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146 weneticIpolymorphismsIandIcorrelationIwithItreatmentIinducedIcardiotoxicityIandIprognosisIinI
breastIcancerIpatientsXXIClinicalmCancermResearchVI2022VI 12.9 1

145
srossWsancerIwenomeWWideIqssociationIStudyIofIundometrialIsancerIandIupithelialIOvarianIsancerI
ydentifiesIweneticIRiskIRegionsIqssociatedIwithIRiskIofIrothIsancersXICancermEpidemiologym
BiomarkersmandmPreventionVI2021VIcZVIbagWbbh

4 7

144 ruffyIsoatItNqIκethylationIProfileIysIRepresentativeIofIκethylationIPatternsIinIWhiteIrloodIsellI
TypesIinINormalIPregnancyXXIFrontiersminmBioengineeringmandmBiotechnologyVI2021VIiVIghbhdc 5.8 0

143 tNqIκethylationIProfilesIofIOvarianIslearIsellIsarcinomaXICancermEpidemiologymBiomarkersmandm
PreventionVI2021VI 4 2

142 wenomeWwideIassociationIstudyIofImoreIthanIdZVZZZIbipolarIdisorderIcasesIprovidesInewIinsightsI
intoItheIunderlyingIbiologyXINaturemGeneticsVI2021VIecVIhagWhbi 36.3 83

141 ydentificationIofIaIαocusINearIqssociatedIWithIProgressionWvreeISurvivalIinIOvarianIsancerXICancerm
EpidemiologymBiomarkersmandmPreventionVI2021VIcZVIaffiWafhZ 4 2

140 uffectsIofItheIqrsraIcXcdcesnTIRrsaZdefdbSIPolymorphismIonIxeatIPainIPerceptionIinIOpioidWvreeI
qdultsIWithIshronicIPainXIAnesthesiamandmAnalgesiaVI2021VIaccVIaZbhWaZce 3.9 1

139 PopulationWbasedItargetedIsequencingIofIedIcandidateIgenesIidentifiesIasIaIsusceptibilityIgeneIforI
highWgradeIserousIovarianIcancerXIJournalmofmMedicalmGeneticsVI2021VIehVIcZeWcac 5.8 12

138 SomaticImutationsIinIbenignIbreastIdiseaseItissuesIandIassociationIwithIbreastIcancerIriskXIBMCm
MedicalmGenomicsVI2021VIadVIahe 3.7 0

137 upigeneticIandIsenescenceImarkersIindicateIanIacceleratedIageingWlikeIstateIinIwomenIwithI
preeclampticIpregnanciesXIEBioMedicineVI2021VIgZVIaZcecf 8.8 5

136 qssociationIofIgermlineIvariationIwithItheIsurvivalIofIwomenIwithIpathogenicIvariantsIandIbreastI
cancerXINpjmBreastmCancerVI2020VIfVIdd 7.8 3

135 rRsqaIPromoterIκethylationIandIslinicalIOutcomesIinIOvarianIsancerjIqnIyndividualIPatientItataI
κetaWqnalysisXIJournalmofmthemNationalmCancermInstituteVI2020VIaabVIaaiZWabZc 9.7 12

134 rioinformaticsIandItNqWextractionIstrategiesItoIreliablyIdetectIgeneticIvariantsIfromIvvPuIbreastI
tissueIsamplesXIBMCmGenomicsVI2019VIbZVIfhi 4.5 17

133 SharedIheritabilityIandIfunctionalIenrichmentIacrossIsixIsolidIcancersXINaturemCommunicationsVI2019
VIaZVIdca 17.4 45

132 uffectIofIcatecholWOWmethyltransferaseIRrsdfhZSIsingleWnucleotideIpolymorphismIonIopioidWinducedI
hyperalgesiaIinIadultsIwithIchronicIpainXIMolecularmPainVI2019VIaeVIagddhZfiaihdhibi 3.4 6

131 UseIofIvvPuWderivedItNqIinInextIgenerationIsequencingjItNqIextractionImethodsXIPLoSmONEVI2019
VIadVIeZbaadZZ 3.7 32

130 wenomeWwideIqnalysisIofIsommonIsopyINumberIVariationIandIupithelialIOvarianIsancerIRiskXI
CancermEpidemiologymBiomarkersmandmPreventionVI2019VIbhVIaaagWaabf 4 8
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129 WholeIuxomeISequencingIqmongIbfIPatientsIWithIyndeterminateIqcuteIαiverIvailurejIqIPilotIStudyXI
ClinicalmandmTranslationalmGastroenterologyVI2019VIaZVIeZZZhg 4.2 5

