113 untramammaryGinfusionGofGaGliveGcultureGofGxactococcusGlactisGforGtreatmentGofGbovineGmastitisfG
comparisonGwithGantibioticGtreatmentGinGfieldGtrialsUGJournalcofcDairycResearchSG2008SGcaSGZbaTcZ 1.6 77

112 yolecularGanalysisGofGtheGmicrobialGfoodGsafetyGimplicationsGofGfoodGreformulationsGforGimprovedG
healthUGFoodbornecPathogenscandcDiseaseSG2008SGaSG_eeTaW_ 3.8 6

111
runctionalGandGcomparativeGmetagenomicGanalysisGofGbileGsaltGhydrolaseGactivityGinGtheGhumanGgutG
microbiomeUGProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaSG2008SG
XWaSGXZadWTa

11.5 565

110 pesignerGprobioticsfGaGpotentialGtherapeuticGforGolostridiumGdifficilekUGJournalcofcMedicalc
MicrobiologySG2008SGacSGceZTce_ 3.2 19

109 αseudomonasGaeruginosaGγsmmGplaysGanGimportantGroleGduringGmurineGinfectionGbyGinfluencingG
colonizationSGvirulenceSGpersistenceSGandGpulmonaryGinflammationUGInfectioncandcImmunitySG2008SGcbSGbZYTd3.7 67

108 σoolsGforGfunctionalGpostgenomicGanalysisGofGlisteriaGmonocytogenesUGAppliedcandcEnvironmentalc
MicrobiologySG2008SGc_SGZeYXTZ_ 4.8 157

107 untramammaryGinfusionGofGaGliveGcultureGforGtreatmentGofGbovineGmastitisfGeffectGofGliveGlactococciGonG
theGmammaryGimmuneGresponseUGJournalcofcDairycResearchSG2008SGcaSGZc_Td_ 1.6 61

106 mcidGstressGresponsesGinGxisteriaGmonocytogenesUGAdvancescincAppliedcMicrobiologySG2008SGbaSGbcTeX 4.9 47

105 δcreeningGofGrationallyGdesignedGoligopeptidesGforGxisteriaGmonocytogenesGdetectionGbyGmeansGofGaG
highGdensityGcolorimetricGmicroarrayUGMikrochimicacActaSG2008SGXbZSGYYcTYZa 5.8 8

104 tighTpressureGprocessingTTeffectsGonGmicrobialGfoodGsafetyGandGfoodGqualityUGFEMScMicrobiologyc
LettersSG2008SGYdXSGXTe 2.9 254

103
αredominanceGofGaGbacteriocinTproducingGxactobacillusGsalivariusGcomponentGofGaGfiveTstrainG
probioticGinGtheGporcineGileumGandGeffectsGonGhostGimmuneGphenotypeUGFEMScMicrobiologycEcologySG
2008SGb_SGZXcTYc

4.3 82

(2008-2008)
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102 yTcellsfGoriginSGmorphologyGandGroleGinGmucosalGimmunityGandGmicrobialGpathogenesisUGFEMSc
ImmunologycandcMedicalcMicrobiologySG2008SGaYSGYTXY 186

101 umpactGofGselectedGxactobacillusGandGnifidobacteriumGspeciesGonGxisteriaGmonocytogenesGinfectionG
andGtheGmucosalGimmuneGresponseUGFEMScImmunologycandcMedicalcMicrobiologySG2007SGaWSGZdWTd 78

100 udentificationGofGaGnovelGtwoTpeptideGlantibioticSGhaloduracinSGproducedGbyGtheGalkaliphileGnacillusG
haloduransGoTXYaUGFEMScMicrobiologycLettersSG2007SGYbcSGb_TcX 2.9 81

99 mGnovelGpromoterGtrapGidentifiesGxisteriaGmonocytogenesGpromotersGexpressedGatGaGlowGptGwithinG
theGmacrophageGphagosomeUGFEMScMicrobiologycLettersSG2007SGYc_SGXZeT_c 2.9 3

