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j Paper IF Citations

184 wvolutionaryKplasticityKandKfunctionalKversatilityKofKuRδSPRKsystemsZZKPLoSgBiologyWK2022WKdbWKeebbcfjc 9.7 8

183 SmallYMoleculeKMnKsntioxidantsKinKuaenorhabditisKelegansKandKveinococcusKradioduransKSupplantK
MnSOvKwnzymesKduringKsgingKandKδrradiationZZKMBioWK2022WKebeekfdc 7.8 2

182 PhylogenomicKanalysisKofKtheKdiversityKofKgraspetidesKandKproteinsKinvolvedKinKtheirKbiosynthesisZZK
BiologygDirectWK2022WKciWKi 7.2 0

181 TheKboneYdegradingKenzymeKmachinerylKxromKmultiYcomponentKunderstandingKtoKtheKtreatmentKofK
residuesKfromKtheKmeatKindustryZZKComputationalgandgStructuralgBiotechnologygJournalWK2021WKckWKhedjYhefd6.8 1

180 wxpandedKdiversityKofKssgardKarchaeaKandKtheirKrelationshipsKwithKeukaryotesZKNatureWK2021WKgkeWKggeYggi50.4 41

179 wxposureKtoKcYtutanolKwxemplifiesKtheKResponseKofKtheKThermoacidophilicKsrchaeonKSulfolobusK
acidocaldariusKtoKSolventKStressZKAppliedgandgEnvironmentalgMicrobiologyWK2021WKjiWK 4.8 3

178
StructuralKtasisKforKaKvualKxunctionKsTPKyraspKLigaseKThatKδnstallsKSingleKandKticyclicKˇ�YwsterK
MacrocyclesKinKaKNewKMulticoreKRiPPKNaturalKProductZKJournalgofgthegAmericangChemicalgSocietyWK
2021WKcfeWKjbghYjbhj

16.4 5

177 uOyKdatabaseKupdatelKfocusKonKmicrobialKdiversityWKmodelKorganismsWKandKwidespreadKpathogensZK
NucleicgAcidsgResearchWK2021WKfkWKvdifYvdjc 20.1 84

176 StructureKandKfunctionKofKvirionKRNsKpolymeraseKofKaKcrsssYlikeKphageZKNatureWK2021WKgjkWKebhYebk 50.4 17

175 uRδSPRidentifylKidentificationKofKuRδSPRKarraysKusingKmachineKlearningKapproachZKNucleicgAcidsg
ResearchWK2021WKfkWKedb 20.1 11

174 wvolutionKofKMicrobialKyenomicslKuonceptualKShiftsKoverKaKQuarterKuenturyZKTrendsgingMicrobiologyWK
2021WKdkWKgjdYgkd 12.4 12

173 sKUniqueKyeneKModuleKinKsrchaeaKuenteredKonKaKzypervariableKProteinKuontainingK
δmmunoglobulinKvomainsZKFrontiersgingMicrobiologyWK2021WKcdWKidcekd 5.7 0

172 uRδSPRclassifylKRepeatYtasedKulassificationKofKuRδSPRKLociZKCRISPRgJournalWK2021WKfWKggjYgif 2.5 1

171 uompactKRNsKeditorsKwithKsmallKuasceKproteinsZKNaturegBiotechnologyWK2021WK 44.5 20

170 wvolutionKofKTypeKδVKuRδSPRYuasKSystemslKδnsightsKfromKuRδSPRKLociKinKδntegrativeKuonjugativeK
wlementsKofZKCRISPRgJournalWK2021WKfWKhghYhid 2.5 4

169 ProgrammableKRNsKtargetingKwithKtheKsingleYproteinKuRδSPRKeffectorKuasiYccZKNatureWK2021WKgkiWKidbYidg50.4 27

168 TheKwidespreadKδSdbbaδShbgKtransposonKfamilyKencodesKdiverseKprogrammableKRNsYguidedK
endonucleasesZKScienceWK2021WKeifWKgiYhg 33.3 25

Kira S Makarova

2



167 ResponseKtoKuommentKonKMRNsYguidedKvNsKinsertionKwithKuRδSPRYassociatedKtransposasesMZK
ScienceWK2020WKehjWK 33.3 14

166 UnprecedentedKviversityKofKUniqueKuRδSPRYuasYRelatedKSystemsKandKuascKzomologsKinKssgardK
srchaeaZKCRISPRgJournalWK2020WKeWKcghYche 2.5 8

165 uRδSPRKsrraysKswayKfromKyenesZKCRISPRgJournalWK2020WKeWKgegYgfk 2.5 7

164 wvolutionaryKclassificationKofKuRδSPRYuasKsystemslKaKburstKofKclassKdKandKderivedKvariantsZKNatureg
ReviewsgMicrobiologyWK2020WKcjWKhiYje 22.2 545

163 MachineYlearningKapproachKexpandsKtheKrepertoireKofKantiYuRδSPRKproteinKfamiliesZKNatureg
CommunicationsWK2020WKccWKeijf 17.4 21

162 wvolutionaryKandKfunctionalKclassificationKofKtheKusRxKdomainKsuperfamilyWKkeyKsensorsKinK
prokaryoticKantivirusKdefenseZKNucleicgAcidsgResearchWK2020WKfjWKjjdjYjjfi 20.1 21

