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91 TheOxmiOmaizeOgenomepOcomplexitybOdiversitybOandOdynamicsdOSciencebO2009bOihlbOggghck 33.3 2949

90 TheOSorghumObicolorOgenomeOandOtheOdiversificationOofOgrassesdONaturebO2009bOjkmbOkkgcl 50.4 2200

89 TheOgeneticOarchitectureOofOmaizeOfloweringOtimedOSciencebO2009bOihkbOmgjcn 33.3 1043

88 zevelopmentOandOmappingOofOhhjfOnewOSSROmarkersOforOriceOWOryzaOsativaOLdZdODNAnResearchbO2002bO
obOgoochfm 4.5 1009

87 GeneticOpropertiesOofOtheOmaizeOnestedOassociationOmappingOpopulationdOSciencebO2009bOihkbOmimcjf 33.3 775

86 ωvidenceOforOnetworkOevolutionOinOanOwrabidopsisOinteractomeOmapdOSciencebO2011bOiiibOlfgcm 33.3 689

85 ImprovedOmaizeOreferenceOgenomeOwithOsinglecmoleculeOtechnologiesdONaturebO2017bOkjlbOkhjckhm 50.4 643

84 wOfirstcgenerationOhaplotypeOmapOofOmaizedOSciencebO2009bOihlbOgggkcm 33.3 613

83 yomparativeOpopulationOgenomicsOofOmaizeOdomesticationOandOimprovementdONaturenGeneticsbO2012
bOjjbOnfncgg 36.3 600

82 MaizeOHapMaphOidentifiesOextantOvariationOfromOaOgenomeOinOfluxdONaturenGeneticsbO2012bOjjbOnficm 36.3 470

81 TheOxioMartOcommunityOportalpOanOinnovativeOalternativeOtoOlargebOcentralizedOdataOrepositoriesdO
NucleicnAcidsnResearchbO2015bOjibOWknocon 20.1 468

80 GeneticOstructureOandOdomesticationOhistoryOofOtheOgrapedOProceedingsnofnthenNationalnAcademynofn
SciencesnofnthenUnitednStatesnofnAmericabO2011bOgfnbOikifck 11.5 468

79 GenomecwideOassociationOstudyOofOquantitativeOresistanceOtoOsouthernOleafOblightOinOtheOmaizeO
nestedOassociationOmappingOpopulationdONaturenGeneticsbO2011bOjibOglicn 36.3 444

78 KxasepOTheOUnitedOStatesOzepartmentOofOωnergyOSystemsOxiologyOKnowledgebasedONaturen
BiotechnologybO2018bOilbOkllcklo 44.5 419

77 ωnsemblOGenomesOhfglpOmoreOgenomesbOmoreOcomplexitydONucleicnAcidsnResearchbO2016bOjjbOzkmjcnf 20.1 408

76 ωnsemblOGenomesOhfgnpOanOintegratedOomicsOinfrastructureOforOnoncvertebrateOspeciesdONucleicn
AcidsnResearchbO2018bOjlbOznfhcznfn 20.1 330

75 UnveilingOtheOcomplexityOofOtheOmaizeOtranscriptomeObyOsinglecmoleculeOlongcreadOsequencingdO
NaturenCommunicationsbO2016bOmbOggmfn 17.4 322
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74 TheOiPlantOyollaborativepOyyberinfrastructureOforOPlantOxiologydOFrontiersninnPlantnSciencebO2011bOhbOij 6.2 306

73 wOgenomecwideOcharacterizationOofOmicroRNwOgenesOinOmaizedOPLoSnGeneticsbO2009bOkbOegfffmgl 6 265

72 MwKωRcPpOaOtoolOkitOforOtheOrapidOcreationbOmanagementbOandOqualityOcontrolOofOplantOgenomeO
annotationsdOPlantnPhysiologybO2014bOgljbOkgichj 6.6 260

71 PervasiveOgeneOcontentOvariationOandOcopyOnumberOvariationOinOmaizeOandOitsOundomesticatedO
progenitordOGenomenResearchbO2010bOhfbOglnocoo 9.7 236

70 GenomesOofOgiOdomesticatedOandOwildOriceOrelativesOhighlightOgeneticOconservationbOturnoverOandO
innovationOacrossOtheOgenusOOryzadONaturenGeneticsbO2018bOkfbOhnkchol 36.3 229

69 ZmyyTOandOtheOgeneticObasisOofOdayclengthOadaptationOunderlyingOtheOpostdomesticationOspreadOofO
maizedOProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericabO2012bOgfobOωgogichg11.5 226

68 ωnsemblOGenomesOhfhfcenablingOnoncvertebrateOgenomicOresearchdONucleicnAcidsnResearchbO2020bO
jnbOzlnoczlok 20.1 214

