44

papers

44

all docs

394421

1,036 19
citations h-index
44 44
docs citations times ranked

434195
31

g-index

1329

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

SlyD Proteins from Different Species Exhibit High Prolyl Isomerase and Chaperone Activitiesa€.
Biochemistry, 2006, 45, 20-33.

NMR Solution Structure of SlyD from Escherichia coli: Spatial Separation of Prolyl Isomerase and 49 70
Chaperone Function. Journal of Molecular Biology, 2009, 387, 295-305. :

Protein folding and stability of human CDK inhibitor p19INK4d. Journal of Molecular Biology, 2002, 315,
447-457.

Solution structure of the PsIAA4 oligomerization domain reveals interaction modes for
transcription factors in early auxin response. Proceedings of the National Academy of Sciences of the 7.1 52
United States of America, 2015, 112, 6230-6235.

Structure and Dynamics of Helix-O of the N-BAR Domain in Lipid Micelles and Bilayers. Biophysical
Journal, 2008, 95, 4315-4323.

A Multicomponent Stapling Approach to Exocyclic Functionalized Helical Peptides: Adding Lipids,

Sugars, PEGs, Labels, and Handles to the Lactam Bridge. Bioconjugate Chemistry, 2019, 30, 253-259. 3.6 44

Combined NMR-observation of cold denaturation in supercooled water and heat denaturation enables
accurate measurement of I”C p of protein unfolding. European Biophysics Journal, 2006, 35, 363-366.

Structural insights into an equilibrium folding intermediate of an archaeal ankyrin repeat protein.
Proceedings of the National Academy of Sciences of the United States of America, 2008, 105, 3779-3784.

Conformational Switch upon Phosphorylation: Human CDK Inhibitor p19<sup>INK4d</sup> between
the Native and Partially Folded State. ACS Chemical Biology, 2009, 4, 53-63.

Structure of the Ktil1/Kti13 Heterodimer and Its Double Role in Modifications of tRNA and Eukaryotic

Elongation Factor 2. Structure, 2015, 23, 149-160. 3.3 36

How Fluorescent Tags Modify Oligomer Size Distributions of the Alzheimer Peptide. Biophysical
Journal, 2019, 116, 227-238.

Folding Mechanism of an Ankyrin Repeat Protein: Scaffold and Active Site Formation of Human CDK

Inhibitor p19INK4d. Journal of Molecular Biology, 2007, 373, 219-231. 42 35

Enhanced Fibril Fragmentation of Na€Terminally Truncated and Pyroglutamyla€Modified Ai2 Peptides.
Angewandte Chemie - International Edition, 2016, 55, 5081-5084.

Supramolecular organization of the human N-BAR domain in shaping the sarcolemma membrane.

Journal of Structural Biology, 2016, 194, 375-382. 2.8 82

High yield production of recombinant native and modified peptides exemplified by ligands for
G-protein coupled receptors. Protein Expression and Purification, 2008, 58, 114-121.

Structural characterization of amyloid fibrils from the human parathyroid hormone. Biochimica Et

Biophysica Acta - Proteins and Proteomics, 2015, 1854, 249-257. 23 31

DHPC Strongly Affects the Structure and Oligomerization Propensity of Alzheimer's Al2(14€“40) Peptide.

Journal of Molecular Biology, 2010, 403, 643-659.

Phosphorylation-induced unfolding regulates p19 <sup>INK4d</sup> during the human cell cycle.
Proceedings of the National Academy of Sciences of the United States of America, 2018, 115, 3344-3349.



20

22

24

26

28

30

32

34

36

JOCHEN BALBACH

ARTICLE IF CITATIONS

NMR relaxation unravels interdomain crosstalk of the two domain prolyl isomerase and chaperone
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