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Structural and functional topography of the human ribosome. Acta Biochimica Et Biophysica Sinica,
2012, 44, 281-99

Ribosomal protein S18e as a putative molecular staple for the 18S rRNA 33major domain core.

Biochimica Et Biophysica Acta - Proteins and Proteomics, 2011, 1814, 505-12 4 10

The ribosomal A site-bound sense and stop codons are similarly positioned towards the

A1823-A1824 dinucleotide of the 18S ribosomal RNA. FEBS Letters, 2003, 548, 97-102




(2012-2009)

Interactions of human ribosomal proteins S16 and S5 with an 18S rRNA fragment containing their 6
39 binding sites. Biochimie, 2009, 91, 1180-6 459
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25 Et Biophysica Acta - Gene Regulatory Mechanisms, 2019, 1862, 194411

General approach for introduction of various chemical labels in specific RNA locations based on
insertion of amino linkers. Molecules, 2013, 18, 14455-69

mRNA regions where 80S ribosomes pause during translation elongation in vivo interact with

23 protein uS19, a component of the decoding site. Nucleic Acids Research, 2020, 48, 912-923 201 6

230H of mRNA are critical for the binding of its codons at the 40S ribosomal P site but not at the

mRNA entry site. FEBS Letters, 2012, 586, 3731-6




GALINA G KARPOVA

Site-specific cleavage of the 40S ribosomal subunit reveals eukaryote-specific ribosomal protein

21 528in the subunit head. FEBS Letters, 2010, 584, 4396-400 38 5

Arrangement of 3@terminus of tERNA on the human ribosome as revealed from cross-linking data.
Biochimie, 2008, 90, 1624-36

Knockdown of the Ribosomal Protein eL29 in Mammalian Cells Leads to Significant Changes in
19 Gene Expression at the Transcription Level. Cells, 2020, 9, 79 4

The central part of the 5.8 S rRNA is differently arranged in programmed and free human
ribosomes. Biochemical Journal, 2005, 387, 139-45

Proteins neighboring 18S rRNA conserved sequences 609-618 and 1047-1061 within the 40S human 3
17 ribosomal subunit. Rna, 1999, 5, 1656-64 > 4

Knockdown of the Ribosomal Protein eL38 in HEK293 Cells Changes the Translational Efficiency of
Specific Genes. International Journal of Molecular Sciences, 2021, 22,

L Ribosomal protein eL42 contributes to the catalytic activity of the yeast ribosome at the elongation 6
5 step of translation. Biochimie, 2019, 158, 20-33 4- 4

Hydroxylation of protein constituents of the human translation system: structural aspects and
functional assignments. Future Medicinal Chemistry, 2019,

L Degenerate consensus sequences in the 3Buntranslated regions of cellular mRNAs as specific
3 motifs potentially involved in the YB-1-mediated packaging of these mRNAs. Biochimie, 2020, 170, 152-1%9 3

The functional role of the C-terminal tail of the human ribosomal protein uS19. Biochimica Et
Biophysica Acta - Gene Regulatory Mechanisms, 2020, 1863, 194490

Ribosomal protein uS3 in cell biology and human disease: Latest insights and prospects. BioEssays,

1 2020, 42, €2000124 41 3

Knockdown of the mRNA encoding the ribosomal protein eL38 in mammalian cells causes a
substantial reorganization of genomic transcription. Biochimie, 2021, 184, 132-142

Arrangements of nucleotides flanking the start codon in the IRES of the hepatitis C virus in the IRES 6
9 binary complex with the human 40S ribosomal subunit. Biochimie, 2018, 148, 72-79 4

The eS26 protein is involved in the formation of a nucleophosmin binding site on the human 40S
ribosomal subunit. Biochimica Et Biophysica Acta - Proteins and Proteomics, 2018, 1866, 642-650

Refining SpinBpin Distance Distributions in Complex Biological Systems Using Multi-Gaussian
7 Monte Carlo Analysis. Applied Magnetic Resonance, 2018, 49, 265-276

Changes in the Transcriptome Caused by Mutations in the Ribosomal Protein uS10 Associated with
a Predisposition to Colorectal Cancer. /International Journal of Molecular Sciences, 2022, 23, 6174

The human ribosomal protein eL29 binds inlVivo to the cognate mRNA by interacting with its coding 6
5 sequence, as revealed from in-cell cross-linking data. Biochimie, 2020, 177, 68-77 4-

Eukaryotic protein uS19: a component of the decoding site of ribosomes and a player in human

diseases. Biochemical Journal, 2021, 478, 997-1008




LIST OF PUBLICATIONS

AP sites in various mRNA positions cross-link to the protein uS3 in the translating mammalian
b ribosome. Biochimica Et Biophysica Acta - Proteins and Proteomics, 2021, 1869, 140698 4

Specific Chemical Approaches for Studying Mammalian Ribosomes Complexed with Ligands

Involved in Selenoprotein Synthesis. Methods in Molecular Biology, 2018, 1661, 73-92

Two alternative conformations of mRNA in the human ribosome during elongation and termination
1 of translation as revealed by EPR spectroscopy. Computational and Structural Biotechnology Journal 6.8
, 2021, 19, 4702-4710



