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73 ProteobacteriaoMmicrobialMsignatureMofMdysbiosisMinMgutMmicrobiotacMTrendsoinoBiotechnologyaM2015aM
hhaMinkbjeh 15.1 1268

72 vnMincreaseMinMtheMvkkermansiaMsppcMpopulationMinducedMbyMmetforminMtreatmentMimprovesMglucoseM
homeostasisMinMdietbinducedMobeseMmicecMGutaM2014aMkhaMlglbhj 19.2 938

71 InsectMgutMbacterialMdiversityMdeterminedMbyMenvironmentalMhabitataMdietaMdevelopmentalMstageaMandM
phylogenyMofMhostcMAppliedoandoEnvironmentaloMicrobiologyaM2014aMmeaMjgjibki 4.8 354

70 xhronicMRepressionMofMmTORMxomplexMgMInducesMxhangesMinMtheMGutMMicrobiotaMofMyietbinducedM
ObeseMMicecMScientificoReportsaM2016aMkaMhemml 4.9 93

69 MetagenomicMcharacterizationMofMairborneMviralMyNvMdiversityMinMtheMnearbsurfaceMatmospherecM
JournaloofoVirologyaM2012aMmkaMmggfbhf 6.6 90

68 zndozoicomonasMatrinaeMspcMnovcaMisolatedMfromMtheMintestineMofMaMcombMpenMshellMvtrinaMpectinatacM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2014aMkiaMghfgbghfm 2.2 33

67 LeucobacterMcelerMspcMnovcaMisolatedMfromMKoreanMfermentedMseafoodcMInternationaloJournaloofo
SystematicoandoEvolutionaryoMicrobiologyaM2011aMkfaMghjhbghjl 2.2 28

66 vcinetobacterMapisMspcMnovcaMisolatedMfromMtheMintestinalMtractMofMaMhoneyMbeeaMvpisMmelliferacMJournalo
ofoMicrobiologyaM2014aMjgaMkhnbij 3 25

65 PaenibacillusMoceanisediminisMspcMnovcMisolatedMfromMmarineMsedimentcMInternationaloJournaloofo
SystematicoandoEvolutionaryoMicrobiologyaM2013aMkhaMigmbihi 2.2 24

64 ShimiaMhaliotisMspcMnovcaMaMbacteriumMisolatedMfromMtheMgutMofManMabaloneaMHaliotisMdiscusMhannaicM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2013aMkhaMigimbigjh 2.2 22

63 yysbiosisMofMInferiorMTurbinateMMicrobiotaMIsMvssociatedMwithMHighMTotalMIgzMLevelsMinMPatientsMwithM
vllergicMRhinitiscMInfectionoandoImmunityaM2018aMmkaM 3.7 21

62 wlastopirellulaMcremeaMspcMnovcaMisolatedMfromMaMdeadMarkMclamcMInternationaloJournaloofoSystematico
andoEvolutionaryoMicrobiologyaM2013aMkhaMghfibghfn 2.2 21

61 VagococcusMmartisMspcMnovcaMisolatedMfromMtheMsmallMintestineMofMaMmartenaMMartesMflavigulacM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2017aMklaMhhnmbhieg 2.2 21

60
OrbusMsasakiaeMspcMnovcaMaMbacteriumMisolatedMfromMtheMgutMofMtheMbutterflyMSasakiaMcharondaaMandM
emendedMdescriptionMofMtheMgenusMOrbuscMInternationaloJournaloofoSystematicoandoEvolutionaryo
MicrobiologyaM2013aMkhaMflkkbflle

2.2 20

59 RuegeriaMconchaeMspcMnovcaMisolatedMfromMtheMarkMclamMScapharcaMbroughtoniicMInternationaloJournalo
ofoSystematicoandoEvolutionaryoMicrobiologyaM2012aMkgaMgmjfbgmjl 2.2 20

58 PolaribacterMatrinaeMspcMnovcaMisolatedMfromMtheMintestineMofMaMcombMpenMshellaMvtrinaMpectinatacM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2014aMkiaMfkjibfkkf 2.2 19

57
vctibacterMhaliotisMspcMnovcaMisolatedMfromMtheMgutMofManMabaloneaMHaliotisMdiscusMhannaiaMandM
emendedMdescriptionMofMtheMgenusMvctibactercMInternationaloJournaloofoSystematicoandoEvolutionaryo
MicrobiologyaM2015aMkjaMinbjj

