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i Paper IF Citations

93 MyoxKisKaKgxKgenomeKstructureKorganizerKforKmuscleKcellKidentitybbKNaturekCommunicationsXK2022XK
egXKfdi 17.4 3

92 uberrantKypigeneticKReprogrammingKinKtheKzirstKwellKwycleKofKvovineKSomaticKwellKNuclearKTransferK
ymbryosbKCellularkReprogrammingXK2021XKfgXKmmaedk 2.1 2

91 GLyuNyRnKaKwebKserverKforKGermLineKcycleKyxpressionKuNalysisKandKypigeneticKRoadmapK
visualizationbKBMCkBioinformaticsXK2021XKffXKflm 3.6 1

90 SUMOfXKaKsmallKubiquitinalikeKmodifierXKisKessentialKforKdevelopmentKofKmurineKpreimplantationK
embryosbKTheriogenologyXK2021XKejjXKfmagk 2.8

89 NUwOMynKuKcomprehensiveKdatabaseKofKnucleosomeKorganizationKreferencedKlandscapesKinK
mammalianKgenomesbKBMCkBioinformaticsXK2021XKffXKgfe 3.6 0

88 ×vOeKisKaKversatileKhistoneKacyltransferaseKcriticalKforKpromoterKhistoneKacylationsbKNucleickAcidsk
ResearchXK2021XKhmXKldgkaldim 20.1 5

87 SmarcaiamediatedKepigeneticKprogrammingKfacilitatesKfetalK×SPwKdevelopmentKinKvertebratesbK
BloodXK2021XKegkXKemdafdf 2.2 5

86 uTuwdbnKaKcomprehensiveKhumanKchromatinKaccessibilityKdatabasebKNucleickAcidskResearchXK2021XK
hmXKxiiaxjh 20.1 4

85 SïRTeKreducesKepigeneticKandKnonaepigeneticKchangesKtoKmaintainKtheKqualityKofKpostovulatoryK
agedKoocytesKinKmicebKExperimentalkCellkResearchXK2021XKgmmXKeefhfe 4.2 6

84 uspirinKinhibitsKprostaglandinsKtoKpreventsKcolonKtumorKformationKviaKdownaregulatingKWntK
productionbKEuropeankJournalkofkPharmacologyXK2021XKmdjXKekhekg 5.3 1

83 nc×MRKdetectornKaKcomputationalKframeworkKtoKsystematicallyKrevealKnonaclassicalKfunctionsKofK
histoneKmodificationKregulatorsbKGenomekBiologyXK2020XKfeXKhl 18.3 2

82 TranscriptionalKmemoryKinheritedKfromKdonorKcellsKisKaKdevelopmentalKdefectKofKbovineKclonedK
embryosbKFASEBkJournalXK2020XKghXKejgkaejie 0.9 12

81 uKxNuKmethylationKstateKtransitionKmodelKrevealsKtheKprogrammedKepigeneticKheterogeneityKinK
humanKpreaimplantationKembryosbKGenomekBiologyXK2020XKfeXKfkk 18.3 1

80 uKTranscriptomicKunalysisKRevealsKxiverseKRegulatoryKNetworksKThatKRespondKtoKwoldKStressKinK
StrawberryKSˆ�TbKInternationalkJournalkofkGenomicsXK2019XKfdemXKkedjdmf 2.5 7

79 ysrrbKplaysKimportantKrolesKinKmaintainingKselfarenewalKofKtrophoblastKstemKcellsKSTSwsTKandK
reprogrammingKsomaticKcellsKtoKinducedKTSwsbKJournalkofkMolecularkCellkBiologyXK2019XKeeXKhjgahkg 6.3 7

78 ReprogrammingKofK×gKmmegadependentKheterochromatinKduringKmammalianKembryoK
developmentbKNaturekCellkBiologyXK2018XKfdXKjfdajge 23.4 152

77 ×gKmKdemethylaseKKxMhyKisKanKepigeneticKregulatorKforKbovineKembryonicKdevelopmentKandKaK
defectiveKfactorKforKnuclearKreprogrammingbKDevelopmentktCambridgeuXK2018XKehiXK 6.6 67
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76 TreatingKdonorKcellsKwithKfaPwPuKcorrectsKaberrantKhistoneK×gKhKdimethylationKandKimprovesK
clonedKgoatKembryoKdevelopmentbKSystemskBiologykinkReproductivekMedicineXK2018XKjhXKekhaelf 2.9 7

