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j Paper IF Citations

126 TranscriptomeJProfilingJofJuevelopingJαvineJwatJTailJTissueJRevealsJanJzmportantJRoleJforJinJ
RegulationJofJrdipogenesisXXJFrontiersgingCellgandgDevelopmentalgBiologyVJ2022VJbaVJidjhdb 5.7 1

125 zntegrativeJgenomicsJofJtheJmammalianJalveolarJmacrophageJresponseJtoJintracellularJ
mycobacteriaXJBMCgGenomicsVJ2021VJccVJded 4.5 1

124 R–rWSeqJTranscriptomeJrnalysisJofJPeripheralJsloodJwromJtattleJznfectedJWithJrcrossJanJ
vxperimentalJTimeJtourseXJFrontiersgingVeterinarygScienceVJ2021VJiVJggcaac 3.1 2

123 TranscriptomicJrnalysisJofJαvineJyepaticJ“ymphJ–odeJwollowingJznfectionJWJznhibitionJofJ–KJtellJ
andJzgvW”ediatedJSignalingXJFrontiersgingImmunologyVJ2021VJbcVJgihfhj 8.4 4

122
TimingJofJTranscriptomicJPeripheralJsloodJ”ononuclearJtellJResponsesJofJSheepJtoJznfectionJ
uiffersJwromJThoseJofJtattleVJReflectingJuifferentJuiseaseJPhenotypesXJFrontiersgingImmunologyVJ
2021VJbcVJhcjcbh

8.4 1

121 SelectionJinJrustralianJThoroughbredJhorsesJactsJonJaJlocusJassociatedJwithJearlyJtwoWyearJoldJ
speedXJPLoSgONEVJ2020VJbfVJeacchcbc 3.7 6

120 xenomicJinbreedingJtrendsVJinfluentialJsireJlinesJandJselectionJinJtheJglobalJThoroughbredJhorseJ
populationXJScientificgReportsVJ2020VJbaVJegg 4.9 15

119
zdentificationJofJnovelJmolecularJmarkersJofJmastitisJcausedJbyJusingJgeneJexpressionJprofilingJinJ
twoJconsecutiveJgenerationsJofJthineseJyolsteinJdairyJcattleXJJournalgofgAnimalgSciencegandg
BiotechnologyVJ2020VJbbVJji

6 7

118 znfectionJinJtattlekJrnalyzingJResponsesJofJPeripheralJsloodJ”ononuclearJtellsJRPs”tSJUsingJaJ
TranscriptomicsJrpproachXJFrontiersgingImmunologyVJ2019VJbaVJcaib 8.4 17

117 thineseJ”ongolianJhorsesJmayJretainJearlyJdomesticJmaleJgeneticJlineagesJyetJtoJbeJdiscoveredXJ
AnimalgGeneticsVJ2019VJfaVJdjjWeac 2.5 3

116 rlveolarJ”acrophageJthromatinJzsJ”odifiedJtoJαrchestrateJyostJResponseJtoJznfectionXJFrontiersging
GeneticsVJ2019VJbaVJbdig 4.5 8

115 uomesticationJofJcattlekJTwoJorJthreeJeventspXJEvolutionarygApplicationsVJ2019VJbcVJbcdWbdg 4.8 42

114 rJgenomicJpredictionJmodelJforJracecourseJstartsJinJtheJThoroughbredJhorseXJAnimalgGeneticsVJ
2019VJfaVJdehWdfh 2.5 4

113 RefinementJofJxlobalJuomesticJyorseJsiogeographyJUsingJyistoricJ“andraceJthineseJ”ongolianJ
PopulationsXJJournalgofgHeredityVJ2019VJbbaVJhgjWhib 2.4 1

112 rnalysisJofJgeneticJvariationJcontributingJtoJmeasuredJspeedJinJThoroughbredsJidentifiesJgenomicJ
regionsJinvolvedJinJtheJtranscriptionalJresponseJtoJexerciseXJAnimalgGeneticsVJ2019VJfaVJghaWgif 2.5 6

111 rJPopulationJxenomicsJrnalysisJofJtheJ–ativeJzrishJxalwayJSheepJsreedXJFrontiersgingGeneticsVJ2019VJ
baVJjch 4.5 2

