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j Paper IF Citations

88 IntegratedMpseudotimeManalysisMofMhumanMpreZimplantationMembryoMsingleZcellMtranscriptomesM
revealsMtheMdynamicsMofMlineageMspecificationaMCellmStemmCellYM2021YMekYMdiehZdigcaei 18 14

87 ProgenitorMidentificationMandMStRSZvoVZeMinfectionMinMhumanMdistalMlungMorganoidsaMNatureYM2020YM
hkkYMijcZijh 50.4 103

86 vombinatorialMsingleZcellMvRISPRMscreensMbyMdirectMguideMRNtMcaptureMandMtargetedMsequencingaM
NaturemBiotechnologyYM2020YMfkYMlhgZlid 44.5 85

85 ProgenitorMidentificationMandMStRSZvoVZeMinfectionMinMlongZtermMhumanMdistalMlungMorganoidM
culturesM2020YM 17

84 wefiningMtheMlandscapeMofMtTPZcompetitiveMinhibitorMresistanceMresiduesMinMproteinMkinasesaMNaturem
StructuralmandmMolecularmBiologyYM2020YMejYMleZdcg 17.6 12

83
IdentificationMofMyunctionalMVariantsMinMtheMytMdftMvhronicMObstructiveMPulmonaryMwiseaseM
zenomeZWideMtssociationMStudyMLocusMbyMMassivelyMParallelMReporterMtssaysaMAmericanmJournalmofm
RespiratorymandmCriticalmCaremMedicineYM2019YMdllYMheZid

10.2 23

82 LossMofMwNtMmethyltransferaseMactivityMinMprimedMhumanMxSMcellsMtriggersMincreasedMcellZcellM
variabilityMandMtranscriptionalMrepressionaMDevelopmentmvCambridgexYM2019YMdgiYM 6.6 5

81 ParallelMderivationMofMisogenicMhumanMprimedMandMnaiveMinducedMpluripotentMstemMcellsaMNaturem
CommunicationsYM2018YMlYMfic 17.4 70

80 wefiningMtheMhumanMveβeMzincMfingerMdegromeMtargetedMbyMthalidomideManalogsMthroughMvRuNaM
ScienceYM2018YMfieYM 33.3 171

79 tligningMSingleZvellMwevelopmentalMandMReprogrammingMTrajectoriesMIdentifiesMMolecularM
weterminantsMofMMyogenicMReprogrammingMOutcomeaMCellmSystemsYM2018YMjYMehkZeikaef 10.6 40

78 SystematicMdissectionMofMgenomicMfeaturesMdeterminingMtranscriptionMfactorMbindingMandMenhancerM
functionaMProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM2017YMddgYMxdeldZxdfcc11.5 93

77 MassivelyMparallelMdigitalMtranscriptionalMprofilingMofMsingleMcellsaMNaturemCommunicationsYM2017YMkYMdgcgl 17.4 2276

76 NonZequivalenceMofMWntMandMRZspondinMligandsMduringMLgrhMintestinalMstemZcellMselfZrenewalaMNature
YM2017YMhghYMefkZege 50.4 209

75 LargeYMwiverseMPopulationMvohortsMofMhiPSvsMandMwerivedMβepatocyteZlikeMvellsMRevealMyunctionalM
zeneticMVariationMatMuloodMLipidZtssociatedMLociaMCellmStemmCellYM2017YMecYMhhkZhjcaedc 18 102

74 OrganismZLevelMtnalysisMofMVaccinationMRevealsMNetworksMofMProtectionMacrossMTissuesaMCellYM2017YM
djdYMflkZgdfaeed 56.2 50

73 wynamicsMofMlineageMcommitmentMrevealedMbyMsingleZcellMtranscriptomicsMofMdifferentiatingM
embryonicMstemMcellsaMNaturemCommunicationsYM2017YMkYMdcli 17.4 92

72 IntestinalMxnteroendocrineMLineageMvellsMPossessMβomeostaticMandMInjuryZInducibleMStemMvellM
tctivityaMCellmStemmCellYM2017YMedYMjkZlcaei 18 203
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71 RegistryMinMaMtubemMmultiplexedMpoolsMofMretrievableMpartsMforMgeneticMdesignMspaceMexplorationaM
NucleicmAcidsmResearchYM2017YMghYMdhhfZdhih 20.1 24

70 ProspectiveMfunctionalMclassificationMofMallMpossibleMmissenseMvariantsMinMPPtRzaMNaturemGeneticsYM
2016YMgkYMdhjcZdhjh 36.3 149