2.2 18
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56
ProteusMcibariusMspcMnovcaMaMswarmingMbacteriumMfromMJeotgalaMaMtraditionalMKoreanMfermentedM
seafoodaMandMemendedMdescriptionMofMtheMgenusMProteuscMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2016aMkkaMgfjmbgfki

2.2 18

55 WeissellaMdiestrammenaeMspcMnovcaMisolatedMfromMtheMgutMofMaMcamelMcricketMVyiestrammenaM
coreanaWcMInternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2013aMkhaMgnjfbgnjk 2.2 17

54 TheMeffectsMofMsequencingMplatformsMonMphylogeneticMresolutionMinMfkMSMrRNvMgeneMprofilingMofM
humanMfecescMScientificoDataaM2018aMjaMfmeekm 8.2 16

53 RhodopirellulaMroseaMspcMnovcaMaMnovelMbacteriumMisolatedMfromManMarkMclamMScapharcaMbroughtoniicM
JournaloofoMicrobiologyaM2013aMjfaMhefbi 3 16

52 HostMhabitatMisMtheMmajorMdeterminantMofMtheMgutMmicrobiomeMofMfishcMMicrobiomeaM2021aMnaMfkk 16.6 16

51 OrnithinibacillusMscapharcaeMspcMnovcaMisolatedMfromMaMdeadMarkMclamcMAntonieoVanoLeeuwenhoekaM
2012aMfefaMfilbji 2.1 15

50 NeptunomonasMconcharumMspcMnovcaMisolatedMfromMaMdeadMarkMclamaMandMemendedMdescriptionMofMtheM
genusMNeptunomonascMInternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2012aMkgaMgkjlbgkkf2.2 15

49 LongitudinalMevaluationMofMfecalMmicrobiotaMtransplantationMforMamelioratingMcalfMdiarrheaMandM
improvingMgrowthMperformancecMNatureoCommunicationsaM2021aMfgaMfkf 17.4 15

48
KistimonasMscapharcaeMspcMnovcaMisolatedMfromMaMdeadMarkMclamMVScapharcaMbroughtoniiWaMandM
emendedMdescriptionMofMtheMgenusMKistimonascMInternationaloJournaloofoSystematicoandoEvolutionaryo
MicrobiologyaM2012aMkgaMgmkjbgmkn

2.2 13

47 OceanisphaeraMsediminisMspcMnovcaMisolatedMfromMmarineMsedimentcMInternationaloJournaloofo
SystematicoandoEvolutionaryoMicrobiologyaM2012aMkgaMfjjgbfjjl 2.2 13

46 PaenibacillusMmarinisediminisMspcMnovcaMaMbacteriumMisolatedMfromMmarineMsedimentcMJournaloofo
MicrobiologyaM2013aMjfaMhfgbl 3 12

45
GibbsiellaMpapilionisMspcMnovcaMisolatedMfromMtheMintestinalMtractMofMtheMbutterflyMMycalesisMgotamaaM
andMemendedMdescriptionMofMtheMgenusMGibbsiellacMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2013aMkhaMgkelbgkff

2.2 11

44 xloacibacteriumMhaliotisMspcMnovcaMisolatedMfromMtheMgutMofManMabaloneaMHaliotisMdiscusMhannaicM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2014aMkiaMlgbll 2.2 11

43 PseudoruegeriaMhaliotisMspcMnovcaMisolatedMfromMtheMgutMofMtheMabaloneMHaliotisMdiscusMhannaicM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2013aMkhaMikgkbikhg 2.2 11

42 SimplicispiraMpiscisMspcMnovcaMisolatedMfromMtheMgutMofMaMKoreanMrockfishaMSebastesMschlegeliicM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2015aMkjaMikmnbikni 2.2 11

41 vrthrobacterMechiniMspcMnovcaMisolatedMfromMtheMgutMofMaMpurpleMseaMurchinaMHeliocidarisMcrassispinacM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2016aMkkaMfmmlbfmnh 2.2 11

40 wlautiaMhominisMspcMnovcaMisolatedMfromMhumanMfaecescMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2018aMkmaMfejnbfeki 2.2 11

39 xorynebacteriumMnurukiMspcMnovcaMisolatedMfromManMalcoholMfermentationMstartercMInternationalo
JournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2011aMkfaMgihebgihi 2.2 10
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38 xonditionallyMPathogenicMGutMMicrobesMPromoteMLarvalMGrowthMbyMIncreasingMRedoxbyependentMFatM
StorageMinMHighbSugarMyietbFedMyrosophilacMAntioxidantsoandoRedoxoSignalingaM2017aMglaMfhkfbfhme 8.4 9