128 qssociationsIofIcatecholWOWmethyltransferaseIRrsdfhZSIsingleInucleotideIpolymorphismsIwithI
opioidIuseIandIdoseIamongIadultsIwithIchronicIpainXIPainVI2019VIafZVIbfcWbfh 8 6

127 κolecularIsignaturesIofIXIchromosomeIinactivationIandIassociationsIwithIclinicalIoutcomesIinI
epithelialIovarianIcancerXIHumanmMolecularmGeneticsVI2019VIbhVIaccaWacdb 5.6 11

126 wenomicIqnalysisIUsingIRegularizedIRegressionIinIxighWwradeISerousIOvarianIsancerXICancerm
InformaticsVI2018VIagVIaagficeaahgeecda 2.4 3

125 qdultIheightIisIassociatedIwithIincreasedIriskIofIovarianIcancerjIaIκendelianIrandomisationIstudyXI
BritishmJournalmofmCancerVI2018VIaahVIaabcWaabi 8.7 10

124 weneticIoverlapIbetweenIendometriosisIandIendometrialIcancerjIevidenceIfromIcrossWdiseaseI
geneticIcorrelationIandIwWqSImetaWanalysesXICancermMedicineVI2018VIgVIaighWaihg 4.8 40

123 VariantsIinIgenesIencodingIsmallIwTPasesIandIassociationIwithIepithelialIovarianIcancerI
susceptibilityXIPLoSmONEVI2018VIacVIeZaigefa 3.7 9

122 rsdieaciIinItheITYκSWuNOSvaIRegionIandIRiskIofIOvarianIsarcinomaIofIκucinousIxistologyXI
InternationalmJournalmofmMolecularmSciencesVI2018VIaiVI 6.3 3

121 qItranscriptomeWwideIassociationIstudyIofIbbiVZZZIwomenIidentifiesInewIcandidateIsusceptibilityI
genesIforIbreastIcancerXINaturemGeneticsVI2018VIeZVIifhWigh 36.3 101

120 upigeneticsIinIovarianIcancerXISeminarsminmCancermBiologyVI2018VIeaVIafZWafi 12.7 57

119 TranscriptomicIsharacterizationIofIundometrioidVIslearIsellVIandIxighWwradeISerousIupithelialI
OvarianIsarcinomaXICancermEpidemiologymBiomarkersmandmPreventionVI2018VIbgVIaaZaWaaZi 4 9

118 unrichmentIofIputativeIPqXhItargetIgenesIatIserousIepithelialIovarianIcancerIsusceptibilityIlociXI
BritishmJournalmofmCancerVI2017VIaafVIebdWece 8.7 18

117 ydentificationIofIabInewIsusceptibilityIlociIforIdifferentIhistotypesIofIepithelialIovarianIcancerXI
NaturemGeneticsVI2017VIdiVIfhZWfia 36.3 190

116 qssociationIanalysisIidentifiesIfeInewIbreastIcancerIriskIlociXINatureVI2017VIeeaVIibWid 50.4 643

115 ydentificationIofItenIvariantsIassociatedIwithIriskIofIestrogenWreceptorWnegativeIbreastIcancerXI
NaturemGeneticsVI2017VIdiVIagfgWaggh 36.3 186

114
qIgenomeIwideIassociationIstudyIsuggestsItheIassociationIofImuskelinIwithIearlyIonsetIbipolarI
disorderjIymplicationsIforIaIwqrqergicIepileptogenicIneurogenesisImodelXIJournalmofmAffectivem
DisordersVI2017VIbZhVIabZWabi

6.6 10

113 TheIOncoqrrayIsonsortiumjIqINetworkIforIUnderstandingItheIweneticIqrchitectureIofIsommonI
sancersXICancermEpidemiologymBiomarkersmandmPreventionVI2017VIbfVIabfWace 4 183

112 wermlineIwholeIexomeIsequencingIandIlargeWscaleIreplicationIidentifiesIasIaIlikelyIhighIgradeI
serousIovarianIcancerIsusceptibilityIgeneXIOncotargetVI2017VIhVIeZicZWeZidZ 3.3 30

(2017-2019)
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111 sharacterizationIofIfusionIgenesIinIcommonIandIrareIepithelialIovarianIcancerIhistologicIsubtypesXI
OncotargetVI2017VIhVIdfhiaWdfhii 3.3 17

110 slinicalIvalidationIofIgeneticIvariantsIassociatedIwithIchemotherapyWrelatedIlymphoblastoidIcellI
toxicityXIOncotargetVI2017VIhVIghaccWghadc 3.3 4