67 ωxtensiveOintraspecificOgeneOorderOandOgeneOstructuralOvariationsObetweenOMogmOandOotherOmaizeO
genomesdONaturenGeneticsbO2018bOkfbOghnocghok 36.3 201

66 TheOmaizeOmethylomeOinfluencesOmRNwOspliceOsitesOandOrevealsOwidespreadOparamutationclikeO
switchesOguidedObyOsmallORNwdOGenomenResearchbO2013bOhibOglkgclh 9.7 199

65 TheOiPlantOyollaborativepOyyberinfrastructureOforOωnablingOzataOtoOziscoveryOforOtheOLifeOSciencesdO
PLoSnBiologybO2016bOgjbOegffhijh 9.7 191

64 ωnsemblOGenomesOhfgipOscalingOupOaccessOtoOgenomecwideOdatadONucleicnAcidsnResearchbO2014bOjhbOzkjlckh20.1 179

63 RapidOgenomicOcharacterizationOofOtheOgenusOvitisdOPLoSnONEbO2010bOkbOenhgo 3.7 166

62 GrameneOdatabaseOinOhfgfpOupdatesOandOextensionsdONucleicnAcidsnResearchbO2011bOiobOzgfnkcoj 20.1 145

61 GrameneOhfgipOcomparativeOplantOgenomicsOresourcesdONucleicnAcidsnResearchbO2014bOjhbOzggoico 20.1 143

60 xenchmarkingOtransposableOelementOannotationOmethodsOforOcreationOofOaOstreamlinedbO
comprehensiveOpipelinedOGenomenBiologybO2019bOhfbOhmk 18.3 128

59 TheOmaizeOWhhOgenomeOprovidesOaOfoundationOforOfunctionalOgenomicsOandOtransposonObiologydO
NaturenGeneticsbO2018bOkfbOghnhcghnn 36.3 114

58 GrameneOhfgnpOunifyingOcomparativeOgenomicsOandOpathwayOresourcesOforOplantOresearchdONucleicn
AcidsnResearchbO2018bOjlbOzggngczggno 20.1 107

57 GrameneOhfglpOcomparativeOplantOgenomicsOandOpathwayOresourcesdONucleicnAcidsnResearchbO2016bO
jjbOzggiicjf 20.1 102
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56 RegulatoryOmodulesOcontrollingOmaizeOinflorescenceOarchitecturedOGenomenResearchbO2014bOhjbOjigcji 9.7 102

55 wOgenomeOscaleOmetabolicOnetworkOforOriceOandOaccompanyingOanalysisOofOtryptophanbOauxinOandO
serotoninObiosynthesisOregulationOunderObioticOstressdORicebO2013bOlbOgk 5.8 72

54 wOSorghumOMutantOResourceOasOanOωfficientOPlatformOforOGeneOziscoveryOinOGrassesdOPlantnCellbO2016
bOhnbOgkkgclh 11.6 68

53 yharacterizationOofOmiRNwsOinOresponseOtoOshortctermOwaterloggingOinOthreeOinbredOlinesOofOZeaO
maysdOPLoSnONEbO2012bOmbOeiomnl 3.7 65

52
HighcthroughputOcomparisonbOfunctionalOannotationbOandOmetabolicOmodelingOofOplantOgenomesO
usingOtheOPlantSωωzOresourcedOProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesn
ofnAmericabO2014bOgggbOoljkckf

11.5 60

51 wOcomparativeOtranscriptionalOlandscapeOofOmaizeOandOsorghumOobtainedObyOsinglecmoleculeO
sequencingdOGenomenResearchbO2018bOhnbOohgcoih 9.7 54

50 PlantOReactomepOaOresourceOforOplantOpathwaysOandOcomparativeOanalysisdONucleicnAcidsnResearchbO
2017bOjkbOzgfhoczgfio 20.1 52

49 MaizeOMetabolicONetworkOyonstructionOandOTranscriptomeOwnalysisdOPlantnGenomebO2013bOlbOplantgenomehfghdfodffhk4.4 50

48 RevivingOtheOTranscriptomeOStudiespOwnOInsightOIntoOtheOωmergenceOofOSinglecMoleculeO
TranscriptomeOSequencingdOFrontiersninnGeneticsbO2019bOgfbOinj 4.5 48

47 wutomatedOupdatebOrevisionbOandOqualityOcontrolOofOtheOmaizeOgenomeOannotationsOusingOMwKωRcPO
improvesOtheOxmiORefGen_viOgeneOmodelsOandOidentifiesOnewOgenesdOPlantnPhysiologybO2015bOglmbOhkcio 6.6 43