110 rncientJcattleJgenomicsVJoriginsVJandJrapidJturnoverJinJtheJwertileJtrescentXJScienceVJ2019VJdgfVJbhdWbhg 33.3 77
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109 TheJbovineJalveolarJmacrophageJu–rJmethylomeJisJresilientJtoJinfectionJwithJ”ycobacteriumJ
bovisXJScientificgReportsVJ2019VJjVJbfba 4.9 7

108 UnlockingJtheJoriginsJandJbiologyJofJdomesticJanimalsJusingJancientJu–rJandJpaleogenomicsXJBMCg
BiologyVJ2019VJbhVJji 7.3 23

107 vxpressionJQuantitativeJTraitJ“ociJinJvquineJSkeletalJ”uscleJRevealsJyeritableJVariationJinJ
”etabolismJandJtheJTrainingJResponsiveJTranscriptomeXJFrontiersgingGeneticsVJ2019VJbaVJbcbf 4.5 3

106
TheJcontributionJofJmyostatinJR”ST–SJandJadditionalJmodifyingJgeneticJlociJtoJraceJdistanceJ
aptitudeJinJThoroughbredJhorsesJracingJinJdifferentJgeographicJregionsXJEquinegVeterinarygJournalVJ
2019VJfbVJgcfWgdd

2.4 6

105 xeneticJcontributionsJtoJprecocityJtraitsJinJracingJThoroughbredsXJAnimalgGeneticsVJ2018VJejVJbjdWcae 2.5 5

104 xenomicJtharacterisationJofJtheJzndigenousJzrishJKerryJtattleJsreedXJFrontiersgingGeneticsVJ2018VJjVJfb 4.5 16

103 R–rJSequencingJRR–rWSeqSJRevealsJvxtremelyJ“owJ“evelsJofJReticulocyteWuerivedJxlobinJxeneJ
TranscriptsJinJPeripheralJsloodJwromJyorsesJRSJandJtattleJRSXJFrontiersgingGeneticsVJ2018VJjVJchi 4.5 8

102
tomparativeJQomicsJanalysesJdifferentiateJ”ycobacteriumJtuberculosisJandJ”ycobacteriumJbovisJ
andJrevealJdistinctJmacrophageJresponsesJtoJinfectionJwithJtheJhumanJandJbovineJtubercleJbacilliXJ
MicrobialgGenomicsVJ2018VJeVJ

4.4 25

101
uifferentialJgeneJexpressionJinJtheJendometriumJrevealsJcytoskeletalJandJimmunologicalJgenesJinJ
lactatingJdairyJcowsJgeneticallyJdivergentJforJfertilityJtraitsXJReproductionugFertilitygandgDevelopment
VJ2017VJcjVJcheWcic

1.8 20

100 TamingJtheJPastkJrncientJu–rJandJtheJStudyJofJrnimalJuomesticationXJAnnualgReviewgofgAnimalg
BiosciencesVJ2017VJfVJdcjWdfb 13.7 78

99 xeneticJoriginVJadmixtureJandJpopulationJhistoryJofJaurochsJRsosJprimigeniusSJandJprimitiveJ
vuropeanJcattleXJHeredityVJ2017VJbbiVJbgjWbhg 3.6 54

98 vquineJskeletalJmuscleJadaptationsJtoJexerciseJandJtrainingkJevidenceJofJdifferentialJregulationJofJ
autophagosomalJandJmitochondrialJcomponentsXJBMCgGenomicsVJ2017VJbiVJfjf 4.5 16

97 xenomeWWideJmicroR–rJsindingJSiteJVariationJbetweenJvxtinctJWildJrurochsJandJ”odernJtattleJ
zdentifiesJtandidateJmicroR–rWRegulatedJuomesticationJxenesXJFrontiersgingGeneticsVJ2017VJiVJd 4.5 17

96 tirculatingJmicroR–rsJasJPotentialJsiomarkersJofJznfectiousJuiseaseXJFrontiersgingImmunologyVJ2017VJ
iVJbbi 8.4 131

95 yowJ”odernJandJrncientJxenomicJrnalysesJcanJRevealJtomplexJuomesticJyistoriesJUsingJtattleJasJ
aJtaseJStudyJ2017VJdaWee

94
xαexpresskJanJRYsioconductorJpackageJforJtheJidentificationJandJvisualisationJofJrobustJgeneJ
ontologyJsignaturesJthroughJsupervisedJlearningJofJgeneJexpressionJdataXJBMCgBioinformaticsVJ
2016VJbhVJbcg