75 ïnhibitionKofKuberrantKxNuKReamethylationKïmprovesKPostaimplantationKxevelopmentKofKSomaticK
wellKNuclearKTransferKymbryosbKCellkStemkCellXK2018XKfgXKhfjahgibei 18 43

74 TheKPhyscomitrellaKpatensKchromosomeascaleKassemblyKrevealsKmossKgenomeKstructureKandK
evolutionbKPlantkJournalXK2018XKmgXKieiaigg 6.9 176

73 ïnheritedKxNuKmethylationKprimesKtheKestablishmentKofKaccessibleKchromatinKduringKgenomeK
activationbKGenomekResearchXK2018XKflXKmmlaeddk 9.7 29

72 OverexpressionKofKTetgKinKdonorKcellsKenhancesKgoatKsomaticKcellKnuclearKtransferKefficiencybKFEBSk
JournalXK2018XKfliXKfkdlafkfg 5.7 10

71 ×istoneK×gKfkKmethylationKmodulatesKtheKdynamicsKofKzuNwxfKonKchromatinKtoKfacilitateKN×yJK
andKgenomeKstabilitybKJournalkofkCellkScienceXK2018XKegeXK 5.3 18

70 UniqueKmolecularKeventsKduringKreprogrammingKofKhumanKsomaticKcellsKtoKinducedKpluripotentK
stemKcellsKSiPSwsTKatKnaˆflveKstatebKELifeXK2018XKkXK 8.9 18

69 SingleKwasmKnickaseKinducedKgenerationKofKNRuMPeKknockinKcattleKwithKreducedKoffatargetKeffectsbK
GenomekBiologyXK2017XKelXKeg 18.3 119

68 wSTyunKaKwebserverKforKtheKwellKStateKTransitionKyxpressionKutlasbKNucleickAcidskResearchXK2017XKhiXKWedgaWedl20.1 7

67 MaternalKSallhKïsKïndispensableKforKypigeneticKMaturationKofKMouseKOocytesbKJournalkofkBiologicalk
ChemistryXK2017XKfmfXKekmlaeldk 5.4 27

66 xirectKinductionKofKneuralKprogenitorKcellsKtransientlyKpassesKthroughKaKpartiallyKreprogrammedK
statebKBiomaterialsXK2017XKeemXKigajk 15.6 6

65 xrbseqfnKuKqualityKcontrolKandKanalysisKpipelineKforKparallelKsingleKcellKtranscriptomeKandKepigenomeK
databKPLoSkONEXK2017XKefXKedeldilg 3.7 21

64 MicroRNuaefibKisKaKkeyKepigeneticKregulatoryKfactorKthatKpromotesKnuclearKtransferK
reprogrammingbKJournalkofkBiologicalkChemistryXK2017XKfmfXKeimejaeimfj 5.4 29

63 UsingKlocalKchromatinKstructureKtoKimproveKwRïSPRcwasmKefficiencyKinKzebrafishbKPLoSkONEXK2017XKefXKedelfifl3.7 20

62 wuMnKuKqualityKcontrolKpipelineKforKMNaseaseqKdatabKPLoSkONEXK2017XKefXKedelfkke 3.7 3

61 xistinctKfeaturesKofK×gKhmegKandK×gKfkmegKchromatinKdomainsKinKpreaimplantationKembryosbK
NatureXK2016XKigkXKiilaijf 50.4 341

60 ×istoneKxemethylaseKLSxeKPromotesKudipocyteKxifferentiationKthroughKRepressingKWntKSignalingbK
CellkChemicalkBiologyXK2016XKfgXKefflaefhd 8.2 27

59 ×gKhKMethyltransferaseKSeteaKïsKuKKeyKOcthKwoactivatorKyssentialKforKGenerationKofKOcthKPositiveK
ïnnerKwellKMassbKStemkCellsXK2016XKghXKijiald 5.8 32

(2016-2018)