98 γelatednessGbetweenGtheGtwoTcomponentGlantibioticsGlacticinGZX_cGandGstaphylococcinGoaaGbasedG
onGstructureSGgeneticsGandGbiologicalGactivityUGBMCcMicrobiologySG2007SGcSGY_ 4.5 21

97 qnterococcusGandGxactobacillusGcontaminationGofGrawGmilkGinGaGfarmGdairyGenvironmentUG
InternationalcJournalcofcFoodcMicrobiologySG2007SGXX_SGY_ZTaX 5.8 46

96 unsertionalGmutagenesisGtoGgenerateGlantibioticGresistanceGinGxactococcusGlactisUGAppliedcandc
EnvironmentalcMicrobiologySG2007SGcZSG_bccTdW 4.8 4

95 umprovedGluciferaseGtaggingGsystemGforGxisteriaGmonocytogenesGallowsGrealTtimeGmonitoringGinGvivoG
andGinGvitroUGAppliedcandcEnvironmentalcMicrobiologySG2007SGcZSGZWeXT_ 4.8 90

94 σwoTpeptideGlantibioticsfGaGmedicalGperspectiveUGMinipReviewscincMedicinalcChemistrySG2007SGcSGXYZbT_c 3.2 72

93 mntimicrobialGactivityGofGlacticinGZSX_cGagainstGclinicalGolostridiumGdifficileGstrainsUGJournalcofcMedicalc
MicrobiologySG2007SGabSGe_WTe_b 3.2 151

92 umprovingGgastricGtransitSGgastrointestinalGpersistenceGandGtherapeuticGefficacyGofGtheGprobioticG
strainGnifidobacteriumGbreveGφooYWWZUGMicrobiologyckUnitedcKingdomlSG2007SGXaZSGZabZTZacX 2.9 93

91 δalivaricinGαSGoneGofGaGfamilyGofGtwoTcomponentGantilisterialGbacteriocinsGproducedGbyGintestinalG
isolatesGofGxactobacillusGsalivariusUGAppliedcandcEnvironmentalcMicrobiologySG2007SGcZSGZcXeTYZ 4.8 50

90
mGfiveTstrainGprobioticGcombinationGreducesGpathogenGsheddingGandGalleviatesGdiseaseGsignsGinGpigsG
challengedGwithGδalmonellaGentericaGδerovarGσyphimuriumUGAppliedcandcEnvironmentalcMicrobiologySG
2007SGcZSGXdadTbZ

4.8 156

89 nacteriocinGproductionGasGaGmechanismGforGtheGantiinfectiveGactivityGofGxactobacillusGsalivariusG
φooXXdUGProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaSG2007SGXW_SGcbXcTYX11.5 585

88 rateGofGtheGtwoTcomponentGlantibioticGlacticinGZX_cGinGtheGgastrointestinalGtractUGAppliedcandc
EnvironmentalcMicrobiologySG2007SGcZSGcXWZTe 4.8 36

87 oonstructionGofGpXbδluxSGaGnovelGvectorGforGimprovedGbioluminescentGlabelingGofGgramTnegativeG
bacteriaUGAppliedcandcEnvironmentalcMicrobiologySG2007SGcZSGcWeYTa 4.8 59

86 αathoTbiotechnologygGusingGbadGbugsGtoGmakeGgoodGbugsGbetterUGSciencecProgressSG2007SGeWSGXTX_ 1.1 34

85 sutGosmolarityfGaGkeyGenvironmentalGcueGinitiatingGtheGgastrointestinalGphaseGofGxisteriaG
monocytogenesGinfectionkUGMedicalcHypothesesSG2007SGbeSGXWeWTY 3.8 26

Colin Hill
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84 roodGreformulationsGforGimprovedGhealthfGmGpotentialGriskGforGmicrobialGfoodGsafetykUGMedicalc
HypothesesSG2007SGbeSGXZYZT_ 3.8 19