46 GaplessOassemblyOofOmaizeOchromosomesOusingOlongcreadOtechnologiesdOGenomenBiologybO2020bOhgbOghg 18.3 41

45 zeOnovoOassemblybOannotationbOandOcomparativeOanalysisOofOhlOdiverseOmaizeOgenomesdOSciencebO
2021bOimibOlkkcllh 33.3 40

44 HighlyOaccurateOlongcreadOHiFiOsequencingOdataOforOfiveOcomplexOgenomesdOScientificnDatabO2020bOmbOioo 8.2 39

43 zisentanglingOmethodologicalOandObiologicalOsourcesOofOgeneOtreeOdiscordanceOonOOryzaOWPoaceaeZO
chromosomeOidOSystematicnBiologybO2014bOlibOljkcko 8.4 37

42 MSzgOregulatesOpedicellateOspikeletOfertilityOinOsorghumOthroughOtheOjasmonicOacidOpathwaydONaturen
CommunicationsbO2018bOobOnhh 17.4 36

41 wnOultrachighcdensityOmapOasOaOcommunityOresourceOforOdiscerningOtheOgeneticObasisOofOquantitativeO
traitsOinOmaizedOBMCnGenomicsbO2015bOglbOgfmn 4.5 35

40 GrameneOzatabasepONavigatingOPlantOyomparativeOGenomicsOResourcesdOCurrentnPlantnBiologybO2016
bOmcnbOgfcgk 3.3 35

39 GenomecwideOcomputationalOpredictionOandOanalysisOofOcoreOpromoterOelementsOacrossOplantO
monocotsOandOdicotsdOPLoSnONEbO2013bOnbOemofgg 3.7 33
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38 GrameneOhfhgpOharnessingOtheOpowerOofOcomparativeOgenomicsOandOpathwaysOforOplantOresearchdO
NucleicnAcidsnResearchbO2021bOjobOzgjkhczgjli 20.1 29

37 TheOOryzaOxwyOresourcepOaOgenuscwideOandOgenomeOscaleOtoolOforOexploringOriceOgenomeOevolutionO
andOleveragingOusefulOgeneticOdiversityOfromOwildOrelativesdOBreedingnSciencebO2010bOlfbOkilckji 2 26

36 HaplotypingOtheOVitisOcollinearOcoreOgenomeOwithOrhwmpSeqOimprovesOmarkerOtransferabilityOinOaO
diverseOgenusdONaturenCommunicationsbO2020bOggbOjgi 17.4 24

35 PlantOReactomepOaOknowledgebaseOandOresourceOforOcomparativeOpathwayOanalysisdONucleicnAcidsn
ResearchbO2020bOjnbOzgfoiczggfi 20.1 24

34 ωxpandingOandOVettingOSorghumObicolorOGeneOwnnotationsOthroughOTranscriptomeOandOMethylomeO
SequencingdOPlantnGenomebO2014bOmbOplantgenomehfgidfndffhk 4.4 22

33 ωffectOofOsequenceOdepthOandOlengthOinOlongcreadOassemblyOofOtheOmaizeOinbredONyikndONaturen
CommunicationsbO2020bOggbOhhnn 17.4 21

32 RevealingOgeneOregulationOandOassociationsOthroughObiologicalOnetworksdOCurrentnPlantnBiologybO
2015bOicjbOifcio 3.3 21

31 GrameneMartpOtheOxioMartOdataOportalOforOtheOGrameneOprojectdODatabase:nthenJournalnofnBiologicaln
DatabasesnandnCurationbO2012bOhfghbObarfkl 5 21

30 ωfficientOIdentificationOofOyausalOMutationsOthroughOSequencingOofOxulkedOFOfromOTwoOwllelicO
xloomlessOMutantsOofdOFrontiersninnPlantnSciencebO2017bOnbOhhlm 6.2 20

29 FertilityOofOPedicellateOSpikeletsOinOSorghumOIsOyontrolledObyOaOJasmonicOwcidORegulatoryOModuledO
InternationalnJournalnofnMolecularnSciencesbO2019bOhfbO 6.3 17

28 GramenepOwOResourceOforOyomparativeOwnalysisOofOPlantsOGenomesOandOPathwaysdOMethodsninn
MolecularnBiologybO2016bOgimjbOgjgcli 1.4 14

27 TheOzominantOandOPoorlyOPenetrantOPhenotypesOofOMaizeOwreOyausedObyOzNwOMethylationOyhangesO
atOaOLinkedOTransposondOPlantnCellbO2018bOifbOifflcifhi 11.6 13

26 IdentificationOofOtheOFirstONuclearOMaleOSterilityOGeneOWMalecsterileOoZOinOSorghumdOPlantnGenomebO
2019bOghbOgcgh 4.4 11