161 viverseKenzymaticKactivitiesKmediateKantiviralKimmunityKinKprokaryotesZKScienceWK2020WKehkWKcbiiYcbjf 33.3 78

160 wvolutionaryKentanglementKofKmobileKgeneticKelementsKandKhostKdefenceKsystemslKgunsKforKhireZK
NaturegReviewsgGeneticsWK2020WKdcWKcckYcec 30.1 77

159 SystematicKpredictionKofKfunctionallyKlinkedKgenesKinKbacterialKandKarchaealKgenomesZKNatureg
ProtocolsWK2019WKcfWKebceYebec 18.8 12

158 wngineeringKofKuRδSPRYuascdbKforKhumanKgenomeKeditingZKNaturegCommunicationsWK2019WKcbWKdcd 17.4 149

157 RNsYguidedKvNsKinsertionKwithKuRδSPRYassociatedKtransposasesZKScienceWK2019WKehgWKfjYge 33.3 232

156 uRδSPRYuasKinKmobileKgeneticKelementslKcounterYdefenceKandKbeyondZKNaturegReviewsgMicrobiologyWK
2019WKciWKgceYgdg 22.2 105

155 sntimicrobialKPeptidesWKPolymorphicKToxinsWKandKSelfYNonselfKRecognitionKSystemsKinKsrchaealKanK
UntappedKsrmoryKforKδntermicrobialKuonflictsZKMBioWK2019WKcbWK 7.8 23

154 PredictedKhighlyKderivedKclassKcKuRδSPRYuasKsystemKinKzaloarchaeaKcontainingKdivergedKuasgKandK
uasiKhomologsKbutKnoKuRδSPRKarrayZKFEMSgMicrobiologygLettersWK2019WKehhWK 2.9 9

153
UnexpectedKconnectionsKbetweenKtypeKVδYtKuRδSPRYuasKsystemsWKbacterialKnaturalKcompetenceWK
ubiquitinKsignalingKnetworkKandKvNsKmodificationKthroughKaKdistinctKfamilyKofKmembraneKproteinsZK
FEMSgMicrobiologygLettersWK2019WKehhWK

2.9 9

152 OriginsKandKevolutionKofKuRδSPRYuasKsystemsZKPhilosophicalgTransactionsgofgthegRoyalgSocietygB:g
BiologicalgSciencesWK2019WKeifWKdbcjbbji 5.8 126

151 TowardsKfunctionalKcharacterizationKofKarchaealKgenomicKdarkKmatterZKBiochemicalgSocietyg
TransactionsWK2019WKfiWKejkYekj 5.1 16

150 ReplyKtoKRwvolutionaryKplacementKofKMethanonatronarchaeiaRZKNaturegMicrobiologyWK2019WKfWKghbYghc 26.6 2

(2019-2020)
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149 uomparativeKgenomicsKandKevolutionKofKtransYactivatingKRNssKinKulassKdKuRδSPRYuasKsystemsZKRNAg
BiologyWK2019WKchWKfegYffj 4.8 20

148 δdentificationKofKvephosphoYuoenzymeKsKSvephosphoYuosTKKinaseKinKThermococcusKkodakarensisK
andKwlucidationKofKtheKwntireKuosKtiosynthesisKPathwayKinKsrchaeaZKMBioWK2019WKcbWK 7.8 7

147 δntegratedKmobileKgeneticKelementsKinKThaumarchaeotaZKEnvironmentalgMicrobiologyWK2019WKdcWKdbghYdbij5.2 19

146 uRδSPRYuaslKuomplexKxunctionalKNetworksKandKMultipleKRolesKbeyondKsdaptiveKδmmunityZKJournalg
ofgMoleculargBiologyWK2019WKfecWKeYdb 6.5 41

145 xunctionallyKdiverseKtypeKVKuRδSPRYuasKsystemsZKScienceWK2019WKeheWKjjYkc 33.3 169

144 MicrobialKgenomeKanalysislKtheKuOyKapproachZKBriefingsgingBioinformaticsWK2019WKdbWKcbheYcbib 13.4 80

143 sntiYuRδSPRKproteinsKencodedKbyKarchaealKlyticKvirusesKinhibitKsubtypeKδYvKimmunityZKNatureg
MicrobiologyWK2018WKeWKfhcYfhk 26.6 87

142 wvolutionKofKyenomeKsrchitectureKinKsrchaealKSpontaneousKyenerationKofKaKNewKuhromosomeKinK
zaloferaxKvolcaniiZKMoleculargBiologygandgEvolutionWK2018WKegWKcjggYcjhj 8.3 12

141 PhyleticKvistributionKandKLineageYSpecificKvomainKsrchitecturesKofKsrchaealKTwoYuomponentK
SignalKTransductionKSystemsZKJournalgofgBacteriologyWK2018WKdbbWK 3.5 29

140 uascedKδsKaKuompactKRNsYTargetingKTypeKVδKuRδSPRKwffectorKPositivelyKModulatedKbyKaK
WYLYvomainYuontainingKsccessoryKProteinZKMoleculargCellWK2018WKibWKediYeekZeg 17.6 215