83
mGsystemGforGtheGrandomGmutagenesisGofGtheGtwoTpeptideGlantibioticGlacticinGZX_cfGanalysisGofG
mutantsGproducingGreducedGantibacterialGactivitiesUGJournalcofcMolecularcMicrobiologycandc
BiotechnologySG2007SGXZSGYYbTZ_

0.9 25

82
wluyveromycesGlactisGandGδaccharomycesGcerevisiaeSGtwoGpotentGdeacidifyingGandG
volatileTsulphurTaromaTproducingGmicroorganismsGofGtheGcheeseGecosystemUGAppliedcMicrobiologyc
andcBiotechnologySG2006SGcZSG_Z_T_Y

5.7 24

81 tighGpressureTinducedGinactivationGofGβbetaGcoliphageGandGcYGphageGinGoystersGandGinGcultureG
mediaUGInternationalcJournalcofcFoodcMicrobiologySG2006SGXWbSGXWaTXW 5.8 12

80 teterologousGexpressionGofGnetxSGaGbetaineGuptakeGsystemSGenhancesGtheGstressGtoleranceGofG
xactobacillusGsalivariusGφooXXdUGAppliedcandcEnvironmentalcMicrobiologySG2006SGcYSGYXcWTc 4.8 112

79  verproductionGofGwildTtypeGandGbioengineeredGderivativesGofGtheGlantibioticGlacticinGZX_cUGAppliedc
andcEnvironmentalcMicrobiologySG2006SGcYSG__eYTb 4.8 36

78 zovelGluciferaseGreporterGsystemGforGinGvitroGandGorganTspecificGmonitoringGofGdifferentialGgeneG
expressionGinGxisteriaGmonocytogenesUGAppliedcandcEnvironmentalcMicrobiologySG2006SGcYSGYdcbTd_ 4.8 63

77 oontributionGofGpenicillinTbindingGproteinGhomologsGtoGantibioticGresistanceSGcellGmorphologySGandG
virulenceGofGxisteriaGmonocytogenesGqspeUGAntimicrobialcAgentscandcChemotherapySG2006SGaWSGYdY_Td 5.9 62

76 σoleranceGofGxisteriaGmonocytogenesGtoGcellGenvelopeTactingGantimicrobialGagentsGisGdependentGonG
δignUGAppliedcandcEnvironmentalcMicrobiologySG2006SGcYSGYYZXT_ 4.8 62

75 nileGsaltGhydrolaseGactivityGinGprobioticsUGAppliedcandcEnvironmentalcMicrobiologySG2006SGcYSGXcYeTZd 4.8 709

74 mnGinGvitroGcellTcultureGmodelGdemonstratesGinternalinTGandGhemolysinTindependentGtranslocationGofG
xisteriaGmonocytogenesGacrossGyGcellsUGMicrobialcPathogenesisSG2006SG_XSGY_XTaW 3.8 38

73 nacteriocinsfGniologicalGtoolsGforGbioTpreservationGandGshelfTlifeGextensionUGInternationalcDairyc
JournalSG2006SGXbSGXWadTXWcX 3.5 446

72 δpontaneousGresistanceGinGxactococcusGlactisGuxX_WZGtoGtheGlantibioticGlacticinGZX_cUGFEMSc
MicrobiologycLettersSG2006SGYbWSGccTdZ 2.9 27

71 σheGmodeGofGactionGofGtheGlantibioticGlacticinGZX_cTTaGcomplexGmechanismGinvolvingGspecificG
interactionGofGtwoGpeptidesGandGtheGcellGwallGprecursorGlipidGuuUGMolecularcMicrobiologySG2006SGbXSGYdaTeb 4.1 180

70 oompleteGalanineGscanningGofGtheGtwoTcomponentGlantibioticGlacticinGZX_cfGgeneratingGaGblueprintG
forGrationalGdrugGdesignUGMolecularcMicrobiologySG2006SGbYSGcZaT_c 4.1 125

69 αathoTbiotechnologyfGusingGbadGbugsGtoGdoGgoodGthingsUGCurrentcOpinioncincBiotechnologySG2006SGXcSGYXXTb11.4 43

