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Insights into Ubiquitin Product Release in Hydrolysis Catalyzed by the Bacterial Deubiquitinase SdeA.
Biochemistry, 2021, 60, 584-596.
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The relationship between DJ-1 and S100A8 in human primary alveolar type Il cells in emphysema.
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Shining light on cysteine modification: connecting protein conformational dynamics to catalysis and
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The effect of cysteine oxidation on DJ-1 cytoprotective function in human alveolar type Il cells. Cell

Death and Disease, 2019, 10, 638.

Mix-and-inject XFEL crystallography reveals gated conformational dynamics during enzyme catalysis.
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15N CEST data and traditional model-free analysis capture fast internal dynamics of DJ-1. Analytical

Biochemistry, 2018, 542, 24-28.
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Regulation of DJ-1 by Glutaredoxin 1 in Vivo: Implications for Parkinson&€™s Disease. Biochemistry, 2016, 05 29
55,4519-4532. ’

Transient sampling of aggregationa€prone conformations causes pathogenic instability of a
parkinsonian mutant of <scp>DJ</scp>&€d at physiological temperature. Protein Science, 2015, 24,
1671-1685.
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Toward resolving the catalytic mechanism of dihydrofolate reductase using neutron and
ultrahigh-resolution X-ray crystallography. Proceedings of the National Academy of Sciences of the 7.1 72
United States of America, 2014, 111, 18225-18230.

Preliminary joint X-ray and neutron protein crystallographic studies of ecDHFR complexed with

folate and NADP<sup>+<[sup>. Acta Crystallographica Section F, Structural Biology Communications,
2014, 70, 814-818.
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