109 qnalysesIofIgermlineIvariantsIassociatedIwithIovarianIcancerIsurvivalIidentifyIfunctionalIcandidatesI
atItheIaqbbIandIaipabIoutcomeIlociXIOncotargetVI2017VIhVIfdfgZWfdfhd 3.3 5

108 NoIclinicalIutilityIofIKRqSIvariantIrsfagfdcgZIforIovarianIorIbreastIcancerXIGynecologicmOncologyVI
2016VIadaVIchfWdZa 4.9 15

107
weneticIRiskIScoreIκendelianIRandomizationIShowsIthatIObesityIκeasuredIasIrodyIκassIyndexVI
butInotIWaistjxipIRatioVIysIsausalIforIundometrialIsancerXICancermEpidemiologymBiomarkersmandm
PreventionVI2016VIbeVIaeZcWaeaZ

4 42

106 wenomeWWideIκetaWqnalysesIofIrreastVIOvarianVIandIProstateIsancerIqssociationIStudiesIydentifyI
κultipleINewISusceptibilityIαociISharedIbyIatIαeastITwoIsancerITypesXICancermDiscoveryVI2016VIfVIaZebWfg24.4 104

105 ydentificationIofIfourInovelIsusceptibilityIlociIforIoestrogenIreceptorInegativeIbreastIcancerXINaturem
CommunicationsVI2016VIgVIaacge 17.4 64

104 κetaWanalysisIofIgenomeWwideIassociationIstudiesIdiscoversImultipleIlociIforIchronicIlymphocyticI
leukemiaXINaturemCommunicationsVI2016VIgVIaZicc 17.4 70

103 qccumulatingIevidenceIforIaIroleIofITsvgαbIvariantsIinIbipolarIdisorderIwithIelevatedIbodyImassI
indexXIBipolarmDisordersVI2016VIahVIabdWce 3.8 20

102
qssessmentIofIκultifactorIweneWunvironmentIynteractionsIandIOvarianIsancerIRiskjIsandidateI
wenesVIObesityVIandIxormoneWRelatedIRiskIvactorsXICancermEpidemiologymBiomarkersmandmPreventionVI
2016VIbeVIghZWiZ

4 8

101 PPκatIκosaicITruncatingIVariantsIinIOvarianIsancerIsasesIκayIreITreatmentWRelatedISomaticI
κutationsXIJournalmofmthemNationalmCancermInstituteVI2016VIaZhVI 9.7 34

100 ynvestigationIofIuxomicIVariantsIqssociatedIwithIOverallISurvivalIinIOvarianIsancerXICancerm
EpidemiologymBiomarkersmandmPreventionVI2016VIbeVIddfWed 4 6

99 uvidenceIofIaIgeneticIlinkIbetweenIendometriosisIandIovarianIcancerXIFertilitymandmSterilityVI2016VI
aZeVIceWdcXeaWaZ 4.8 26

98 qssessmentIofIvariationIinIimmunosuppressiveIpathwayIgenesIrevealsITwvrRbItoIbeIassociatedI
withIriskIofIclearIcellIovarianIcancerXIOncotargetVI2016VIgVIfiZigWfiaaZ 3.3 4

97 ynheritedIvariantsIaffectingIRNqIeditingImayIcontributeItoIovarianIcancerIsusceptibilityjIresultsI
fromIaIlargeWscaleIcollaborationXIOncotargetVI2016VIgVIgbchaWgbcid 3.3 11

96 wermlineIpolymorphismsIinIanIenhancerIofIPSyPaIareIassociatedIwithIprogressionWfreeIsurvivalIinI
epithelialIovarianIcancerXIOncotargetVI2016VIgVIfcecWfh 3.3 19

95 qItargetedIgeneticIassociationIstudyIofIepithelialIovarianIcancerIsusceptibilityXIOncotargetVI2016VIgVIgchaWi3.3 7

94 qdultIbodyImassIindexIandIriskIofIovarianIcancerIbyIsubtypejIaIκendelianIrandomizationIstudyXI
InternationalmJournalmofmEpidemiologyVI2016VIdeVIhhdWie 7.8 45
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93 uxomeIgenotypingIarraysItoIidentifyIrareIandIlowIfrequencyIvariantsIassociatedIwithIepithelialI
ovarianIcancerIriskXIHumanmMolecularmGeneticsVI2016VIbeVIcfZZWcfab 5.6 9

92 PqαrbVIsxuKbIandIqTκIrareIvariantsIandIcancerIriskjIdataIfromIsOwSXIJournalmofmMedicalmGeneticsVI
2016VIecVIhZZWhaa 5.8 121