139 vNsKsilencingKbyKprokaryoticKsrgonauteKproteinsKaddsKaKnewKlayerKofKdefenseKagainstKinvadingK
nucleicKacidsZKFEMSgMicrobiologygReviewsWK2018WKfdWKeihYeji 15.1 21

138 viscoveryKofKOligonucleotideKSignalingKMediatedKbyKuRδSPRYsssociatedKPolymerasesKSolvesKTwoK
PuzzlesKbutKLeavesKanKwnigmaZKACSgChemicalgBiologyWK2018WKceWKebkYecd 4.9 25

137 ProteomicKsnalysisKofKMethanonatronarchaeumKthermophilumKsMwTcWKaKRepresentativeKofKaK
PutativeKNewKulassKofKwuryarchaeotaWKMMethanonatronarchaeiaMZKGenesWK2018WKkWK 4.2 5

136
MethanonatronarchaeumKthermophilumKgenZKnovZWKspZKnovZKandKRuandidatusKMethanohalarchaeumK
thermophilumRWKextremelyKhaloSnatronoTphilicKmethylYreducingKmethanogensKfromKhypersalineK
lakesKcomprisingKaKnewKeuryarchaealKclassKMethanonatronarchaeiaKclassisKnovZKInternationalgJournalg
ofgSystematicgandgEvolutionarygMicrobiologyWK2018WKhjWKdckkYddbj

2.2 43

135 viscoveryKofKanKexpansiveKbacteriophageKfamilyKthatKincludesKtheKmostKabundantKvirusesKfromKtheK
humanKgutZKNaturegMicrobiologyWK2018WKeWKejYfh 26.6 148

134 sntiYuRδSPRsKonKtheKmarchZKScienceWK2018WKehdWKcghYcgi 33.3 16

133 sKReverseKTranscriptaseYuascKxusionKProteinKuontainsKaKuashKvomainKRequiredKforKtothKuRδSPRK
RNsKtiogenesisKandKRNsKSpacerKscquisitionZKMoleculargCellWK2018WKidWKibbYicfZej 17.6 16

132 ulassificationKandKNomenclatureKofKuRδSPRYuasKSystemslKWhereKfromKzereqZKCRISPRgJournalWK2018WK
cWKedgYeeh 2.5 140
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131 SystematicKpredictionKofKgenesKfunctionallyKlinkedKtoKuRδSPRYuasKsystemsKbyKgeneKneighborhoodK
analysisZKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2018WKccgWKwgebiYwgech11.5 80

130 wscherichiaKcoliKδtaTKisKaKtypeKδδKtoxinKthatKinhibitsKtranslationKbyKacetylatingKisoleucylYtRNsδleZK
NucleicgAcidsgResearchWK2018WKfhWKijieYijjg 20.1 21

129 MyosinYdrivenKtransportKnetworkKinKplantsZKProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaWK2017WKccfWKwcejgYwcekf 11.5 35

128 viversityKandKevolutionKofKclassKdKuRδSPRYuasKsystemsZKNaturegReviewsgMicrobiologyWK2017WKcgWKchkYcjd 22.2 516

127 SnapShotlKulassKdKuRδSPRYuasKSystemsZKCellWK2017WKchjWKedjYedjZec 56.2 97

126 SnapShotlKulassKcKuRδSPRYuasKSystemsZKCellWK2017WKchjWKkfhYkfhZec 56.2 75

125 warlyKvertebrateKoriginKandKdiversificationKofKsmallKtransmembraneKregulatorsKofKcellularKionK
transportZKJournalgofgPhysiologyWK2017WKgkgWKfhccYfheb 3.9 9

124 viscoveryKofKextremelyKhalophilicWKmethylYreducingKeuryarchaeaKprovidesKinsightsKintoKtheK
evolutionaryKoriginKofKmethanogenesisZKNaturegMicrobiologyWK2017WKdWKcibjc 26.6 126

123 viversityWKclassificationKandKevolutionKofKuRδSPRYuasKsystemsZKCurrentgOpiniongingMicrobiologyWK2017WK
eiWKhiYij 7.9 720

122 ReconstructionKofKtheKevolutionKofKmicrobialKdefenseKsystemsZKBMCgEvolutionarygBiologyWK2017WKciWKkf 3 27

121 uascebKδsKaKTypeKVδYtKuRδSPRYsssociatedKRNsYyuidedKRNaseKvifferentiallyKRegulatedKbyKsccessoryK
ProteinsKusxdiKandKusxdjZKMoleculargCellWK2017WKhgWKhcjYhebZei 17.6 294

120 MobileKyeneticKwlementsKandKwvolutionKofKuRδSPRYuasKSystemslKsllKtheKWayKThereKandKtackZK
GenomegBiologygandgEvolutionWK2017WKkWKdjcdYdjdg 3.9 83

119 KaiuYlikeKsTPasesKasKSignalKTransductionKzubsKinKsrchaeaK2017WKcigYckf 1

118 PhylogenomicsKofKuasfKfamilyKnucleasesZKBMCgEvolutionarygBiologyWK2017WKciWKded 3 36

117 zighYqualityKgenomeKsequenceKofKtheKradioresistantKbacteriumKKSKbfhbZKStandardsgingGenomicg
SciencesWK2017WKcdWKfh 7