68
δequentialGactionsGofGtheGtwoGcomponentGpeptidesGofGtheGlantibioticGlacticinGZX_cGexplainGitsG
antimicrobialGactivityGatGnanomolarGconcentrationsUGAntimicrobialcAgentscandcChemotherapySG2005SG
_eSGYbWbTXX

5.9 99

67 sreaterGhighTpressureGresistanceGofGbacteriaGinGoystersGthanGinGbufferUGInnovativecFoodcSciencecandc
EmergingcTechnologiesSG2005SGbSGdZTeW 6.8 46

(2005-2007)
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66 mGαrfmTregulatedGbileGexclusionGsystemGOnilqPGisGaGnovelGvirulenceGfactorGinGxisteriaGmonocytogenesUG
MolecularcMicrobiologySG2005SGaaSGXXdZTea 4.1 112

65 σheGinteractionGbetweenGbacteriaGandGbileUGFEMScMicrobiologycReviewsSG2005SGYeSGbYaTaX 15.1 1009

64 nacteriocinsfGdevelopingGinnateGimmunityGforGfoodUGNaturecReviewscMicrobiologySG2005SGZSGcccTdd 22.2 1550

63 αresenceGofGsadpXGglutamateGdecarboxylaseGinGselectedGxisteriaGmonocytogenesGstrainsGisG
associatedGwithGanGabilityGtoGgrowGatGlowGptUGAppliedcandcEnvironmentalcMicrobiologySG2005SGcXSGYdZYTe 4.8 108

62 unsertionalGinactivationGofGdeterminantsGforGygYRGandGooYRGtransportGasGaGtoolGforGscreeningG
recombinantGxactococcusGspeciesGclonesUGAppliedcandcEnvironmentalcMicrobiologySG2005SGcXSG_decTeWX 4.8 2

61 nacterialGlantibioticsfGstrategiesGtoGimproveGtherapeuticGpotentialUGCurrentcProteincandcPeptidec
ScienceSG2005SGbSGbXTca 2.8 212

60 σheGppsTlikeGproteinGrriGofGxisteriaGmonocytogenesGpromotesGstressGtoleranceGandGintracellularG
multiplicationGinGmacrophageTlikeGcellsUGMicrobiologyckUnitedcKingdomlSG2005SGXaXSGeYaTeZZ 2.9 80

59
αosttranslationalGconversionGofGxTserinesGtoGpTalaninesGisGvitalGforGoptimalGproductionGandGactivityGofG
theGlantibioticGlacticinGZX_cUGProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaSG2005SGXWYSGXdad_Te

11.5 107

58 oontributionGofGthreeGbileTassociatedGlociSGbshSGpvaSGandGbtlnSGtoGgastrointestinalGpersistenceGandG
bileGtoleranceGofGxisteriaGmonocytogenesUGInfectioncandcImmunitySG2005SGcZSGde_TeW_ 3.7 189

57
σheGlantibioticGlacticinGZX_cGproducedGinGaGmilkTbasedGmediumGimprovesGtheGefficacyGofGaG
bismuthTbasedGteatGsealGinGcattleGdeliberatelyGinfectedGwithGδtaphylococcusGaureusUGJournalcofcDairyc
ResearchSG2005SGcYSGXaeTbc

1.6 31

56
xisteriaGmonocytogenesGαerγGmutantsGdisplayGaGsmallTcolonyGphenotypeSGincreasedGsensitivityGtoG
hydrogenGperoxideSGandGsignificantlyGreducedGmurineGvirulenceUGAppliedcandcEnvironmentalc
MicrobiologySG2005SGcXSGdZX_TYY

4.8 70

55 γoleGforGttrmGinGstressGinductionGandGvirulenceGpotentialGinGxisteriaGmonocytogenesUGAppliedcandc
EnvironmentalcMicrobiologySG2005SGcXSG_Y_XTc 4.8 77