91 qssessingItheIgeneticIarchitectureIofIepithelialIovarianIcancerIhistologicalIsubtypesXIHumanm
GeneticsVI2016VIaceVIgdaWef 6.3 18

90 viveIendometrialIcancerIriskIlociIidentifiedIthroughIgenomeWwideIassociationIanalysisXINaturem
GeneticsVI2016VIdhVIffgWfgd 36.3 56

89 qssociationIofIvitaminItIlevelsIandIriskIofIovarianIcancerjIaIκendelianIrandomizationIstudyXI
InternationalmJournalmofmEpidemiologyVI2016VIdeVIafaiWafcZ 7.8 77

88
RiskIPredictionIforIupithelialIOvarianIsancerIinIaaIUnitedIStatesWrasedIsaseWsontrolIStudiesjI
yncorporationIofIupidemiologicIRiskIvactorsIandIagIsonfirmedIweneticIαociXIAmericanmJournalmofm
EpidemiologyVI2016VIahdVIegiWehi

3.8 23

87 ydentificationIofIsixInewIsusceptibilityIlociIforIinvasiveIepithelialIovarianIcancerXINaturemGeneticsVI
2015VIdgVIafdWga 36.3 177

86 TheIcontributionsIofIbreastIdensityIandIcommonIgeneticIvariationItoIbreastIcancerIriskXIJournalmofm
themNationalmCancermInstituteVI2015VIaZgVI 9.7 128

85 tNqImethylationIprofilingjIcomparisonIofIgenomeWwideIsequencingImethodsIandItheIynfiniumI
xumanIκethylationIdeZIreadIshipXIEpigenomicsVI2015VIgVIabhgWcZb 4.4 49

84 TPecImutationsVItetraploidyIandIhomologousIrecombinationIrepairIdefectsIinIearlyIstageI
highWgradeIserousIovarianIcancerXINucleicmAcidsmResearchVI2015VIdcVIfideWeh 20.1 37

83
NetworkWrasedIyntegrationIofIwWqSIandIweneIuxpressionIydentifiesIaIxOXWsentricINetworkI
qssociatedIwithISerousIOvarianIsancerIRiskXICancermEpidemiologymBiomarkersmandmPreventionVI2015VI
bdVIaegdWhd

4 24

82 WidespreadINonWsanonicalIupigeneticIκodificationsIinIκκTVWNeuTIrreastIsancerXINeoplasiaVI2015
VIagVIcdhWeg 6.4 2

81 wenomeWwideIqnalysisIydentifiesINovelIαociIqssociatedIwithIOvarianIsancerIOutcomesjIvindingsI
fromItheIOvarianIsancerIqssociationIsonsortiumXIClinicalmCancermResearchVI2015VIbaVIebfdWgf 12.9 24

80 wlobalItranscriptionalIprofilingIusingIRNqIsequencingIandItNqImethylationIpatternsIinIhighlyI
enrichedImesenchymalIcellsIfromIyoungIversusIelderlyIwomenXIBoneVI2015VIgfVIdiWeg 4.7 27

79 uvaluatingItheIovarianIcancerIgonadotropinIhypothesisjIaIcandidateIgeneIstudyXIGynecologicm
OncologyVI2015VIacfVIedbWh 4.9 12

78 sandidateIlocusIanalysisIofItheITuRTWsαPTκaαIcancerIriskIregionIonIchromosomeIepaeIidentifiesI
multipleIindependentIvariantsIassociatedIwithIendometrialIcancerIriskXIHumanmGeneticsVI2015VIacdVIbcaWde6.3 30

77 NovelIqssociationsIbetweenIsommonIrreastIsancerISusceptibilityIVariantsIandIRiskWPredictingI
κammographicItensityIκeasuresXICancermResearchVI2015VIgeVIbdegWfg 10.1 45

76 sisWeQTαIanalysisIandIfunctionalIvalidationIofIcandidateIsusceptibilityIgenesIforIhighWgradeIserousI
ovarianIcancerXINaturemCommunicationsVI2015VIfVIhbcd 17.4 40

(2015-2016)
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75 sommonIvariantsIatItheIsxuKbIgeneIlocusIandIriskIofIepithelialIovarianIcancerXICarcinogenesisVI
2015VIcfVIacdaWec 4.6 20

74 raseIresolutionImethylomeIprofilingjIconsiderationsIinIplatformIselectionVIdataIpreprocessingIandI
analysisXIEpigenomicsVI2015VIgVIhacWbh 4.4 65