116 TheKuRδSPRKSpacerKSpaceKδsKvominatedKbyKSequencesKfromKSpeciesYSpecificKMobilomesZKMBioWK2017WK
jWK 7.8 122

115 RecruitmentKofKuRδSPRYuasKsystemsKbyKTniYlikeKtransposonsZKProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaWK2017WKccfWKwiegjYwiehh 11.5 106

114 OnKtheKOriginKofKReverseKTranscriptaseYUsingKuRδSPRYuasKSystemsKandKTheirKzyperdiverseWK
wnigmaticKSpacerKRepertoiresZKMBioWK2017WKjWK 7.8 34

(2017-2018)
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113 RsRMsNRKarchaeaKdependKonKassociationKwithKeuryarchaealKhostKinKcultureKandKinKsituZKNatureg
CommunicationsWK2017WKjWKhb 17.4 56

112 TheKcomplexKdomainKarchitectureKofKSsMvkKfamilyKproteinsWKpredictedKSTsNvYlikeKNTPasesWK
suggestsKnewKlinksKtoKinflammationKandKapoptosisZKBiologygDirectWK2017WKcdWKce 7.2 30

111 wvolutionaryKyenomicsKofKvefenseKSystemsKinKsrchaeaKandKtacteriaZKAnnualgReviewgofgMicrobiologyWK
2017WKicWKdeeYdhc 17.5 149

110 ProposedKRoleKforKKaiuYLikeKsTPasesKasKMajorKSignalKTransductionKzubsKinKsrchaeaZKMBioWK2017WKjWK 7.8 9

109 wxtremeKveviationsKfromKwxpectedKwvolutionaryKRatesKinKsrchaealKProteinKxamiliesZKGenomegBiologyg
andgEvolutionWK2017WKkWKdikcYdjcc 3.9 6

108 udcdKisKaKsingleYcomponentKprogrammableKRNsYguidedKRNsYtargetingKuRδSPRKeffectorZKScienceWK
2016WKegeWKaafggie 33.3 1037

107 RecentKMobilityKofKuasposonsWKSelfYSynthesizingKTransposonsKatKtheKOriginKofKtheKuRδSPRYuasK
δmmunityZKGenomegBiologygandgEvolutionWK2016WKjWKeigYjh 3.9 26

106 TwoKfundamentallyKdifferentKclassesKofKmicrobialKgenesZKNaturegMicrobiologyWK2016WKdWKchdbj 26.6 26

105 viversityKandKwvolutionKofKTypeKδVKpiliKSystemsKinKsrchaeaZKFrontiersgingMicrobiologyWK2016WKiWKhhi 5.7 65

104 TheKgenomeKofKsRkWKaKgiantKtransducingKtacillusKphageKencodingKtwoKmultisubunitKRNsK
polymerasesZKVirologyWK2016WKfkgWKcjgYkh 3.6 42

103 urystalKStructureKofKupfcKinKuomplexKwithKyuideKRNsKandKTargetKvNsZKCellWK2016WKchgWKkfkYhd 56.2 362

102 viverseKevolutionaryKrootsKandKmechanisticKvariationsKofKtheKuRδSPRYuasKsystemsZKScienceWK2016WK
egeWKaadgcfi 33.3 378

101 sKprimaseKsubunitKessentialKforKefficientKprimerKsynthesisKbyKanKarchaealKeukaryoticYtypeKprimaseZK
NaturegCommunicationsWK2015WKhWKiebb 17.4 13

100
xunctionalKviversityKofKzaloacidKvehalogenaseKSuperfamilyKPhosphatasesKfromKSaccharomycesK
cerevisiaelKtδOuzwMδusLWKSTRUuTURsLWKsNvKwVOLUTδONsRYKδNSδyzTSZKJournalgofgBiologicalg
ChemistryWK2015WKdkbWKcjhijYkj

5.4 52

99 tabelaKmassiliensisWKaKrepresentativeKofKaKwidespreadKbacterialKphylumKwithKunusualKadaptationsKtoK
parasitismKinKamoebaeZKBiologygDirectWK2015WKcbWKce 7.2 31

98 δnKvivoKgenomeKeditingKusingKStaphylococcusKaureusKuaskZKNatureWK2015WKgdbWKcjhYkc 50.4 1700

97 snKupdatedKevolutionaryKclassificationKofKuRδSPRYuasKsystemsZKNaturegReviewsgMicrobiologyWK2015WK
ceWKiddYeh 22.2 1434

96 snnotationKandKulassificationKofKuRδSPRYuasKSystemsZKMethodsgingMoleculargBiologyWK2015WKceccWKfiYig 1.4 168
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95 upfcKisKaKsingleKRNsYguidedKendonucleaseKofKaKclassKdKuRδSPRYuasKsystemZKCellWK2015WKcheWKigkYic 56.2 2414

94 viscoveryKandKxunctionalKuharacterizationKofKviverseKulassKdKuRδSPRYuasKSystemsZKMoleculargCellWK
2015WKhbWKejgYki 17.6 670