3.6 16

93
TheJ”arRJfamilyJtranscriptionJfactorJRvbeaeJcoordinatesJadaptationJofJ”ycobacteriumJ
tuberculosisJtoJacidJstressJviaJcontrolledJexpressionJofJRvbeafcVJaJvirulenceWassociatedJ
methyltransferaseXJTuberculosisVJ2016VJjhVJbfeWgc

2.6 18

92 zodineJsupplementationJofJtheJpregnantJdamJaltersJintestinalJgeneJexpressionJandJimmunoglobulinJ
uptakeJinJtheJnewbornJlambXJAnimalVJ2016VJbaVJfjiWgag 3.1 6

(2016-2019)
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91 xenomicJimprintingJeffectsJonJcomplexJtraitsJinJdomesticatedJanimalJspeciesXJFrontiersgingGeneticsVJ
2015VJgVJbfg 4.5 16

90 xenomeJsequencingJofJtheJextinctJvurasianJwildJaurochsVJsosJprimigeniusVJilluminatesJtheJ
phylogeographyJandJevolutionJofJcattleXJGenomegBiologyVJ2015VJbgVJcde 18.3 127

89 R–rJsequencingJprovidesJexquisiteJinsightJintoJtheJmanipulationJofJtheJalveolarJmacrophageJbyJ
tubercleJbacilliXJScientificgReportsVJ2015VJfVJbdgcj 4.9 26

88
yighWthroughputJtranscriptomicsJrevealsJcommonJandJstrainWspecificJresponsesJofJhumanJ
macrophagesJtoJinfectionJwithJ”ycobacteriumJabscessusJSmoothJandJRoughJvariantsXJBMCg
GenomicsVJ2015VJbgVJbaeg

4.5 7

87 rnalysisJofJtheJsovineJ”onocyteWuerivedJ”acrophageJResponseJtoJ”ycobacteriumJaviumJ
SubspeciesJParatuberculosisJznfectionJUsingJR–rWseqXJFrontiersgingImmunologyVJ2015VJgVJcd 8.4 24

86
”icroR–rJprofilingJofJtheJbovineJalveolarJmacrophageJresponseJtoJ”ycobacteriumJbovisJinfectionJ
suggestsJpathogenJsurvivalJisJenhancedJbyJmicroR–rJregulationJofJendocytosisJandJlysosomeJ
traffickingXJTuberculosisVJ2015VJjfVJgaWh

2.6 40

85 TheJzdentificationJofJtirculatingJ”iR–rJinJsovineJSerumJandJTheirJPotentialJasJ–ovelJsiomarkersJofJ
varlyJ”ycobacteriumJaviumJsubspJparatuberculosisJznfectionXJPLoSgONEVJ2015VJbaVJeabdedba 3.7 35

84 zmprintedJlociJinJdomesticJlivestockJspeciesJasJepigenomicJtargetsJforJartificialJselectionJofJcomplexJ
traitsXJAnimalgGeneticsVJ2014VJefJSupplJbVJcfWdj 2.5 14

83 znterrogationJofJmodernJandJancientJgenomesJrevealsJtheJcomplexJdomesticJhistoryJofJcattleXJ
AnimalgFrontiersVJ2014VJeVJhWcc 5.5 25

82 uefinitionJofJtheJcattleJkillerJcellJzgWlikeJreceptorJgeneJfamilykJcomparisonJwithJaurochsJandJhumanJ
counterpartsXJJournalgofgImmunologyVJ2014VJbjdVJgabgWda 5.3 20

81 R–rWseqJTranscriptionalJProfilingJofJPeripheralJsloodJ“eukocytesJfromJtattleJznfectedJwithJ
”ycobacteriumJbovisXJFrontiersgingImmunologyVJ2014VJfVJdjg 8.4 42

80 KeyJyubJandJsottleneckJxenesJuifferentiateJtheJ”acrophageJResponseJtoJVirulentJandJrttenuatedJ
”ycobacteriumJbovisXJFrontiersgingImmunologyVJ2014VJfVJecc 8.4 12