54
yolecularGandGphysiologicalGanalysisGofGtheGroleGofGosmolyteGtransportersGnetxSGsbuSGandG puoGinG
growthGofGxisteriaGmonocytogenesGatGlowGtemperaturesUGAppliedcandcEnvironmentalcMicrobiologySG
2004SGcWSGYeXYTd

4.8 78

53
VariableGbacteriocinGproductionGinGtheGcommercialGstarterGxactococcusGlactisGpαo_YcaGisGlinkedGtoG
theGformationGofGtheGcointegrateGplasmidGpyγoWYUGAppliedcandcEnvironmentalcMicrobiologySG2004SG
cWSGZ_T_Y

4.8 15

52
γapidGrealTtimeGαoγGassayGforGdetectionGandGquantitationGofGyycobacteriumGaviumGsubspUG
paratuberculosisGpzmGinGartificiallyGcontaminatedGmilkUGAppliedcandcEnvironmentalcMicrobiologySG
2004SGcWSG_abXTd

4.8 45

51 γoleGforGcompatibleGsolutesGglycineGbetaineGandGxTcarnitineGinGlisterialGbarotoleranceUGAppliedcandc
EnvironmentalcMicrobiologySG2004SGcWSGcaaaTc 4.8 56

50 oontrolledGautolysisGandGenzymeGreleaseGinGaGrecombinantGlactococcalGstrainGexpressingGtheG
metalloendopeptidaseGenterolysinGmUGAppliedcandcEnvironmentalcMicrobiologySG2004SGcWSGXc__Td 4.8 28

49 pisruptionGofGputativeGregulatoryGlociGinGxisteriaGmonocytogenesGdemonstratesGaGsignificantGroleGforG
rurGandGαerγGinGvirulenceUGInfectioncandcImmunitySG2004SGcYSGcXcTYc 3.7 100
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48 oontrolGofGfoodGspoilingGbacteriaGinGcookedGmeatGproductsGwithGnisinSGlacticinGZX_cSGandGaGlacticinG
ZX_cTproducingGstarterGcultureUGEuropeancFoodcResearchcandcTechnologySG2004SGYXeSGbTXZ 3.4 7

47 γelativeGabilityGofGorallyGadministeredGxactobacillusGmurinusGtoGpredominateGandGpersistGinGtheG
porcineGgastrointestinalGtractUGAppliedcandcEnvironmentalcMicrobiologySG2004SGcWSGXdeaTeWb 4.8 81

46 δtructuralGcharacterizationGofGlacticinGZX_cSGaGtwoTpeptideGlantibioticGwithGsynergisticGactivityUG
BiochemistrySG2004SG_ZSGZW_eTab 3.2 138

45 σheGinterplayGbetweenGclassicalGandGalternativeGisoprenoidGbiosynthesisGcontrolsGgammadeltaGσGcellG
bioactivityGofGxisteriaGmonocytogenesUGFEBScLettersSG2004SGabXSGeeTXW_ 3.8 57

44 σranscriptionalGregulationGandGposttranslationalGactivityGofGtheGbetaineGtransporterGnetxGinGxisteriaG
monocytogenesGareGcontrolledGbyGenvironmentalGsalinityUGJournalcofcBacteriologySG2003SGXdaSGcX_WT_ 3.5 30

43 mGfoodTgradeGapproachGforGfunctionalGanalysisGandGmodificationGofGnativeGplasmidsGinGxactococcusG
lactisUGAppliedcandcEnvironmentalcMicrobiologySG2003SGbeSGcWYTb 4.8 38

42 σheGotsγGregulatorGofGxisteriaGmonocytogenesGcontainsGaGvariantGglycineGrepeatGregionGthatGaffectsG
piezotoleranceSGstressGresistanceSGmotilityGandGvirulenceUGMolecularcMicrobiologySG2003SG_eSGXYYcTZd 4.1 79

41 udentificationGandGdisruptionGofGbtlmSGaGlocusGinvolvedGinGbileGtoleranceGandGgeneralGstressGresistanceG
inGxisteriaGmonocytogenesUGFEMScMicrobiologycLettersSG2003SGYXdSGZXTd 2.9 29