3



58 womprehensiveKprofilingKrevealsKmechanismsKofKSOXfamediatedKcellKfateKspecificationKinKhumanK
ySwsKandKNPwsbKCellkResearchXK2016XKfjXKekealm 24.7 40

57 whiLinnKaKcomprehensiveKwhïPaseqKandKxNaseaseqKqualityKcontrolKandKanalysisKpipelinebKBMCk
BioinformaticsXK2016XKekXKhdh 3.6 72

56 ïdentificationKofKkeyKfactorsKconqueringKdevelopmentalKarrestKofKsomaticKcellKclonedKembryosKbyK
combiningKembryoKbiopsyKandKsingleacellKsequencingbKCellkDiscoveryXK2016XKfXKejded 22.3 111

55 xrbseqnKaKqualityKcontrolKandKanalysisKpipelineKforKdropletKsequencingbKBioinformaticsXK2016XKgfXKfffeag 7.2 4

54 SyTxveKmodulatesKPRwfKactivityKatKdevelopmentalKgenesKindependentlyKofK×gKmKtrimethylationKinK
mouseKySKcellsbKGenomekResearchXK2015XKfiXKegfiagi 9.7 23

53 TheKcombinationKofKTeteKwithKOcthKgeneratesKhighaqualityKmouseainducedKpluripotentKstemKcellsbK
StemkCellsXK2015XKggXKjljaml 5.8 32

52 ×istoneKmethylationKmediatesKplasticityKofKhumanKzOXPgSWTKregulatoryKTKcellsKbyKmodulatingK
signatureKgeneKexpressionsbKImmunologyXK2014XKeheXKgjfakj 7.8 12

51 wRKwistromenKaKwhïPaSeqKdatabaseKforKchromatinKregulatorsKandKhistoneKmodificationKlinkagesKinK
humanKandKmousebKNucleickAcidskResearchXK2014XKhfXKxhidal 20.1 31

50 MethylPurifynKtumorKpurityKdeconvolutionKandKdifferentialKmethylationKdetectionKfromKsingleKtumorK
xNuKmethylomesbKGenomekBiologyXK2014XKeiXKhem 18.3 55

49 TranscriptionKfactorapathwayKcoexpressionKanalysisKrevealsKcooperationKbetweenKSPeKandKySReKonK
dysregulatingKcellKcycleKarrestKinKnonahyperdiploidKmultipleKmyelomabKLeukemiaXK2014XKflXKlmhamdg 10.7 18

48 wanonicalKnucleosomeKorganizationKatKpromotersKformsKduringKgenomeKactivationbKGenomek
ResearchXK2014XKfhXKfjdaj 9.7 69

47 womputationalKmethodologyKforKwhïPaseqKanalysisbKQuantitativekBiologyXK2013XKeXKihakd 3.9 20

46 vSeQwnKqualityKcontrolKofKbisulfiteKsequencingKexperimentsbKBioinformaticsXK2013XKfmXKgffkam 7.2 35

45 TargetKanalysisKbyKintegrationKofKtranscriptomeKandKwhïPaseqKdataKwithKvyTubKNaturekProtocolsXK
2013XKlXKfidfaei 18.8 255

44 ïntegrativeKgenomicKanalysesKrevealKclinicallyKrelevantKlongKnoncodingKRNusKinKhumanKcancerbK
NaturekStructuralkandkMolecularkBiologyXK2013XKfdXKmdlaeg 17.6 432

43 womputationalKpredictionKofKassociationsKbetweenKlongKnonacodingKRNusKandKproteinsbKBMCk
GenomicsXK2013XKehXKjie 4.5 157

42 wistromezinderKforKwhïPaseqKandKxNaseaseqKdataKreusebKBioinformaticsXK2013XKfmXKegifah 7.2 15

41 MultipleKmetastasesKinKaKnovelKLNwaPKmodelKofKhumanKprostateKcancerbKOncologykReportsXK2013XKgdXKjeiaff3.5 5
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40 wlassifyKhyperdiploidyKstatusKofKmultipleKmyelomaKpatientsKusingKgeneKexpressionKprofilesbKPLoSk
ONEXK2013XKlXKeilldm 3.7 9