73 TheIassociationIofIcopyInumberIvariationIandIpercentImammographicIdensityXIBMCmResearchmNotesVI
2015VIhVIbig 2.3 1

72 SharedIgeneticsIunderlyingIepidemiologicalIassociationIbetweenIendometriosisIandIovarianIcancerXI
HumanmMolecularmGeneticsVI2015VIbdVIeieeWfd 5.6 48

71 RegulatoryITIcellsVIinheritedIvariationVIandIclinicalIoutcomeIinIepithelialIovarianIcancerXICancerm
Immunology,mImmunotherapyVI2015VIfdVIadieWeZd 7.4 36

70 tNqImethylationIchangesIinIepithelialIovarianIcancerIhistotypesXIGenomicsVI2015VIaZfVIcaaWba 4.3 37

69 sontributionIofIwermlineIκutationsIinItheIRqtearVIRqteasVIandIRqteatIwenesItoIOvarianIsancerI
inItheIPopulationXIJournalmofmClinicalmOncologyVI2015VIccVIbiZaWg 2.2 200

68 wermlineIκutationsIinItheIrRyPaVIrqRtaVIPqαrbVIandINrNIwenesIinIWomenIWithIOvarianIsancerXI
JournalmofmthemNationalmCancermInstituteVI2015VIaZgVI 9.7 239

67 vineWmappingIofItheIxNvarImulticancerIlocusIidentifiesIcandidateIvariantsIthatImediateI
endometrialIcancerIriskXIHumanmMolecularmGeneticsVI2015VIbdVIadghWib 5.6 46

66 TheIoncogenicItranscriptionIfactorIyRvdIisIregulatedIbyIaInovelIstcZYNvW˛”rIpositiveIfeedbackIloopI
inIperipheralITWcellIlymphomaXIBloodVI2015VIabeVIcaahWbg 2.2 47

65 κetaWanalysisIofIgenomeWwideIassociationIstudiesIidentifiesIcommonIsusceptibilityIpolymorphismsI
forIcolorectalIandIendometrialIcancerInearISxbrcIandITSxZaXIScientificmReportsVI2015VIeVIagcfi 4.9 27

64 upithelialWκesenchymalITransitionIRuκTSIweneIVariantsIandIupithelialIOvarianIsancerIRuOsSIRiskXI
GeneticmEpidemiologyVI2015VIciVIfhiWig 2.6 18

63 qssessingIassociationsIbetweenItheIqURKqWxκκRWTPXbWTUrwaIfunctionalImoduleIandIbreastI
cancerIriskIinIrRsqaYbImutationIcarriersXIPLoSmONEVI2015VIaZVIeZabZZbZ 3.7 26

62 sommonIweneticIVariationIynIsellularITransportIwenesIandIupithelialIOvarianIsancerIRuOsSIRiskXI
PLoSmONEVI2015VIaZVIeZabhaZf 3.7 15

61 yntraWweneItNqIκethylationIVariabilityIysIaIslinicallyIyndependentIPrognosticIκarkerIinIWomenQsI
sancersXIPLoSmONEVI2015VIaZVIeZadcagh 3.7 10

60 sellWtypeWspecificIenrichmentIofIriskWassociatedIregulatoryIelementsIatIovarianIcancerIsusceptibilityI
lociXIHumanmMolecularmGeneticsVI2015VIbdVIceieWfZg 5.6 32

59 tNqImethylationIandIRNqIexpressionIprofilesIinIlungIadenocarcinomasIofIneverWsmokersXICancerm
GeneticsVI2015VIbZhVIbecWfZ 2.3 12

58 uffectsIofIqgeIandIustrogenIonISkeletalIweneIuxpressionIinIxumansIasIqssessedIbyIRNqI
SequencingXIPLoSmONEVI2015VIaZVIeZachcdg 3.7 43
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57 sommonIweneticIVariationIinIsircadianIRhythmIwenesIandIRiskIofIupithelialIOvarianIsancerIRuOsSXI
JournalmofmGeneticsmandmGenomemResearchVI2015VIbVI 22

56 TheIcontributionIofIdeleteriousIgermlineImutationsIinIrRsqaVIrRsqbIandItheImismatchIrepairI
genesItoIovarianIcancerIinItheIpopulationXIHumanmMolecularmGeneticsVI2014VIbcVIdgZcWi 5.6 90

55 wenomeWwideIassociationIstudyIidentifiesImultipleIlociIassociatedIwithIbothImammographicI
densityIandIbreastIcancerIriskXINaturemCommunicationsVI2014VIeVIecZc 17.4 84

54 toesI˛–WsynucleinIhaveIaIdualIandIopposingIeffectIinIpreclinicalIvsXIclinicalIParkinsonQsIdiseaseoXI
ParkinsonismmandmRelatedmDisordersVI2014VIbZVIehdWikIdiscussionIehd 3.6 31