37 PhenotypicMandMGenomicMPropertiesMofMspcMnovcMandMspcMnovcMFrontiersoinoMicrobiologyaM2018aMnaMfmen 5.7 9

36 vctinomycesMhaliotisMspcMnovcaMaMbacteriumMisolatedMfromMtheMgutMofManMabaloneaMHaliotisMdiscusM
hannaicMInternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2014aMkiaMijkbikf 2.2 9

35 TropicimonasMsediminicolaMspcMnovcaMisolatedMfromMmarineMsedimentcMInternationaloJournaloofo
SystematicoandoEvolutionaryoMicrobiologyaM2012aMkgaMgigibgign 2.2 8

34 zSRRvMVestrogenMrelatedMreceptorMalphaWMisMaMcriticalMregulatorMofMintestinalMhomeostasisMthroughM
activationMofMautophagicMfluxMviaMgutMmicrobiotacMAutophagyaM2021aMflaMgmjkbgmlj 10.2 8

33 OmicsMinMgutMmicrobiomeManalysiscMJournaloofoMicrobiologyaM2021aMjnaMgngbgnl 3 8

32 wizioniaMfulviaeMspcMnovcaMisolatedMfromMtheMgutMofManMeggMcockleaMFulviaMmuticacMInternationaloJournalo
ofoSystematicoandoEvolutionaryoMicrobiologyaM2015aMkjaMhekkbhelg 2.2 7

31 MicrobulbiferMechiniMspcMnovcaMisolatedMfromMtheMgastrointestinalMtractMofMaMpurpleMseaMurchinaM
HeliocidarisMcrassispinacMInternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2017aMklaMnnmbfeei2.2 7

30 xalfMyiarrheaMxausedMbyMProlongedMzxpansionMofMvutochthonousMGutMandMTheirMLyticM
wacteriophagescMMSystemsaM2021aMkaM 7.6 7

29 GenomeMsequenceMofMtheMmoderatelyMhalophilicMbacteriumMSalinicoccusMcarnicancriMtypeMstrainM
xrmVTWMVrMySMMghmjgVTWWcMStandardsoinoGenomicoSciencesaM2013aMmaMgjjbkh 6

28 KnoelliaMlocipacatiMspcMnovcaMfromMsoilMofMtheMyemilitarizedMZoneMinMSouthMKoreacMInternationaloJournalo
ofoSystematicoandoEvolutionaryoMicrobiologyaM2012aMkgaMhigbhik 2.2 6

27 spcMnovcaMisolatedMfromMKoreanMshinerMintestinecMInternationaloJournaloofoSystematicoandoEvolutionaryo
MicrobiologyaM2019aMknaMhfimbhfji 2.2 6

26 GenomeMsequenceMofMxorynebacteriumMnurukiMSkbiMTaMisolatedMfromMalcoholMfermentationMstartercM
JournaloofoBacteriologyaM2011aMfnhaMigjl 3.5 5

25 GenomeMsequenceMofMstrainMTWfjaMaMnovelMmemberMofMtheMgenusMRuegeriaaMbelongingMtoMtheMmarineM
RoseobacterMcladecMJournaloofoBacteriologyaM2011aMfnhaMhiefbg 3.5 5

24 znterococcusMdiestrammenaeMspcMnovcaMisolatedMfromMtheMgutMofMyiestrammenaMcoreanacM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2013aMkhaMijiebijij 2.2 5

23 xorynebacteriumMatrinaeMspcMnovcaMisolatedMfromMtheMgastrointestinalMtractMofMaMpenMshellaMvtrinaM
pectinatacMInternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2015aMkjaMjhfbjhk 2.2 4

22 spcMnovcaMisolatedMfromMtheMintestinalMtractMofMaMKoreanMindigenousMfreshwaterMfishacMInternationalo
JournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2020aMleaMghejbghff 2.2 4

21 spcMnovcaMisolatedMfromMtheMintestineMofMaMKoreanMrockfishacMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2016aMkkaMlmeblmj 2.2 4
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20
TessaracoccusMaquimarisMspcMnovcaMisolatedMfromMtheMintestineMofMaMKoreanMrockfishaMSebastesM
schlegeliiaMfromMaMmarineMaquacultureMpondcMInternationaloJournaloofoSystematicoandoEvolutionaryo
MicrobiologyaM2018aMkmaMfekjbfelg

2.2 4

19 GenomeMsequenceMofMstrainMTWgjaMaMnovelMmemberMofMtheMgenusMOrnithinibacillusMinMtheMfamilyM
wacillaceaecMJournaloofoBacteriologyaM2011aMfnhaMgmmibj 3.5 3