69 LINekMRegulatesMStemMvellMMetabolismMandMvonversionMtoMPrimedMPluripotencyaMCellmStemmCellYM2016
YMdlYMiiZkc 18 192

68 wirectMIdentificationMofMβundredsMofMxxpressionZModulatingMVariantsMusingMaMMultiplexedMReporterM
tssayaMCellYM2016YMdihYMdhdlZdhel 56.2 228

67 SystematicMyunctionalMwissectionMofMvommonMzeneticMVariationMtffectingMRedMuloodMvellMTraitsaMCell
YM2016YMdihYMdhfcZdhgh 56.2 204

66 SimultaneousMPathwayMtctivityMInferenceMandMzeneMxxpressionMtnalysisMUsingMRNtMSequencingaMCellm
SystemsYM2016YMeYMfefZffg 10.6 19

65 PhenotypicMvharacterizationMofMaMvomprehensiveMSetMofMMtPKdbxRKeMMissenseMMutantsaMCellm
ReportsYM2016YMdjYMddjdZddkf 10.6 78

64 tMdistantMtrophoblastZspecificMenhancerMcontrolsMβLtZzMexpressionMatMtheMmaternalZfetalMinterfaceaM
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaYM2016YMddfYMhfigZl 11.5 55

63 zenomeZscaleMhighZresolutionMmappingMofMactivatingMandMrepressiveMnucleotidesMinMregulatoryM
regionsaMNaturemBiotechnologyYM2016YMfgYMddkcZddlc 44.5 85

62 IntegrativeMtnalysesMofMβumanMReprogrammingMRevealMwynamicMNatureMofMInducedMPluripotencyaM
CellYM2015YMdieYMgdeZgeg 56.2 148

61 wissectingMneuralMdifferentiationMregulatoryMnetworksMthroughMepigeneticMfootprintingaMNatureYM
2015YMhdkYMfhhZfhl 50.4 140

60 IdentificationMofMnuclearMhormoneMreceptorMpathwaysMcausingMinsulinMresistanceMbyMtranscriptionalM
andMepigenomicManalysisaMNaturemCellmBiologyYM2015YMdjYMggZhi 23.4 49

59 TheMdynamicsMandMregulatorsMofMcellMfateMdecisionsMareMrevealedMbyMpseudotemporalMorderingMofM
singleMcellsaMNaturemBiotechnologyYM2014YMfeYMfkdZfki 44.5 2466

58 uriefMreportmMimportanceMofMSOXkMforMinMvitroMchondrogenicMdifferentiationMofMhumanMmesenchymalM
stromalMcellsaMStemmCellsYM2014YMfeYMdielZfh 5.8 10

57 zenomeZscaleMvRISPRZvaslMknockoutMscreeningMinMhumanMcellsaMScienceYM2014YMfgfYMkgZkj 33.3 3080

56 microRNtZdgcMtargetsMRtLtMandMregulatesMchondrogenicMdifferentiationMofMhumanMmesenchymalM
stemMcellsMbyMtranslationalMenhancementMofMSOXlMandMtvtNaMStemmCellsmandmDevelopmentYM2014YMefYMelcZfcg4.4 95

55 PerturbationMofMmitMwritersMrevealsMtwoMdistinctMclassesMofMmRNtMmethylationMatMinternalMandMhTM
sitesaMCellmReportsYM2014YMkYMekgZli 10.6 700

54 TheMregulatoryMlandscapeMofMosteogenicMdifferentiationaMStemmCellsYM2014YMfeYMejkcZlf 5.8 72

(2014-2017)
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53 MassivelyMparallelMreporterMassaysMinMculturedMmammalianMcellsaMJournalmofmVisualizedmExperimentsYM
2014YM 1.6 32

52 tlteredMchromatinMoccupancyMofMmasterMregulatorsMunderliesMevolutionaryMdivergenceMinMtheM
transcriptionalMlandscapeMofMerythroidMdifferentiationaMPLoSmGeneticsYM2014YMdcYMedccgklc 6 33

51 xnhancedMmethodsMforMunbiasedMdeepMsequencingMofMLassaMandMxbolaMRNtMvirusesMfromMclinicalMandM
biologicalMsamplesaMGenomemBiologyYM2014YMdhYMhdl 18.3 97

50 vomprehensiveMmutationalMscanningMofMaMkinaseMinMvivoMrevealsMsubstrateZdependentMfitnessM
landscapesaMNucleicmAcidsmResearchYM2014YMgeYMedde 20.1 109

49 ZuxwiMmodulatesMtheMtranscriptionMofMmyogenicMgenesMinMmouseMmyoblastMcellsaMPLoSmONEYM2014YMlYMelgdkj3.7 16

48 tnalysisMofMtheMeffectsMofMfiveMfactorsMrelevantMtoMinMvitroMchondrogenesisMofMhumanMmesenchymalM
stemMcellsMusingMfactorialMdesignMandMhighMthroughputMmRNtZprofilingaMPLoSmONEYM2014YMlYMeliidh 3.7 29