39 GzOLxnKaKgeneralizedKfoldKchangeKforKrankingKdifferentiallyKexpressedKgenesKfromKRNuaseqKdatabK
BioinformaticsXK2012XKflXKfklfal 7.2 273

38 wistromeMapnKaKknowledgebaseKandKwebKserverKforKwhïPaSeqKandKxNaseaSeqKstudiesKinKmouseKandK
humanbKBioinformaticsXK2012XKflXKeheeaf 7.2 29

37 GeSïwunKgenomeKsegmentationKfromKintraachromosomalKassociationsbKBMCkGenomicsXK2012XKegXKejh 4.5 5

36 ïdentifyingKwhïPaseqKenrichmentKusingKMuwSbKNaturekProtocolsXK2012XKkXKekflahd 18.8 857

35 SystematicKevaluationKofKfactorsKinfluencingKwhïPaseqKfidelitybKNaturekMethodsXK2012XKmXKjdmaeh 21.6 112

34 xiNuPnKaKsystematicKapproachKtoKidentifyKregionsKofKdifferentialKnucleosomeKpositioningbK
BioinformaticsXK2012XKflXKemjiake 7.2 13

33 womputationalKinferenceKofKmRNuKstabilityKfromKhistoneKmodificationKandKtranscriptomeKprofilesbK
NucleickAcidskResearchXK2012XKhdXKjhehafg 20.1 16

32 LocalKchromatinKdynamicsKofKtranscriptionKfactorsKimplyKcellalineageKspecificKfunctionsKduringK
cellularKdifferentiationbKEpigeneticsXK2012XKkXKiiajf 5.7 4

31 GeneKexpressionKprofilingKofKliverKcancerKstemKcellsKbyKRNuasequencingbKPLoSkONEXK2012XKkXKegkeim 3.7 62

30 UsingKMuwSKtoKidentifyKpeaksKfromKwhïPaSeqKdatabKCurrentkProtocolskinkBioinformaticsXK2011XK
whapterKfXKUnitKfbeh 24.2 149

29 wistromenKanKintegrativeKplatformKforKtranscriptionalKregulationKstudiesbKGenomekBiologyXK2011XKefXKRlg 18.3 461

28 ypigenomeKsequencingKcomesKofKageKinKdevelopmentXKdifferentiationKandKdiseaseKmechanismK
researchbKEpigenomicsXK2011XKgXKfdkafd 4.4 5

27 uKcomprehensiveKviewKofKnuclearKreceptorKcancerKcistromesbKCancerkResearchXK2011XKkeXKjmhdak 10.1 99

26 waSNPnKaKdatabaseKforKinterrogatingKcopyKnumberKalterationsKofKcancerKgenomeKfromKSNPKarrayK
databKNucleickAcidskResearchXK2011XKgmXKxmjlakh 20.1 20

25
yvidenceKagainstKaKgenomicKcodeKforKnucleosomeKpositioningbKReplyKtoKMNucleosomeKsequenceK
preferencesKinfluenceKinKvivoKnucleosomeKorganizationbMbKNaturekStructuralkandkMolecularkBiologyXK
2010XKekXKmfdag

17.6 60

24 whromatinKsignatureKofKembryonicKpluripotencyKisKestablishedKduringKgenomeKactivationbKNatureXK
2010XKhjhXKmffaj 50.4 285

23 NucleosomeKdynamicsKdefineKtranscriptionalKenhancersbKNaturekGeneticsXK2010XKhfXKghgak 36.3 382

(2010-2013)
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22
NucleosomeKdepletionKatKyeastKterminatorsKisKnotKintrinsicKandKcanKoccurKbyKaKtranscriptionalK
mechanismKlinkedKtoKgRaendKformationbKProceedingskofkthekNationalkAcademykofkScienceskofkthek
UnitedkStateskofkAmericaXK2010XKedkXKekmhiaid

11.5 65

21 uKnovelKsulindacKderivativeKlackingKcyclooxygenaseainhibitoryKactivitiesKsuppressesKcarcinogenesisK
inKtheKtransgenicKadenocarcinomaKofKmouseKprostateKmodelbKCancerkPreventionkResearchXK2010XKgXKlliami3.2 9