93 δSuWKaKNovelKyroupKofKtacterialKandKsrchaealKvNsKTransposonsKThatKwncodeKuaskKzomologsZK
JournalgofgBacteriologyWK2015WKckjWKikiYjbi 3.5 26

92 wvolutionKofKplantK˛·ScTYpyrrolineYgYcarboxylateKreductasesKfromKphylogeneticKandKstructuralK
perspectivesZKFrontiersgingPlantgScienceWK2015WKhWKghi 6.2 16

91
srchaealKulustersKofKOrthologousKyenesKSaruOysTlKsnKUpdateKandKspplicationKforKsnalysisKofK
SharedKxeaturesKbetweenKThermococcalesWKMethanococcalesWKandKMethanobacterialesZKLifeWK2015WK
gWKjcjYfb

3 125

90 sKnonYcanonicalKmultisubunitKRNsKpolymeraseKencodedKbyKaKgiantKbacteriophageZKNucleicgAcidsg
ResearchWK2015WKfeWKcbfccYdb 20.1 29

89 wxpandedKmicrobialKgenomeKcoverageKandKimprovedKproteinKfamilyKannotationKinKtheKuOyK
databaseZKNucleicgAcidsgResearchWK2015WKfeWKvdhcYk 20.1 818

88
uomparativeKgenomicKanalysisKofKevolutionarilyKconservedKbutKfunctionallyKuncharacterizedK
membraneKproteinsKinKarchaealKPredictionKofKnovelKcomponentsKofKsecretionWKmembraneK
remodelingKandKglycosylationKsystemsZKBiochimieWK2015WKccjWKebdYcd

4.6 9

87 wnzymaticKsynthesisKofKbioinformaticallyKpredictedKmicrocinKuYlikeKcompoundsKencodedKbyKdiverseK
bacteriaZKMBioWK2014WKgWKebcbgkYcf 7.8 21

86 ulassificationKandKevolutionKofKtypeKδδKuRδSPRYuasKsystemsZKNucleicgAcidsgResearchWK2014WKfdWKhbkcYcbg 20.1 288

85 PhylogenyKofKuaskKdeterminesKfunctionalKexchangeabilityKofKdualYRNsKandKuaskKamongK
orthologousKtypeKδδKuRδSPRYuasKsystemsZKNucleicgAcidsgResearchWK2014WKfdWKdgiiYkb 20.1 251

84 varkKmatterKinKarchaealKgenomeslKaKrichKsourceKofKnovelKmobileKelementsWKdefenseKsystemsKandK
secretoryKcomplexesZKExtremophilesWK2014WKcjWKjiiYke 3 43

83 TheKevolutionaryKjourneyKofKsrgonauteKproteinsZKNaturegStructuralgandgMoleculargBiologyWK2014WKdcWKifeYge17.6 240

82 uasposonslKaKnewKsuperfamilyKofKselfYsynthesizingKvNsKtransposonsKatKtheKoriginKofKprokaryoticK
uRδSPRYuasKimmunityZKBMCgBiologyWK2014WKcdWKeh 7.3 122

81 uomparativeKyenomicsKofKStressKResponseKSystemsKinKveinococcusKtacteriaK2014WKffgYfgi 3

80 usRxKandKWYLKdomainslKligandYbindingKregulatorsKofKprokaryoticKdefenseKsystemsZKFrontiersging
GeneticsWK2014WKgWKcbd 4.5 118

79 wvolutionKofKreplicativeKvNsKpolymerasesKinKarchaeaKandKtheirKcontributionsKtoKtheKeukaryoticK
replicationKmachineryZKFrontiersgingMicrobiologyWK2014WKgWKegf 5.7 51

78 uomprehensiveKanalysisKofKtheKzwPNKsuperfamilylKidentificationKofKnovelKrolesKinKintraYgenomicK
conflictsWKdefenseWKpathogenesisKandKRNsKprocessingZKBiologygDirectWK2013WKjWKcg 7.2 156

(2013-2015)
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77 δnsightsKintoKarchaealKevolutionKandKsymbiosisKfromKtheKgenomesKofKaKnanoarchaeonKandKitsK
inferredKcrenarchaealKhostKfromKObsidianKPoolWKYellowstoneKNationalKParkZKBiologygDirectWK2013WKjWKk 7.2 80

76 wvolutionKandKulassificationKofKuRδSPRYuasKSystemsKandKuasKProteinKxamiliesK2013WKhcYkc 5

75 vifferentialKtranslationKtunesKunevenKproductionKofKoperonYencodedKproteinsZKCellgReportsWK2013WKfWKkejYff10.6 48

74 TheKbasicKbuildingKblocksKandKevolutionKofKuRδSPRYusSKsystemsZKBiochemicalgSocietygTransactionsWK
2013WKfcWKcekdYfbb 5.1 120

73 uRδSPRYuasKSystemsKandKuasKProteinKxamiliesK2013WKefcYejc 1

72 srchaeologyKofKeukaryoticKvNsKreplicationZKColdgSpringgHarborgPerspectivesgingBiologyWK2013WKgWKabcdkhe 10.2 56

71 uomparativeKgenomicsKofKdefenseKsystemsKinKarchaeaKandKbacteriaZKNucleicgAcidsgResearchWK2013WK
fcWKfehbYii 20.1 255