18 yraftMgenomeMsequenceMofMwacteroidesMfaecisMMvJglTaMaMstrainMisolatedMfromMhumanMfecescMJournalo
ofoBacteriologyaM2011aMfnhaMkmefbg 3.5 3

17 MaleMcastrationMincreasesMadiposityMviaMsmallMintestinalMmicrobialMalterationscMEMBOoReportsaM2021aM
ggaMejekkh 6.5 3

16 spcMnovcaMisolatedMfromMtheMfaecesMofMtheMorientalMstorkacMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2020aMleaMjihnbjiii 2.2 3

15
FlexivirgaMluteaMspcMnovcaMisolatedMfromMtheMfaecesMofMaMcrestedMibisaMNipponiaMnipponaMandMemendedM
descriptionMofMtheMgenusMFlexivirgacMInternationaloJournaloofoSystematicoandoEvolutionaryo
MicrobiologyaM2016aMkkaMhjnibhjnn

2.2 3

14
VirgibacillusMphasianinusMspcMnovcaMaMhalophilicMbacteriumMisolatedMfromMfaecesMofMaMSwinhoeTsM
pheasantaMLophuraMswinhoiicMInternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2018aM
kmaMffnebffnk

2.2 3

13 TumebacillusMaviumMspcMnovcaMisolatedMfromMtheMgutMofMaMcinereousMvultureaMvegypiusMmonachuscM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2018aMkmaMfkjnbfkki 2.2 3

12
GenomicMandMphenotypicManalysesMofMxarnobacteriumMjeotgaliMstrainMMShVTWaMaMlactatebproducingM
candidateMbiopreservativeMbacteriumMisolatedMfromMsaltbfermentedMshrimpcMFEMSoMicrobiologyo
LettersaM2015aMhkgaM

2.9 2

11 spcMnovcaMisolatedMfromMtheMgutMofMtheMKoreanMscallopacMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2020aMleaMinnbjei 2.2 2

10 spcMnovcaMaMbacteriumMisolatedMfromMfecesMofMorientalMstorkacMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2019aMknaMgnimbgnjh 2.2 2

9 spcMnovcaMisolatedMfromMtheMfaecesMofManMOrientalMstorkcMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2020aMleaMhgilbhgji 2.2 2

8 HaloplanusMrubicundusMspcMnovcaManMextremelyMhalophilicMarchaeonMisolatedMfromMsolarMsaltcM
SystematicoandoAppliedoMicrobiologyaM2020aMihaMfgkemj 4.2 1

7 spcMnovcaMisolatedMfromMtheMgutMofMaMJapaneseMflyingMsquidacMInternationaloJournaloofoSystematicoando
EvolutionaryoMicrobiologyaM2016aMkkaMfhmnbfhnh 2.2 1

6 OceanisphaeraMaviumMspcMnovcaMisolatedMfromMtheMgutMofMtheMcinereousMvultureaMvegypiusMmonachuscM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2018aMkmaMgekmbgelh 2.2 1

5 spcMnovcaMaMnovelMbutyratebproducingMbacteriaMisolatedMfromMfaecesMofMaMpatientMwithMxrohnTsMdiseasecM
InternationaloJournaloofoSystematicoandoEvolutionaryoMicrobiologyaM2021aMlfaM 2.2 1

4 HostMphylogenyaMhabitataMandMdietMareMmainMdriversMofMtheMcephalopodMandMmolluskMgutMmicrobiomeccM
AnimaloMicrobiomeaM2022aMiaMhe 4.1 1

3 spcMnovcaMisolatedMfromMtheMgastrointestinalMtractMofMaMbloodMcockleMVWcMInternationaloJournaloofo
SystematicoandoEvolutionaryoMicrobiologyaM2019aMknaMgmfjbgmgg 2.2 0
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2
GenomicMvnalysisMofMtheMModeratelyMHaloalkaliphilicMwacteriumMOceanobacillusMkimchiiMStrainMXjeTM
withMImprovedMHighbQualityMyraftMGenomeMSequencescMJournaloofoMicrobiologyoandoBiotechnologyaM
2015aMgjaMfnlfbk

3.3 0

1 PathogenomicsMofMStreptococcusMileiMspcMnovcaMaMnewlyMidentifiedMpathogenMubiquitousMinMhumanM
microbiomecMJournaloofoMicrobiologyaM2021aMjnaMlngbmek 3 0
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