79 tomparativeJfunctionalJgenomicsJandJtheJbovineJmacrophageJresponseJtoJstrainsJofJtheJ
mycobacteriumJgenusXJFrontiersgingImmunologyVJ2014VJfVJfdg 8.4 22

78 PrehistoricJgenomesJrevealJtheJgeneticJfoundationJandJcostJofJhorseJdomesticationXJProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2014VJbbbVJvfggbWj 11.5 197

77 SelectionJsignaturesJinJworldwideJsheepJpopulationsXJPLoSgONEVJ2014VJjVJebadibd 3.7 101

76
znnateJcytokineJprofilingJofJbovineJalveolarJmacrophagesJrevealsJcommonalitiesJandJdivergenceJinJ
theJresponseJtoJ”ycobacteriumJbovisJandJ”ycobacteriumJtuberculosisJinfectionXJTuberculosisVJ2014
VJjeVJeebWfa

2.6 24

75 ProfilingJmicroR–rJexpressionJinJbovineJalveolarJmacrophagesJusingJR–rWseqXJVeterinaryg
ImmunologygandgImmunopathologyVJ2013VJbffVJcdiWee 2 24

74 WholeWtranscriptomeVJhighWthroughputJR–rJsequenceJanalysisJofJtheJbovineJmacrophageJresponseJ
toJ”ycobacteriumJbovisJinfectionJinJvitroXJBMCgGenomicsVJ2013VJbeVJcda 4.5 34
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73 ReceptorWmediatedJrecognitionJofJmycobacterialJpathogensXJCellulargMicrobiologyVJ2013VJbfVJbeieWjf 3.9 73

72 xenomeWwideJassociationJstudyJofJosteochondrosisJinJtheJtarsocruralJjointJofJuutchJWarmbloodJ
horsesJidentifiesJsusceptibilityJlociJonJchromosomesJdJandJbaXJAnimalgGeneticsVJ2013VJeeVJeaiWbc 2.5 13

71 xenomicsJofJPerformanceJ2013VJcgfWcid 1

70 wunctionalJcharacterisationJofJbovineJinterleukinJiJpromoterJhaplotypesJinJvitroXJMolecularg
ImmunologyVJ2012VJfaVJbaiWbg 4.3 13

69 PxtWb˛–JencodedJbyJtheJPPrRxtbrJgeneJregulatesJoxidativeJenergyJmetabolismJinJequineJskeletalJ
muscleJduringJexerciseXJAnimalgGeneticsVJ2012VJedVJbfdWgc 2.5 22

68 Py“urcJisJanJimprintedJgeneJinJcattleXJAnimalgGeneticsVJ2012VJedVJfihWja 2.5 9

67 ”ST–JgenotypesJinJThoroughbredJhorsesJinfluenceJskeletalJmuscleJgeneJexpressionJandJracetrackJ
performanceXJAnimalgGeneticsVJ2012VJedVJibaWc 2.5 34

66 PolymorphismJdiscoveryJandJalleleJfrequencyJestimationJusingJhighWthroughputJu–rJsequencingJofJ
targetWenrichedJpooledJu–rJsamplesXJBMCgGenomicsVJ2012VJbdVJbg 4.5 13

65 zmpactJofJdelayedJprocessingJofJbovineJperipheralJbloodJonJdifferentialJgeneJexpressionXJ
VeterinarygImmunologygandgImmunopathologyVJ2012VJbefVJbjjWcaf 2 6

64
PanWgenomicJanalysisJofJbovineJmonocyteWderivedJmacrophageJgeneJexpressionJinJresponseJtoJinJ
vitroJinfectionJwithJ”ycobacteriumJaviumJsubspeciesJparatuberculosisXJVeterinarygResearchVJ2012VJ
edVJcf

3.8 42

63 TheJgeneticJoriginJandJhistoryJofJspeedJinJtheJThoroughbredJracehorseXJNaturegCommunicationsVJ
2012VJdVJged 17.4 55

62 xlobalJgeneJexpressionJandJsystemsJbiologyJanalysisJofJbovineJmonocyteWderivedJmacrophagesJinJ
responseJtoJinJvitroJchallengeJwithJ”ycobacteriumJbovisXJPLoSgONEVJ2012VJhVJedcade 3.7 39

61 uietaryJnWdJpolyunsaturatedJfattyJacidJsupplementationJaltersJtheJexpressionJofJgenesJinvolvedJinJ
theJcontrolJofJfertilityJinJtheJbovineJuterineJendometriumXJPhysiologicalgGenomicsVJ2012VJeeVJihiWii 3.6 24