70 uRδSPRYuaslKevolutionKofKanKRNsYbasedKadaptiveKimmunityKsystemKinKprokaryotesZKRNAgBiologyWK
2013WKcbWKhikYjh 4.8 127

69 TheKuMyKSuvufgaRecωWKMuMWKyδNSTKcomplexKisKaKconservedKcomponentKofKtheKvNsKreplicationK
systemKinKallKarchaeaKandKeukaryotesZKBiologygDirectWK2012WKiWKi 7.2 68

68 NatureKandKintensityKofKselectionKpressureKonKuRδSPRYassociatedKgenesZKJournalgofgBacteriologyWK
2012WKckfWKcdchYdg 3.5 69

67 LiveKvirusYfreeKorKdielKcouplingKofKantivirusKimmunityKandKprogrammedKsuicideKorKdormancyKinK
prokaryotesZKBiologygDirectWK2012WKiWKfb 7.2 86

66 UpdatedKclustersKofKorthologousKgenesKforKsrchaealKaKcomplexKancestorKofKtheKsrchaeaKandKtheK
bywaysKofKhorizontalKgeneKtransferZKBiologygDirectWK2012WKiWKfh 7.2 120

65 visplacementKofKtheKcanonicalKsingleYstrandedKvNsYbindingKproteinKinKtheKThermoprotealesZK
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2012WKcbkWKwekjYfbg 11.5 27

64 wvolutionKandKclassificationKofKtheKuRδSPRYuasKsystemsZKNaturegReviewsgMicrobiologyWK2011WKkWKfhiYii 22.2 1604

63 TheKcompleteKgenomeKsequenceKofKThermoproteusKtenaxlKaKphysiologicallyKversatileKmemberKofK
theKurenarchaeotaZKPLoSgONEWK2011WKhWKedfddd 3.7 41

62 xunctionalKcurationKofKtheKSulfolobusKsolfataricusKPdKandKSZKacidocaldariusKkjYeKcompleteKgenomeK
sequencesZKExtremophilesWK2011WKcgWKiccYd 3 16

61 UnificationKofKuasKproteinKfamiliesKandKaKsimpleKscenarioKforKtheKoriginKandKevolutionKofKuRδSPRYuasK
systemsZKBiologygDirectWK2011WKhWKej 7.2 324

60 vefenseKislandsKinKbacterialKandKarchaealKgenomesKandKpredictionKofKnovelKdefenseKsystemsZK
JournalgofgBacteriologyWK2011WKckeWKhbekYgh 3.5 209
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59 wvolutionKofKdiverseKcellKdivisionKandKvesicleKformationKsystemsKinKsrchaeaZKNaturegReviewsg
MicrobiologyWK2010WKjWKiecYfc 22.2 165

58 srchaealKubiquitinYlikeKproteinslKfunctionalKversatilityKandKputativeKancestralKinvolvementKinKtRNsK
modificationKrevealedKbyKcomparativeKgenomicKanalysisZKArchaeaWK2010WKdbcbWK 2 24

57 sbundanceKofKtypeKδKtoxinYantitoxinKsystemsKinKbacterialKsearchesKforKnewKcandidatesKandKdiscoveryK
ofKnovelKfamiliesZKNucleicgAcidsgResearchWK2010WKejWKeifeYgk 20.1 205

56 TwoKnewKfamiliesKofKtheKxtsZYtubulinKproteinKsuperfamilyKimplicatedKinKmembraneKremodelingKinK
diverseKbacteriaKandKarchaeaZKBiologygDirectWK2010WKgWKee 7.2 33

55 uomprehensiveKcomparativeYgenomicKanalysisKofKtypeKdKtoxinYantitoxinKsystemsKandKrelatedKmobileK
stressKresponseKsystemsKinKprokaryotesZKBiologygDirectWK2009WKfWKck 7.2 315

54 ProkaryoticKhomologsKofKsrgonauteKproteinsKareKpredictedKtoKfunctionKasKkeyKcomponentsKofKaK
novelKsystemKofKdefenseKagainstKmobileKgeneticKelementsZKBiologygDirectWK2009WKfWKdk 7.2 143

53 uRδSPRYuaslKanKadaptiveKimmunityKsystemKinKprokaryotesZKF1000gBiologygReportsWK2009WKcWKkg 62

52 wvolutionaryKprimacyKofKsodiumKbioenergeticsZKBiologygDirectWK2008WKeWKce 7.2 109

51
uompleteKgenomeKsequenceKofKtheKextremelyKacidophilicKmethanotrophKisolateKVfWK
MethylacidiphilumKinfernorumWKaKrepresentativeKofKtheKbacterialKphylumKVerrucomicrobiaZKBiologyg
DirectWK2008WKeWKdh

7.2 168

50 sKgenomicKanalysisKofKtheKarchaealKsystemKδgnicoccusKhospitalisYNanoarchaeumKequitansZKGenomeg
BiologyWK2008WKkWKRcgj 18.3 92

49 wncapsulatedKinKsilicalKgenomeWKproteomeKandKphysiologyKofKtheKthermophilicKbacteriumK
snoxybacillusKflavithermusKWKcZKGenomegBiologyWK2008WKkWKRchc 18.3 58