53 TheIassociationIofItelomereIlengthIwithIcolorectalIcancerIdiffersIbyItheIageIofIcancerIonsetXI
ClinicalmandmTranslationalmGastroenterologyVI2014VIeVIeeb 4.2 21

52 VariationIinINvW˛”rIsignalingIpathwaysIandIsurvivalIinIinvasiveIepithelialIovarianIcancerXICancerm
EpidemiologymBiomarkersmandmPreventionVI2014VIbcVIadbaWg 4 11

51 TumorIhypomethylationIatIfpbaXcIassociatesIwithIlongerItimeItoIrecurrenceIofIhighWgradeIserousI
epithelialIovarianIcancerXICancermResearchVI2014VIgdVIcZhdWia 10.1 23

50 qssociationsIofIcommonIbreastIcancerIsusceptibilityIallelesIwithIriskIofIbreastIcancerIsubtypesIinI
rRsqaIandIrRsqbImutationIcarriersXIBreastmCancermResearchVI2014VIafVIcdaf 8.3 46

49
qrsraIRκtRaSIpolymorphismsIandIovarianIcancerIprogressionIandIsurvivaljIaIcomprehensiveI
analysisIfromItheIOvarianIsancerIqssociationIsonsortiumIandITheIsancerIwenomeIqtlasXI
GynecologicmOncologyVI2013VIacaVIhWad

4.9 39

48 wWqSImetaWanalysisIandIreplicationIidentifiesIthreeInewIsusceptibilityIlociIforIovarianIcancerXI
NaturemGeneticsVI2013VIdeVIcfbWgZVIcgZeaWb 36.3 267

47 κultipleIindependentIvariantsIatItheITuRTIlocusIareIassociatedIwithItelomereIlengthIandIrisksIofI
breastIandIovarianIcancerXINaturemGeneticsVI2013VIdeVIcgaWhdVIchdeaWb 36.3 422

46 wenomeWwideIassociationIstudyIidentifiesImultipleIriskIlociIforIchronicIlymphocyticIleukemiaXI
NaturemGeneticsVI2013VIdeVIhfhWgf 36.3 147

45 TelomereIlengthIvariesIbyItNqIextractionImethodjIimplicationsIforIepidemiologicIresearchXICancerm
EpidemiologymBiomarkersmandmPreventionVI2013VIbbVIbZdgWed 4 81

44 upigenomeWwideIovarianIcancerIanalysisIidentifiesIaImethylationIprofileIdifferentiatingIclearWcellI
histologyIwithIepigeneticIsilencingIofItheIxuRwIKUIchannelXIHumanmMolecularmGeneticsVI2013VIbbVIcZchWdg5.6 49

43 wenomeWwideIassociationIstudyIinIrRsqaImutationIcarriersIidentifiesInovelIlociIassociatedIwithI
breastIandIovarianIcancerIriskXIPLoSmGeneticsVI2013VIiVIeaZZcbab 6 209

42 riomarkerWbasedIovarianIcarcinomaItypingjIaIhistologicIinvestigationIinItheIovarianItumorItissueI
analysisIconsortiumXICancermEpidemiologymBiomarkersmandmPreventionVI2013VIbbVIafggWhf 4 53

41 upigeneticIanalysisIleadsItoIidentificationIofIxNvarIasIaIsubtypeWspecificIsusceptibilityIgeneIforI
ovarianIcancerXINaturemCommunicationsVI2013VIdVIafbh 17.4 124

40 ydentificationIandImolecularIcharacterizationIofIaInewIovarianIcancerIsusceptibilityIlocusIatI
agqbaXcaXINaturemCommunicationsVI2013VIdVIafbg 17.4 85

(2013-2015)
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39
qIwenomeWWideIqssociationIStudyIRwWqSSIOfIuventWvreeISurvivalIynItiffuseIαargeIrWsellI
αymphomaIRtαrsαSITreatedIWithIRituximabIandIqnthracyclineWrasedIshemotherapyjIqIαysaIandI
yowaYκayoIslinicISPORuIκultistageIStudyXIBloodVI2013VIabbVIgfWgf

2.2 1

38
somparisonIOfISingleINucleotideIκutationsIRSNVsSIandIsopyINumberIVariantsIRsNVsSItetectionIynI
vormalinIvixedIParaffinIumbeddedIRvvPuSIandIPairedIvrozenITumorITissuesIUsingITargetIsaptureI
andISequencingIqpproachXIBloodVI2013VIabbVIaghdWaghd