60
SingleJnucleotideJpolymorphismsJinJtheJimprintedJbovineJinsulinWlikeJgrowthJfactorJcJreceptorJgeneJ
RzxwcRSJareJassociatedJwithJbodyJsizeJtraitsJinJzrishJyolsteinWwriesianJcattleXJAnimalgGeneticsVJ2012VJ
edVJibWh

2.5 14

59 ”ST–JgenotypeJRgXggejdhdhtYTSJassociationJwithJspeedJindicesJinJThoroughbredJracehorsesXJ
JournalgofgAppliedgPhysiologyVJ2012VJbbcVJigWja 3.7 23

58 yorsesJforJcourseskJaJu–rWbasedJtestJforJraceJdistanceJaptitudeJinJthoroughbredJracehorsesXJ
RecentgPatentsgongDNAgogGenegSequencesVJ2012VJgVJcadWi 10

57
u–rJsequenceJpolymorphismsJwithinJtheJbovineJguanineJnucleotideWbindingJproteinJxsJsubunitJ
alphaJRxs˛–SWencodingJRx–rSSJgenomicJimprintingJdomainJareJassociatedJwithJperformanceJtraitsXJ
BMCgGeneticsVJ2011VJbcVJe

2.6 27

56 TranscriptionalJprofilingJofJimmuneJgenesJinJbovineJmonocyteWderivedJmacrophagesJexposedJtoJ
bacterialJantigensXJVeterinarygImmunologygandgImmunopathologyVJ2011VJbeaVJbdaWj 2 239

(2011-2013)
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55
vrratumJtoJâ��rssociationsJbetweenJnovelJsingleJnucleotideJpolymorphismsJinJtheJsosJtaurusJgrowthJ
hormoneJgeneJandJperformanceJtraitsJinJyolsteinWwriesianJdairyJcattleâ��JR‘XJuairyJSciXJjdkfjfjâ��fjgjSXJ
JournalgofgDairygScienceVJ2011VJjeVJbagj

4

54 rssociationsJbetweenJnewlyJdiscoveredJpolymorphismsJinJtheJsosJtaurusJgrowthJhormoneJ
receptorJgeneJandJperformanceJtraitsJinJyolsteinWwriesianJdairyJcattleXJAnimalgGeneticsVJ2011VJecVJdjWej 2.5 41

53 xenomeWwideJtranscriptionalJprofilingJofJperipheralJbloodJleukocytesJfromJcattleJinfectedJwithJ
”ycobacteriumJbovisJrevealsJsuppressionJofJhostJimmuneJgenesXJBMCgGenomicsVJ2011VJbcVJgbb 4.5 26

52
SingleJnucleotideJpolymorphismsJatJtheJimprintedJbovineJinsulinWlikeJgrowthJfactorJcJRzxwcSJlocusJ
areJassociatedJwithJdairyJperformanceJinJzrishJyolsteinWwriesianJcattleXJJournalgofgDairygResearchVJ
2011VJhiVJbWi

1.6 36

51 SingleJnucleotideJpolymorphismsJwithinJtheJbovineJu“KbWuzαdJimprintedJdomainJareJassociatedJ
withJeconomicallyJimportantJproductionJtraitsJinJcattleXJJournalgofgHeredityVJ2011VJbacVJjeWbab 2.4 23

50 rJsequenceJpolymorphismJinJ”ST–JpredictsJsprintingJabilityJandJracingJstaminaJinJthoroughbredJ
horsesXJPLoSgONEVJ2010VJfVJeigef 3.7 122

49
TechnicalJnotekJyighJfidelityJofJwholeWgenomeJamplifiedJsheepJRαvisJariesSJdeoxyribonucleicJacidJ
usingJaJhighWdensityJsingleJnucleotideJpolymorphismJarrayWbasedJgenotypingJplatformXJJournalgofg
AnimalgScienceVJ2010VJiiVJdbidWg

0.7 8

48 yighJconcordanceJofJbovineJsingleJnucleotideJpolymorphismJgenotypesJgeneratedJusingJtwoJ
independentJgenotypingJstrategiesXJAnimalgBiotechnologyVJ2010VJcbVJcfhWgc 1.4 1