47 zenomeZwideMmapMofMquantifiedMepigeneticMchangesMduringMinMvitroMchondrogenicMdifferentiationMofM
primaryMhumanMmesenchymalMstemMcellsaMBMCmGenomicsYM2013YMdgYMdch 4.5 61

46 vellularMsourceMandMmechanismsMofMhighMtranscriptomeMcomplexityMinMtheMmammalianMtestisaMCellm
ReportsYM2013YMfYMedjlZlc 10.6 334

45 xarlyMuZcellMfactorZdMUxuydVMisMaMkeyMregulatorMofMmetabolicMandMinflammatoryMsignalingMpathwaysMinM
matureMadipocytesaMJournalmofmBiologicalmChemistryYM2013YMekkYMfhlehZfl 5.4 31

44 βighZresolutionMmappingMrevealsMaMconservedYMwidespreadYMdynamicMmRNtMmethylationMprogramMinM
yeastMmeiosisaMCellYM2013YMdhhYMdgclZed 56.2 415

43 SystematicMdissectionMofMregulatoryMmotifsMinMecccMpredictedMhumanMenhancersMusingMaMmassivelyM
parallelMreporterMassayaMGenomemResearchYM2013YMefYMkccZdd 9.7 191

42 NeuralZspecificMSoxeMinputMandMdifferentialMzliZbindingMaffinityMprovideMcontextMandMpositionalM
informationMinMShhZdirectedMneuralMpatterningaMGenesmandmDevelopmentYM2012YMeiYMekceZdi 12.6 124

41 tnMintegratedMencyclopediaMofMwNtMelementsMinMtheMhumanMgenomeaMNatureYM2012YMgklYMhjZjg 50.4 11449

40 vonvergentMandMdivergentMevolutionMofMgenomicMimprintingMinMtheMmarsupialMMonodelphisM
domesticaaMBMCmGenomicsYM2012YMdfYMflg 4.5 16

39 IntegrativeMgenomicsMidentifiesMtheMcorepressorMSMRTMasMaMgatekeeperMofMadipogenesisMthroughMtheM
transcriptionMfactorsMvbxuP˛†MandMKtISOaMMolecularmCellYM2012YMgiYMffhZhc 17.6 62

38 tMuniqueMregulatoryMphaseMofMwNtMmethylationMinMtheMearlyMmammalianMembryoaMNatureYM2012YMgkgYMfflZgg50.4 723

37 SystematicMdissectionMandMoptimizationMofMinducibleMenhancersMinMhumanMcellsMusingMaMmassivelyM
parallelMreporterMassayaMNaturemBiotechnologyYM2012YMfcYMejdZj 44.5 431

36 yOSLeMpromotesMleptinMgeneMexpressionMinMhumanMandMmouseMadipocytesaMJournalmofmClinicalm
InvestigationYM2012YMdeeYMdcdcZed 15.9 54
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35 tMuserTsMguideMtoMtheMencyclopediaMofMwNtMelementsMUxNvOwxVaMPLoSmBiologyYM2011YMlYMedccdcgi 9.7 1060

34 MappingMandManalysisMofMchromatinMstateMdynamicsMinMnineMhumanMcellMtypesaMNatureYM2011YMgjfYMgfZl 50.4 2153

33 TheMNIβMRoadmapMxpigenomicsMMappingMvonsortiumaMNaturemBiotechnologyYM2010YMekYMdcghZk 44.5 1284

32 zenomeZscaleMwNtMmethylationMmappingMofMclinicalMsamplesMatMsingleZnucleotideMresolutionaMNaturem
MethodsYM2010YMjYMdffZi 21.6 258

31 vomparativeMepigenomicManalysisMofMmurineMandMhumanMadipogenesisaMCellYM2010YMdgfYMdhiZil 56.2 402

30 ZuxwiYMaMnovelMtranscriptionMfactorMderivedMfromMaMdomesticatedMwNtMtransposonMregulatesMIzyeM
expressionMandMmuscleMgrowthaMPLoSmBiologyYM2009YMjYMedcccehi 9.7 124

29 vhromatinMsignatureMrevealsMoverMaMthousandMhighlyMconservedMlargeMnonZcodingMRNtsMinMmammalsaM
NatureYM2009YMghkYMeefZj 50.4 3230

28 wissectingMdirectMreprogrammingMthroughMintegrativeMgenomicManalysisaMNatureYM2008YMghgYMglZhh 50.4 1205

27 zenomeZscaleMwNtMmethylationMmapsMofMpluripotentMandMdifferentiatedMcellsaMNatureYM2008YMghgYMjiiZjc 50.4 1999