25 TheONextOGenerationOofOTrainingOforOwrabidopsisOResearcherspOxioinformaticsOandOQuantitativeO
xiologydOPlantnPhysiologybO2017bOgmkbOgjoocgkfo 6.6 10

24 SorghumOωncodesOanOˇ�ciOFattyOwcidOzesaturaseOthatOIncreasesOGrainONumberObyOReducingOJasmonicO
wcidOLevelsdOInternationalnJournalnofnMolecularnSciencesbO2019bOhfbO 6.3 9

23 zeOnovoOassemblybOannotationbOandOcomparativeOanalysisOofOhlOdiverseOmaizeOgenomes 9

22 VariantOphasingOandOhaplotypicOexpressionOfromOlongcreadOsequencingOinOmaizedOCommunicationsn
BiologybO2020bOibOmn 6.7 8

21 SciwppspOaOcloudcbasedOplatformOforOreproducibleObioinformaticsOworkflowsdOBioinformaticsbO2018bO
ijbOiogmciohf 7.2 8
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20 GramenedOMethodsninnMolecularnBiologybO2007bOjflbOigkcho 1.4 8

19 PhylogenomicOwnalysisOofOxwycendOSequenceOLibrariesOinOOryzaOWPoaceaeZdOSystematicnBotanybO2010bO
ikbOkghckhi 0.7 6

18 zoubleOtriageOtoOidentifyOpoorlyOannotatedOgenesOinOmaizepOTheOmissingOlinkOinOcommunityOcurationdO
PLoSnONEbO2019bOgjbOefhhjfnl 3.7 5

17 ωffectOofOSequenceOzepthOandOLengthOinOLongcreadOwssemblyOofOtheOMaizeOInbredONyikn 5

16 GramenepOwOResourceOforOyomparativeOwnalysisOofOPlantsOGenomesOandOPathwaysddOMethodsninn
MolecularnBiologybO2022bOhjjibOgfgcgig 1.4 4

15 wOgenomecwideOassociationOstudyOplatformObuiltOonOiPlantOcybercinfrastructuredOConcurrencyn
ComputationnPracticenandnExperiencebO2015bOhmbOjhfcjih 1.4 3

14 ManagementbOwnalysesbOandOzistributionOofOtheOMaizeyOzωOzataOonOtheOylouddOFrontiersninnPlantn
SciencebO2020bOggbOhno 6.2 3

13 GaplessOassemblyOofOmaizeOchromosomesOusingOlongOreadOtechnologies 3

12 xSwseqpOanOinteractiveOandOintegratedOwebcbasedOworkflowOforOidentificationOofOcausalOmutationsOinO
bulkedOFhOpopulationsdOBioinformaticsbO2021bOimbOinhcinm 7.2 3

11 PancgenomeOwnalysisOinOSorghumOHighlightsOtheOωxtentOofOGenomicOVariationOandOSugarcaneOwphidO
ResistanceOGenes 3

10 HighlyOaccurateOlongcreadOHiFiOsequencingOdataOforOfiveOcomplexOgenomes 2

9 RankedOyhoiceOVotingOforORepresentativeOTranscriptsOwithOTRayω 2

8 wminoOwcidOandOyarbohydrateOMetabolismOwreOyoordinatedOtoOMaintainOωnergeticOxalanceOduringO
zroughtOinOSugarcanedOInternationalnJournalnofnMolecularnSciencesbO2020bOhgbO 6.3 2

7 RankedOyhoiceOVotingOforORepresentativeOTranscriptsOwithOTRayωdOBioinformaticsbO2021bO 7.2 2

6 wOKxaseOcaseOstudyOonOgenomecwideOtranscriptomicsOandOplantOprimaryOmetabolismOinOresponseOtoO
droughtOstressOinOSorghumddOCurrentnPlantnBiologybO2021bOhnbOgffhho 3.3 1

5 PedigreedOMutantOLibrarycwOUniqueOResourceOforOSorghumOImprovementOandOGenomicsdOAgronomybmicol0.8 1

4 SorghumORootOωpigeneticOLandscapeOzuringOLimitingOPhosphorusOyonditions 1

3 SorghumxasepOaOwebcbasedOportalOforOsorghumOgeneticOinformationOandOcommunityOadvancementddO
PlantabO2022bOhkkbOik 4.7 0
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2 GeneOdisruptionObyOstructuralOmutationsOdrivesOselectionOinOUSOriceObreedingOoverOtheOlastOcenturydO
PLoSnGeneticsbO2021bOgmbOegffoino 6 0

1 SciwppspOwnOwutomatedOPlatformOforOProcessingOandOzistributionOofOPlantOGenomicsOzataddOMethodsn
innMolecularnBiologybO2022bOhjjibOgomchfo 1.4
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