48 SmallKuRδSPRKRNssKguideKantiviralKdefenseKinKprokaryotesZKScienceWK2008WKedcWKkhbYf 33.3 1698

47 sKnovelKfamilyKofKsequenceYspecificKendoribonucleasesKassociatedKwithKtheKclusteredKregularlyK
interspacedKshortKpalindromicKrepeatsZKJournalgofgBiologicalgChemistryWK2008WKdjeWKdbehcYic 5.4 156

46 RoleKofKhypermutabilityKinKtheKevolutionKofKtheKgenusKOenococcusZKJournalgofgBacteriologyWK2008WK
ckbWKghfYib 3.5 62

45 sKkorarchaealKgenomeKrevealsKinsightsKintoKtheKevolutionKofKtheKsrchaeaZKProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2008WKcbgWKjcbdYi 11.5 214

44 TheKdeepKarchaealKrootsKofKeukaryotesZKMoleculargBiologygandgEvolutionWK2008WKdgWKchckYeb 8.3 143

43 ulustersKofKorthologousKgenesKforKfcKarchaealKgenomesKandKimplicationsKforKevolutionaryKgenomicsK
ofKarchaeaZKBiologygDirectWK2007WKdWKee 7.2 146

42 wvolutionaryKgenomicsKofKlacticKacidKbacteriaZKJournalgofgBacteriologyWK2007WKcjkWKcckkYdbj 3.5 209

(2007-2010)
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41 veinococcusKgeothermalislKtheKpoolKofKextremeKradiationKresistanceKgenesKshrinksZKPLoSgONEWK2007WK
dWKekgg 3.7 179

40 uyanobacterialKresponseKregulatorKPatsKcontainsKaKconservedKNYterminalKdomainKSPsTsNTKwithKanK
alphaYhelicalKinsertionZKBioinformaticsWK2006WKddWKcdkiYebc 7.2 27

39 TheKzicstKcassetteWKaKputativeKnovelWKRNsYtargetingKtoxinYantitoxinKsystemKinKarchaeaKandKbacteriaZK
BioinformaticsWK2006WKddWKdgjcYf 7.2 83

38 KinaseKactivityKofKoverexpressedKzipsKisKrequiredKforKgrowthKarrestKandKmultidrugKtoleranceKinK
wscherichiaKcoliZKJournalgofgBacteriologyWK2006WKcjjWKjehbYi 3.5 153

37 TheKcyanobacterialKgenomeKcoreKandKtheKoriginKofKphotosynthesisZKProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2006WKcbeWKcecdhYec 11.5 236

36 yδNSWKaKcentralKnexusKinKtheKarchaealKvNsKreplicationKforkZKEMBOgReportsWK2006WKiWKgekYfg 6.5 112

35
sKputativeKRNsYinterferenceYbasedKimmuneKsystemKinKprokaryoteslKcomputationalKanalysisKofKtheK
predictedKenzymaticKmachineryWKfunctionalKanalogiesKwithKeukaryoticKRNsiWKandKhypotheticalK
mechanismsKofKactionZKBiologygDirectWK2006WKcWKi

7.2 803

34 sncestralKparalogsKandKpseudoparalogsKandKtheirKroleKinKtheKemergenceKofKtheKeukaryoticKcellZK
NucleicgAcidsgResearchWK2005WKeeWKfhdhYej 20.1 134

33 wvolutionaryKandKfunctionalKgenomicsKofKtheKsrchaeaZKCurrentgOpiniongingMicrobiologyWK2005WKjWKgjhYkf 7.9 38

32 yenomicKanalysisKofOenococcusKoeniPSUYcKandKitsKrelevanceKtoKwinemakingZKFEMSgMicrobiologyg
ReviewsWK2005WKdkWKfhgYfig 15.1 8

31 zowKradiationKkillsKcellslKsurvivalKofKveinococcusKradioduransKandKShewanellaKoneidensisKunderK
oxidativeKstressZKFEMSgMicrobiologygReviewsWK2005WKdkWKehcYig 15.1 171

30 yenomicKanalysisKofKOenococcusKoeniKPSUYcKandKitsKrelevanceKtoKwinemakingZKFEMSgMicrobiologyg
ReviewsWK2005WKdkWKfhgYig 15.1 126

29 uomparativeKgenomicsKofKThermusKthermophilusKandKveinococcusKradioduranslKdivergentKroutesKofK
adaptationKtoKthermophilyKandKradiationKresistanceZKBMCgEvolutionarygBiologyWK2005WKgWKgi 3 138

28 δdentificationKandKfunctionalKverificationKofKarchaealYtypeKphosphoenolpyruvateKcarboxylaseWKaK
missingKlinkKinKarchaealKcentralKcarbohydrateKmetabolismZKJournalgofgBacteriologyWK2004WKcjhWKiigfYhd 3.5 31

27
uomparativeKgenomicsKofKtheKxtsKYzersKsuperfamilyKofKpumpingKsTPaseslKimplicationsKforKtheK
originsKofKchromosomeKsegregationWKcellKdivisionKandKviralKcapsidKpackagingZKNucleicgAcidsgResearchWK
2004WKedWKgdhbYik