26 zenomewideManalysisMofMPRvdMandMPRveMoccupancyMidentifiesMtwoMclassesMofMbivalentMdomainsaMPLoSm
GeneticsYM2008YMgYMedcccege 6 746

25 SolvingMnonlinearMpolynomialMsystemsMinMtheMbarycentricMuernsteinMbasisaMVisualmComputerYM2008YMegYMdkjZecc2.3 20

24 zenomeMofMtheMmarsupialMMonodelphisMdomesticaMrevealsMinnovationMinMnonZcodingMsequencesaM
NatureYM2007YMggjYMdijZjj 50.4 577

23 zenomeZwideMmapsMofMchromatinMstateMinMpluripotentMandMlineageZcommittedMcellsaMNatureYM2007YM
ggkYMhhfZic 50.4 3296

22
SystematicMdiscoveryMofMregulatoryMmotifsMinMconservedMregionsMofMtheMhumanMgenomeYMincludingM
thousandsMofMvTvyMinsulatorMsitesaMProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericaYM2007YMdcgYMjdghZhc

11.5 242

21 SystemZwideMgenomicMandMbiochemicalMcomparisonsMofMsialicMacidMbiologyMamongMprimatesMandM
rodentsmMxvidenceMforMtwoMmodesMofMrapidMevolutionaMJournalmofmBiologicalmChemistryYM2006YMekdYMehiklZjce5.4 46

20 tMsecondMfattyMacidMamideMhydrolaseMwithMvariableMdistributionMamongMplacentalMmammalsaMJournalm
ofmBiologicalmChemistryYM2006YMekdYMfihilZjk 5.4 257

19 tMbivalentMchromatinMstructureMmarksMkeyMdevelopmentalMgenesMinMembryonicMstemMcellsaMCellYM2006YM
dehYMfdhZei 56.2 4097

18 PositiveMnaturalMselectionMinMtheMhumanMlineageaMScienceYM2006YMfdeYMdidgZec 33.3 833

(2006-2011)
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17 wNtMsequenceMandManalysisMofMhumanMchromosomeMkaMNatureYM2006YMgflYMffdZh 50.4 86

16 wNtMsequenceMandManalysisMofMhumanMchromosomeMdkaMNatureYM2005YMgfjYMhhdZh 50.4 45

15 InitialMsequenceMofMtheMchimpanzeeMgenomeMandMcomparisonMwithMtheMhumanMgenomeaMNatureYM2005YM
gfjYMilZkj 50.4 1828

14 zenomeMsequenceYMcomparativeManalysisMandMhaplotypeMstructureMofMtheMdomesticMdogaMNatureYM
2005YMgfkYMkcfZdl 50.4 1809

13 TheMcaseMforMselectionMatMvvRhZweltafeaMPLoSmBiologyYM2005YMfYMefjk 9.7 153

12 ImprovingMgenomeMannotationsMusingMphylogeneticMprofileManomalyMdetectionaMBioinformaticsYM2005YM
edYMgigZjc 7.2 20

11 tMhumanZspecificMgeneMinMmicrogliaaMScienceYM2005YMfclYMdilf 33.3 94

10
TheMwtILYMUwailyMtutomatedMIntensiveMLogMforMYouthVMtrialmMaMwirelessYMportableMsystemMtoMimproveM
adherenceMandMglycemicMcontrolMinMyouthMwithMdiabetesaMDiabetesmTechnologymandmTherapeuticsYM2004
YMiYMgghZhf

8.1 67

9 WhatMmakesMusMhumanraMGenomemBiologyYM2004YMhYMefk 18.3 1

8 TheMxNvOwxMUxNvyclopediaMOfMwNtMxlementsVMProjectaMScienceYM2004YMfciYMifiZgc 33.3 1692

7 InitialMsequencingMandManalysisMofMtheMhumanMgenomeaMNatureYM2001YMgclYMkicZled 50.4 17366

6 βighZThroughputMwNtMSequencinggjZij

5 vharacterizationMofMdirectedMdifferentiationMbyMhighZthroughputMsingleZcellMRNtZSeq 111

4 βighZThroughputMScreeningMandMvRISPRZvaslMModelingMofMvausalMLipidZtssociatedMxxpressionM
QuantitativeMTraitMLocusMVariants 3

3 tligningMsingleZcellMdevelopmentalMandMreprogrammingMtrajectoriesMidentifiesMmolecularM
determinantsMofMreprogrammingMoutcome 4

2 wirectMcaptureMofMvRISPRMguidesMenablesMscalableYMmultiplexedYMandMmultiZomicMPerturbZseq 9

1 SpatioZtemporalManalysisMofMhumanMpreimplantationMdevelopmentMrevealsMdynamicsMofMepiblastMandMtrophectoderm5
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