47 rlterationsJinJoxidativeJgeneJexpressionJinJequineJskeletalJmuscleJfollowingJexerciseJandJtrainingXJ
PhysiologicalgGenomicsVJ2010VJeaVJidWjd 3.6 44

46
rssociationJofJsequenceJvariantsJinJtK”JRcreatineJkinaseVJmuscleSJandJtαXezcJRcytochromeJcJ
oxidaseVJsubunitJeVJisoformJcSJgenesJwithJracingJperformanceJinJThoroughbredJhorsesXJEquineg
VeterinarygJournalVJ2010VJecVJfgjWhf

2.4 44

45 rssociationsJbetweenJnovelJsingleJnucleotideJpolymorphismsJinJtheJsosJtaurusJgrowthJhormoneJ
geneJandJperformanceJtraitsJinJyolsteinWwriesianJdairyJcattleXJJournalgofgDairygScienceVJ2010VJjdVJfjfjWgj 4 25

44 rJcatalogueJofJvalidatedJsingleJnucleotideJpolymorphismsJinJbovineJorthologsJofJmammalianJ
imprintedJgenesJandJassociationsJwithJbeefJproductionJtraitsXJAnimalVJ2010VJeVJbjfiWha 3.1 13

43 xenomeWwideJS–PJassociationWbasedJlocalizationJofJaJdwarfismJgeneJinJwriesianJdwarfJhorsesXJ
AnimalgGeneticsVJ2010VJebJSupplJcVJcWh 2.5 29

42 TargetsJofJselectionJinJtheJThoroughbredJgenomeJcontainJexerciseWrelevantJgeneJS–PsJassociatedJ
withJeliteJracecourseJperformanceXJAnimalgGeneticsVJ2010VJebJSupplJcVJfgWgd 2.5 51

41 tharacterizationJofJtheJequineJskeletalJmuscleJtranscriptomeJidentifiesJnovelJfunctionalJresponsesJ
toJexerciseJtrainingXJBMCgGenomicsVJ2010VJbbVJdji 4.5 61

40
rJgenomeWwideJS–PWassociationJstudyJconfirmsJaJsequenceJvariantJRgXggejdhdhtoTSJinJtheJequineJ
myostatinJR”ST–SJgeneJasJtheJmostJpowerfulJpredictorJofJoptimumJracingJdistanceJforJ
ThoroughbredJracehorsesXJBMCgGenomicsVJ2010VJbbVJffc

4.5 105

39 u–rJsequenceJpolymorphismsJinJaJpanelJofJeightJcandidateJbovineJimprintedJgenesJandJtheirJ
associationJwithJperformanceJtraitsJinJzrishJyolsteinWwriesianJcattleXJBMCgGeneticsVJ2010VJbbVJjd 2.6 40

38 rJcompleteJmitochondrialJgenomeJsequenceJfromJaJmesolithicJwildJaurochsJRsosJprimigeniusSXJ
PLoSgONEVJ2010VJfVJejcff 3.7 64
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37 TranscriptionalJadaptationsJfollowingJexerciseJinJthoroughbredJhorseJskeletalJmuscleJhighlightsJ
molecularJmechanismsJthatJleadJtoJmuscleJhypertrophyXJBMCgGenomicsVJ2009VJbaVJgdi 4.5 38

36 xeneJexpressionJprofilingJofJtheJhostJresponseJtoJ”ycobacteriumJbovisJinfectionJinJcattleXJ
TransboundarygandgEmerginggDiseasesVJ2009VJfgVJcaeWbe 4.2 24

35
uivergentJantimicrobialJpeptideJRr”PSJandJacuteJphaseJproteinJRrPPSJresponsesJtoJTrypanosomaJ
congolenseJinfectionJinJtrypanotolerantJandJtrypanosusceptibleJcattleXJMoleculargImmunologyVJ
2009VJehVJbjgWcae

4.3 7

34
TranscriptionalJprofilingJofJcattleJinfectedJwithJTrypanosomaJcongolenseJhighlightsJgeneJ
expressionJsignaturesJunderlyingJtrypanotoleranceJandJtrypanosusceptibilityXJBMCgGenomicsVJ2009VJ
baVJcah

4.5 34

33 rJgenomeJscanJforJpositiveJselectionJinJthoroughbredJhorsesXJPLoSgONEVJ2009VJeVJefhgh 3.7 102

