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The Length Polymorphism of the 9th Intron in the Avian CHD1 Gene Allows Sex Determination in Some
Species of Palaeognathae. Genes, 2022, 13, 507.

In Silico Analysis of Seven PCR Markers Developed from the CHD1, NIPBL and SPIN Genes Followed by
Laboratory Testing Shows How to Reliably Determine the Sex of Musophagiformes Species. Genes, 2.4 1
2022, 13,932.

New Bird Sexing Strategy Developed in the Order Psittaciformes Involves Multiple Markers to Avoid
Sex Misidentification: Debunked Myth of the Universal DNA Marker. Genes, 2021, 12, 878.

Mitogenomes of Accipitriformes and Cathartiformes Were Subjected to Ancestral and Recent

Duplications Followed by Gradual Degeneration. Genome Biology and Evolution, 2021, 13, . 2.5 1

New view on the organization and evolution of Palaeognathae mitogenomes poses the question on
the ancestral gene rearrangement in Aves. BMC Genomics, 2020, 21, 874.

Resolving Phylogenetic Relationships within Passeriformes Based on Mitochondrial Genes and
Inferring the Evolution of Their Mitogenomes in Terms of Duplications. Genome Biology and 2.5 32
Evolution, 2019, 11, 2824-2849.

New insight into parrotsa€™ mitogenomes indicates that their ancestor contained a duplicated region.
Molecular Biology and Evolution, 2018, 35, 2989-3009.

Complete mitochondrial genome of chestnut-fronted macaw (Ara severus, Psittaciformes). 0.4 o
Mitochondrial DNA Part B: Resources, 2017, 2, 35-36. :

Complete mitochondrial genome of bronze-winged parrot (Pionus chalcopterus chalcopterus,) Tj ETQq1 1 0.7843 14 18T /O\éerloclz

The complete mitochondrial genome of red-fronted parrot (Poicephalus gulielmi) revealed a new gene

rearrangement within the order Psittaciformes. Mitochondrial DNA Part B: Resources, 2017, 2, 833-835. 0.4 2

The influence of molecular markers and methods on inferring the phylogenetic relationships between
the representatives of the Arini (parrots, Psittaciformes), determined on the basis of their complete
mitochondrial genomes. BMC Evolutionary Biology, 2017, 17, 166.

The first complete genome of 4€ trued€™ <i>Aratinga</i> genus in comparison to mitogenomes of other 0.4 1
parrots from <i>Arini</i> tribe. Mitochondrial DNA Part B: Resources, 2016, 1, 853-855. :

Complete mitochondrial genome of the greater Antillean parrot Amazona ventralis (Hispaniolan) Tj ETQq1 1 0.784314 rgBT /9verloc :

Complete mitochondrial genome of Red-throated Conure (Psittacara rubritorquis): its comparison
with mitogenome of Socorro Conure (Psittacara brevipes). Mitochondrial DNA Part A: DNA Mapping, 0.7 1
Sequencing, and Analysis, 2016, 27, 3354-3355.