20 ïdentificationKandKcharacterizationKofKhumanKsnoRNuKcoreKpromotersbKGenomicsXK2010XKmjXKidaj 4.3 14

19 uKtranscriptionalKsignatureKandKcommonKgeneKnetworksKlinkKcancerKwithKlipidKmetabolismKandK
diverseKhumanKdiseasesbKCancerkCellXK2010XKekXKghlaje 24.3 263

18 ïntrinsicKhistoneaxNuKinteractionsKareKnotKtheKmajorKdeterminantKofKnucleosomeKpositionsKinKvivobK
NaturekStructuralkandkMolecularkBiologyXK2009XKejXKlhkaif 17.6 293

17 undrogenKreceptorKregulatesKaKdistinctKtranscriptionKprogramKinKandrogenaindependentKprostateK
cancerbKCellXK2009XKeglXKfhiaij 56.2 691

16 ïdentifyingKpositionedKnucleosomesKwithKepigeneticKmarksKinKhumanKfromKwhïPaSeqbKBMCkGenomicsXK
2008XKmXKigk 4.5 103

15 ModelabasedKanalysisKofKwhïPaSeqKSMuwSTbKGenomekBiologyXK2008XKmXKRegk 18.3 8406

14 zoxueKtranslatesKepigeneticKsignaturesKintoKenhanceradrivenKlineageaspecificKtranscriptionbKCellXK
2008XKegfXKmilakd 56.2 746

13 PPuRgammaKandKwcyvPKfactorsKorchestrateKadipocyteKbiologyKviaKadjacentKbindingKonKaK
genomeawideKscalebKGeneskandkDevelopmentXK2008XKffXKfmheaif 12.6 582

12 GenomeawideKanalysisKofKmammalianKxNuKsegmentKfusioncfissionbKJournalkofkTheoreticalkBiologyXK
2006XKfhdXKfddal 2.3 3

11 PhylopheneticKpropertiesKofKmetabolicKpathwayKtopologiesKasKrevealedKbyKglobalKanalysisbKBMCk
BioinformaticsXK2006XKkXKfif 3.6 23

10 NPïnternKtheKnoncodingKRNusKandKproteinKrelatedKbiomacromoleculesKinteractionKdatabasebKNucleick
AcidskResearchXK2006XKghXKxeidaf 20.1 63

9 xynamicKchangesKinKsubgraphKpreferenceKprofilesKofKcrucialKtranscriptionKfactorsbKPLoSk
ComputationalkBiologyXK2006XKfXKehk 5 12

8 zasterKandKmoreKaccurateKglobalKproteinKfunctionKassignmentKfromKproteinKinteractionKnetworksK
usingKtheKMzGOKalgorithmbKFEBSkLettersXK2006XKildXKelmeaj 3.8 16

7 ïdentifyingK×fqabindingKsmallKRNuKtargetsKinKyscherichiaKcolibKBiochemicalkandkBiophysicalkResearchk
CommunicationsXK2006XKghgXKmidai 3.4 11

6 ïntegratedKanalysisKofKmultipleKdataKsourcesKrevealsKmodularKstructureKofKbiologicalKnetworksbK
BiochemicalkandkBiophysicalkResearchkCommunicationsXK2006XKghiXKgdfam 3.4 25

5 NONwOxynKanKintegratedKknowledgeKdatabaseKofKnonacodingKRNusbKNucleickAcidskResearchXK2005XK
ggXKxeefai 20.1 223
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4 wonservationKanalysisKofKsmallKRNuKgenesKinKyscherichiaKcolibKBioinformaticsXK2004XKfdXKimmajdg 7.2 25

3 TheKinteractomeKasKaKtreeaaanKattemptKtoKvisualizeKtheKproteinaproteinKinteractionKnetworkKinKyeastbK
NucleickAcidskResearchXK2004XKgfXKhldhaee 20.1 36

2 xetectingKchimericKiRcgRUTRsKwithKcrossachromosomalKsplicingKbyKbioinformaticsbKSciencekBulletinXK
2004XKhmXKedie

1 xrbseqfnKaKqualityKcontrolKandKanalysisKpipelineKforKparallelKsingleKcellKtranscriptomeKandKepigenomeKdata 1
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