32 rntigenJstimulationJofJperipheralJbloodJmononuclearJcellsJfromJ”ycobacteriumJbovisJinfectedJ
cattleJyieldsJevidenceJforJaJnovelJgeneJexpressionJprogramXJBMCgGenomicsVJ2008VJjVJeeh 4.5 17

31 znbreedingJeffectsJonJpostweaningJproductionJtraitsVJconformationVJandJcalvingJperformanceJinJ
zrishJbeefJcattleXJJournalgofgAnimalgScienceVJ2008VJigVJdddiWeh 0.7 8

30
TransmissionJratioJdistortionJatJtheJgrowthJhormoneJgeneJRxybSJinJbovineJpreimplantationJ
embryoskJrnJinJvitroJcultureWinducedJphenomenonpXJMoleculargReproductiongandgDevelopmentVJ2008
VJhfVJhbfWcc

2.6 6

29 “ongWtermJstabilityJofJR–rJinJpostWmortemJbovineJskeletalJmuscleVJliverJandJsubcutaneousJadiposeJ
tissuesXJBMCgMoleculargBiologyVJ2007VJiVJbai 4.5 39

28 TaurineJandJzebuJadmixtureJinJ–earJvasternJcattlekJaJcomparisonJofJmitochondrialVJautosomalJandJ
YWchromosomalJdataXJAnimalgGeneticsVJ2007VJdiVJfcaWe 2.5 32

27 znnateJgeneJrepressionJassociatedJwithJ”ycobacteriumJbovisJinfectionJinJcattlekJtowardJaJgeneJ
signatureJofJdiseaseXJBMCgGenomicsVJ2007VJiVJeaa 4.5 54

26 “inkageJmappingJofJtheJlocusJforJinheritedJovineJarthrogryposisJRzαrSJtoJsheepJchromosomeJfXJ
MammaliangGenomeVJ2007VJbiVJedWfc 3.2 9

25
TumourJnecrosisJfactorWalphaJRT–wWalphaSJincreasesJnuclearJfactorJkappasJR–wkappasSJactivityJinJ
andJinterleukinWiJRz“WiSJreleaseJfromJbovineJmammaryJepithelialJcellsXJVeterinarygImmunologygandg
ImmunopathologyVJ2007VJbbgVJfjWgi

2 63

24
xeneJexpressionJprofilingJofJperipheralJbloodJmononuclearJcellsJRPs”tSJfromJ”ycobacteriumJ
bovisJinfectedJcattleJafterJinJvitroJantigenicJstimulationJwithJpurifiedJproteinJderivativeJofJ
tuberculinJRPPuSXJVeterinarygImmunologygandgImmunopathologyVJ2006VJbbdVJhdWij

2 26

23 tytokineJmR–rJprofilingJofJperipheralJbloodJmononuclearJcellsJfromJtrypanotolerantJandJ
trypanosusceptibleJcattleJinfectedJwithJTrypanosomaJcongolenseXJPhysiologicalgGenomicsVJ2006VJciVJfdWgb3.6 39

22 vvidenceJforJbiogeographicJpatterningJofJmitochondrialJu–rJsequencesJinJvasternJhorseJ
populationsXJAnimalgGeneticsVJ2006VJdhVJejeWh 2.5 50

21 ”itochondrialJu–rJsequenceJdiversityJinJextantJzrishJhorseJpopulationsJandJinJancientJhorsesXJ
AnimalgGeneticsVJ2006VJdhVJejiWfac 2.5 34

20 UnderstandingJbovineJtrypanosomiasisJandJtrypanotolerancekJtheJpromiseJofJfunctionalJgenomicsXJ
VeterinarygImmunologygandgImmunopathologyVJ2005VJbafVJcehWfi 2 46

(2005-2009)
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19 tonvenientJdetectionJofJsingleJnucleotideJpolymorphismJhaplotypesJinJtheJbovineJgrowthJ
hormoneJgeneJusingJamplificationWcreatedJrestrictionJsitesXJAnimalgGeneticsVJ2005VJdgVJbhfWh 2.5

18 rdmixtureJandJdiversityJinJWestJrfricanJcattleJpopulationsXJMoleculargEcologyVJ2004VJbdVJdehhWih 5.7 73
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