2.2

37 sopyINumberIqbnormalitiesIOfITheIynterferonIRegulatoryIvactorWdIRyRvdSIweneIqreIqssociatedI
WithIyRvdYκUκaIuxpressionIynIPeripheralITWsellIαymphomasXIBloodVI2013VIabbVIcZafWcZaf 2.2

36 PharmacogenomicsIofIantidepressantIinducedImaniajIaIreviewIandImetaWanalysisIofItheIserotoninI
transporterIgeneIRexTTαPRSIassociationXIJournalmofmAffectivemDisordersVI2012VIacfVIebaWebi 6.6 27

35 qrOIbloodIgroupIandIriskIofIepithelialIovarianIcancerIwithinItheIOvarianIsancerIqssociationI
sonsortiumXICancermCausesmandmControlVI2012VIbcVIahZeWaZ 2.8 27

34 sommonIvariationIatIfpbaXcaIRrqKaSIinfluencesItheIriskIofIchronicIlymphocyticIleukemiaXIBloodVI
2012VIabZVIhdcWf 2.2 63

33
weneticIassociationIwithIoverallIsurvivalIofItaxaneWtreatedIlungIcancerIpatientsIWIaIgenomeWwideI
associationIstudyIinIhumanIlymphoblastoidIcellIlinesIfollowedIbyIaIclinicalIassociationIstudyXIBMCm
CancerVI2012VIabVIdbb

4.8 29

32 wermlineIcopyInumberIvariationIandIovarianIcancerIsurvivalXIFrontiersminmGeneticsVI2012VIcVIadb 4.5 9

31 ydentificationIofIaInovelIpercentImammographicIdensityIlocusIatIabqbdXIHumanmMolecularmGeneticsVI
2012VIbaVIcbiiWcZe 5.6 28

30 sXsReIPolymorphismsIinINonWxodgkinIαymphomaIRNxαSIRiskIandIPrognosisXXIBloodVI2012VIabZVIbgZbWbgZb2.2

29 miRNqIexpressionIinIcolonIpolypsIprovidesIevidenceIforIaImultihitImodelIofIcolonIcancerXIPLoSmONE
VI2011VIfVIebZdfe 3.7 115

28 wenomeWwideIassociationIstudyIidentifiesIaInovelIsusceptibilityIlocusIatIfpbaXcIamongIfamilialIsααXI
BloodVI2011VIaagVIaiaaWf 2.2 102

27 ynheritedIvariantsIinImitochondrialIbiogenesisIgenesImayIinfluenceIepithelialIovarianIcancerIriskXI
CancermEpidemiologymBiomarkersmandmPreventionVI2011VIbZVIaacaWde 4 50

26 αyNbhrIpolymorphismsIinfluenceIsusceptibilityItoIepithelialIovarianIcancerXICancermResearchVI2011VI
gaVIchifWiZc 10.1 70

25 qssociationIofIweneWunvironmentIynteractionsIwithIVenousIThromboembolismIRVTuSjIqI
κergedYymputedIwenomeWWideIScanYsandidateWweneIsaseWsontrolIStudyXIBloodVI2011VIaahVIbbieWbbie 2.2 1

24 qssociationIofIweneWweneIynteractionsIwithIVenousIThromboembolismIRVTuSjIqIκergedYymputedI
wenomeWWideIScanYsandidateWweneIsaseWsontrolIStudyXIBloodVI2011VIaahVIabdbWabdb 2.2

23 ydentificationIofIVenousIThromboembolismIRVTuSWqssociatedINovelIVariantsIinItheIqrOIweneI
UsingITargetedIteepISequencingXIBloodVI2011VIaahVIgZiWgZi 2.2

22
SingleINucleotideIPolymorphismsIRSNPsSIinIwenesIforIwlutathioneWRelatedIκetabolismVIsyclinItaVI
andItNqIRepairIqsIPredictiveIriomarkersIinIκantleIsellIαymphomaIPatientsITreatedIwithI
RWxypersVqtIwithITenIYearIslinicalIvollowWupVXIBloodVI2011VIaahVIcfeZWcfeZ

2.2
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21 wenomeWwideIassociationIstudyIofIfollicularIlymphomaIidentifiesIaIriskIlocusIatIfpbaXcbXINaturem
GeneticsVI2010VIdbVIffaWd 36.3 137

20 sommonIvariantsIatIaipacIareIassociatedIwithIsusceptibilityItoIovarianIcancerXINaturemGeneticsVI
2010VIdbVIhhZWd 36.3 210

19 qIgenomeWwideIassociationIstudyIidentifiesIsusceptibilityIlociIforIovarianIcancerIatIbqcaIandIhqbdXI
NaturemGeneticsVI2010VIdbVIhgdWi 36.3 277