20.1 234

26 TranscriptomeKdynamicsKofKveinococcusKradioduransKrecoveringKfromKionizingKradiationZK
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2003WKcbbWKfckcYh 11.5 288

25 PotentialKgenomicKdeterminantsKofKhyperthermophilyZKTrendsgingGeneticsWK2003WKckWKcidYh 8.5 66

24 xillingKaKgapKinKtheKcentralKmetabolismKofKarchaealKpredictionKofKaKnovelKaconitaseKbyK
comparativeYgenomicKanalysisZKFEMSgMicrobiologygLettersWK2003WKddiWKciYde 2.9 28
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23 uomparativeKgenomicsKofKsrchaealKhowKmuchKhaveKweKlearnedKinKsixKyearsWKandKwhatRsKnextqZK
GenomegBiologyWK2003WKfWKccg 18.3 73

22 SWδMWKaKnovelKZnYchelatingKdomainKpresentKinKbacteriaWKarchaeaKandKeukaryotesZKTrendsging
BiochemicalgSciencesWK2002WKdiWKejfYh 10.3 61

21 uonnectedKgeneKneighborhoodsKinKprokaryoticKgenomesZKNucleicgAcidsgResearchWK2002WKebWKddcdYde 20.1 131

20 sKvNsKrepairKsystemKspecificKforKthermophilicKsrchaeaKandKbacteriaKpredictedKbyKgenomicKcontextK
analysisZKNucleicgAcidsgResearchWK2002WKebWKfjdYkh 20.1 273

19
TheKcompleteKgenomeKofKhyperthermophileKMethanopyrusKkandleriKsVckKandKmonophylyKofK
archaealKmethanogensZKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaWK2002WKkkWKfhffYk

11.5 263

18 TheKstructureKandKevolutionKofKPenelopeKinKtheKvirilisKspeciesKgroupKofKvrosophilalKanKancientK
lineageKofKretroelementsZKJournalgofgMoleculargEvolutionWK2001WKgdWKffgYgh 3.1 39

17 zorizontalKgeneKtransferKinKprokaryoteslKquantificationKandKclassificationZKAnnualgReviewgofg
MicrobiologyWK2001WKggWKibkYfd 17.5 859

16 yenomeKsequenceKandKcomparativeKanalysisKofKtheKsolventYproducingKbacteriumKulostridiumK
acetobutylicumZKJournalgofgBacteriologyWK2001WKcjeWKfjdeYej 3.5 656

15 yenomeKofKtheKextremelyKradiationYresistantKbacteriumKveinococcusKradioduransKviewedKfromKtheK
perspectiveKofKcomparativeKgenomicsZKMicrobiologygandgMoleculargBiologygReviewsWK2001WKhgWKffYik 13.2 512

14 LineageYSpecificKyeneKwxpansionsKinKtacterialKandKsrchaealKyenomesZKGenomegResearchWK2001WKccWKgggYghg9.7 75

13 SpecificKexpansionKofKproteinKfamiliesKinKtheKradioresistantKbacteriumKveinococcusKradioduransZK
GeneticaWK2000WKcbjWKdgYef 1.5 29

12 PhysiologicKdeterminantsKofKradiationKresistanceKinKveinococcusKradioduransZKAppliedgandg
EnvironmentalgMicrobiologyWK2000WKhhWKdhdbYh 4.8 106

11 ThermolysinKandKmitochondrialKprocessingKpeptidaselKhowKfarKstructureYfunctionalKconvergenceK
goesZKProteingScienceWK1999WKjWKdgeiYfb 6.3 17

10 sKsuperfamilyKofKarchaealWKbacterialWKandKeukaryoticKproteinsKhomologousKtoKanimalK
transglutaminasesZKProteingScienceWK1999WKjWKcicfYk 6.3 142

9 yenomeKsequenceKofKtheKradioresistantKbacteriumKveinococcusKradioduransKRcZKScienceWK1999WKdjhWKcgicYi33.3 760

8 ShortKrepeatsKandKδSKelementsKinKtheKextremelyKradiationYresistantKbacteriumKveinococcusK
radioduransKandKcomparisonKtoKotherKbacterialKspeciesZKResearchgingMicrobiologyWK1999WKcgbWKiccYdf 4 20

7 sKputativeKRNsYinterferenceYbasedKimmuneKsystemKinKprokaryoteslKtheKepitomeKofKprokaryoticK
genomicKdiversityekYhf 1

6 TowardsKcomprehensiveKcharacterizationKofKuRδSPRYlinkedKgenes 1

(-2003)
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5 udcdKisKaKsingleYcomponentKprogrammableKRNsYguidedKRNsYtargetingKuRδSPRKeffector 10

4 TheKuRδSPRKspacerKspaceKisKdominatedKbyKsequencesKfromKtheKspeciesYspecificKmobilome 4

3 RecruitmentKofKuRδSPRYuasKsystemsKbyKTniYlikeKtransposons 2

2 wxpandingKdiversityKofKssgardKarchaeaKandKtheKelusiveKancestryKofKeukaryotes 1

1 uRδSPRidentifylKidentificationKofKuRδSPRKarraysKusingKmachineKlearningKapproach 2
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