40 δurvivingGtheGacidGtestfGresponsesGofGgramTpositiveGbacteriaGtoGlowGptUGMicrobiologycandcMolecularc
BiologycReviewsSG2003SGbcSG_YeTaZSGtableGofGcontents 13.2 771

39 mGpostgenomicGappraisalGofGosmotoleranceGinGxisteriaGmonocytogenesUGAppliedcandcEnvironmentalc
MicrobiologySG2003SGbeSGXTe 4.8 127

38 αroductionGofGenterolysinGmGbyGaGrawGmilkGenterococcalGisolateGexhibitingGmultipleGvirulenceGfactorsUG
MicrobiologyckUnitedcKingdomlSG2003SGX_eSGbaaTbb_ 2.9 45

37
oesγwSGaGtwoTcomponentGsignalGtransductionGsystemGinGxisteriaGmonocytogenesSGrespondsGtoGtheG
presenceGofGcellGwallTactingGantibioticsGandGaffectsGbetaTlactamGresistanceUGAntimicrobialcAgentscandc
ChemotherapySG2003SG_cSGZ_YXTe

5.9 61

36 senerationGofGfoodTgradeGlactococcalGstartersGwhichGproduceGtheGlantibioticsGlacticinGZX_cGandG
lacticinG_dXUGAppliedcandcEnvironmentalcMicrobiologySG2003SGbeSGZbdXTa 4.8 48

35 nacterialGosmoadaptationfGtheGroleGofGosmolytesGinGbacterialGstressGandGvirulenceUGFEMSc
MicrobiologycReviewsSG2002SGYbSG_eTcX 15.1 511

34 yultipleGdeletionsGofGtheGosmolyteGtransportersGnetxSGsbuSGandG puoGofGxisteriaGmonocytogenesG
affectGvirulenceGandGgrowthGatGhighGosmolarityUGAppliedcandcEnvironmentalcMicrobiologySG2002SGbdSG_cXWTb4.8 81

33 σheGxisγwGsignalGtransductionGsystemGdeterminesGtheGsensitivityGofGxisteriaGmonocytogenesGtoGnisinG
andGcephalosporinsUGAntimicrobialcAgentscandcChemotherapySG2002SG_bSGYcd_TeW 5.9 98

32
nileGstressGresponseGinGxisteriaGmonocytogenesGx YdfGadaptationSGcrossTprotectionSGandG
identificationGofGgeneticGlociGinvolvedGinGbileGresistanceUGAppliedcandcEnvironmentalcMicrobiologySG
2002SGbdSGbWWaTXY

4.8 160

31
mGrealGtimeGαoγGassayGforGtheGdetectionGandGquantitationGofGyycobacteriumGaviumGsubspUG
paratuberculosisGusingGδYnγGsreenGandGtheGxightGoyclerUGJournalcofcMicrobiologicalcMethodsSG2002SG
aXSGYdZTeZ

2.8 71

(2002-2004)
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30 γegulationGofGimmunityGtoGtheGtwoTcomponentGlantibioticSGlacticinGZX_cSGbyGtheGtranscriptionalG
repressorGxtnγUGMolecularcMicrobiologySG2001SGZeSGedYTeZ 4.1 49

29 mGglutamateGdecarboxylaseGsystemGprotectsGxisteriaGmonocytogenesGinGgastricGfluidUGMolecularc
MicrobiologySG2001SG_WSG_baTca 4.1 292

28 yolecularGdetectionGandGsequencingGofGIzorwalkTlikeGvirusesIGinGoutbreaksGandGsporadicGcasesGofG
gastroenteritisGinGurelandUGJournalcofcMedicalcVirologySG2001SGbaSGZddTe_ 19.7 24

27 xantibioticsfGstructureSGbiosynthesisGandGmodeGofGactionUGFEMScMicrobiologycReviewsSG2001SGYaSGYdaTZWd 15.1 412
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