18
weneticIvariationIinITYκSIinItheIoneWcarbonItransferIpathwayIisIassociatedIwithIovarianIcarcinomaI
typesIinItheIOvarianIsancerIqssociationIsonsortiumXICancermEpidemiologymBiomarkersmandm
PreventionVI2010VIaiVIahbbWcZ

4 22

17 ynvestigationIofIsααWSusceptibilityIαociIwithIκonoclonalIrWsellIαymphocytosisIRκrαSIRiskIandI
sonfirmationIofIRecentlyIReportedIsααWSusceptibilityIαociXIBloodVI2010VIaafVIbddcWbddc 2.2

16 qssociationIofIweneWunvironmentIynteractionsIwithIVenousIThromboembolismIRVTuSjIqI
PathwayWtirectedIsandidateWweneIsaseWsontrolIStudyXIBloodVI2010VIaafVIdhZWdhZ 2.2

15 xumanIcolonIcancerIprofilesIshowIdifferentialImicroRNqIexpressionIdependingIonImismatchIrepairI
statusIandIareIcharacteristicIofIundifferentiatedIproliferativeIstatesXIBMCmCancerVI2009VIiVIdZa 4.8 253

14 uvaluationIofIaInewIhighWdimensionalImiRNqIprofilingIplatformXIBMCmMedicalmGenomicsVI2009VIbVIeg 3.7 24

13 qIgenomeWwideIassociationIstudyIidentifiesIaInewIovarianIcancerIsusceptibilityIlocusIonIipbbXbXI
NaturemGeneticsVI2009VIdaVIiifWaZZZ 36.3 240

12 qssociationIofIweneWweneIynteractionsIwithIVenousIThromboembolismIRVTuSjIqIPathwayWtirectedI
sandidateWweneIsaseWsontrolIStudyXXIBloodVI2009VIaadVIaeZWaeZ 2.2 1

11 PerformanceIofIamplifiedItNqIinIanIylluminaIwoldenwateIreadqrrayIassayXICancermEpidemiologym
BiomarkersmandmPreventionVI2008VIagVIaghaWi 4 30

10 weneticIvariationIinItheIoneWcarbonItransferIpathwayIandIovarianIcancerIriskXICancermResearchVI2008
VIfhVIbdihWeZf 10.1 67

9
TheIandrogenIreceptorIsqwIandIwwNIrepeatIpolymorphismsIandIprostateIcancerIsusceptibilityIinI
qfricanWqmericanImenjIresultsIfromItheIvlintIκenQsIxealthIStudyXIJournalmofmHumanmGeneticsVI2008VI
ecVIbbZWbbf

4.3 47

8 sonsortiumIanalysisIofIgIcandidateISNPsIforIovarianIcancerXIInternationalmJournalmofmCancerVI2008VI
abcVIchZWchh 7.5 66

7 uvaluationIofIgeneticIvariationsIinItheIandrogenIandIestrogenImetabolicIpathwaysIasIriskIfactorsI
forIsporadicIandIfamilialIprostateIcancerXICancermEpidemiologymBiomarkersmandmPreventionVI2007VIafVIifiWgh4 93

6 StrongIevidenceIofIaIgeneticIdeterminantIforImammographicIdensityVIaImajorIriskIfactorIforIbreastI
cancerXICancermResearchVI2007VIfgVIhdabWh 10.1 62

5 qIαargeIScaleIuvaluationIofIweneticIVariationIinIymmuneIandIynflammationIwenesIandIRiskIofI
NonWxodgkinIαymphomaXXIBloodVI2006VIaZhVIhagWhag 2.2

4 wenomeIlinkageIscreenIforIprostateIcancerIsusceptibilityIlocijIresultsIfromItheIκayoIslinicIvamilialI
ProstateIsancerIStudyXIProstateVI2003VIegVIcceWdf 4.2 46

(2003-2010)
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3 qIsearchIforIgermlineIqPsImutationsIinIearlyIonsetIcolorectalIcancerIorIfamilialIcolorectalIcancerI
withInormalItNqImismatchIrepairXIGenesmChromosomesmandmCancerVI2001VIcZVIahaWahf 5 13

2 κicrosatelliteIinstabilityIandImutationIanalysisIofIhκSxbIandIhκαxaIinIpatientsIwithIsporadicVI
familialIandIhereditaryIcolorectalIcancerXIHumanmMolecularmGeneticsVI1996VIeVIabdeWeb 5.6 164

1 UseIofIvvPuWterivedItNqIinINextIwenerationISequencingjItNqIextractionImethods 2
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