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67 SystematicSreconstructionSofScellularStrajectoriesSacrossSmouseSembryogenesisiiSNaturerGeneticsgS
2022gSpogSnmshnol 36.3 3

66 EngineeringSaSnicheSsupportingShematopoieticSstemScellSdevelopmentSusingSintegratedSsinglehcellS
transcriptomicsiiSNaturerCommunicationsgS2022gSlngSlpso 17.4 3

65 NuclearSoligoShashingSimprovesSdifferentialSanalysisSofSsinglehcellSRNAhseqiiSNaturerCommunications
gS2022gSlngSmqqq 17.4

64 EmbryohscalegSsinglehcellSspatialStranscriptomicsiSSciencegS2021gSnrngSlllhllr 33.3 29

63 MultipotentSprogenitorsSandShematopoieticSstemScellsSariseSindependentlySfromShemogenicS
endotheliumSinStheSmouseSembryoiSCellrReportsgS2021gSnqgSlktqrp 10.6 5

62 SinglehcellSlandscapeSofSnuclearSconfigurationSandSgeneSexpressionSduringSstemScellSdifferentiationS
andSXSinactivationiSGenomerBiologygS2021gSmmgSmrt 18.3 2

61 TheSpromiseSofSsinglehcellSgenomicsSinSplantsiSCurrentrOpinionrinrPlantrBiologygS2020gSpogSllohlml 9.9 18

60 InferringSCausalSGeneSRegulatorySNetworksSfromSCoupledSSinglehCellSExpressionSDynamicsSUsingS
ScribeiSCellrSystemsgS2020gSlkgSmqphmroiell 10.6 36

59 DimensionalitySreductionSbySUMAPStoSvisualizeSphysicalSandSgeneticSinteractionsiSNaturer
CommunicationsgS2020gSllgSlpnr 17.4 43

58 ScihfateScharacterizesStheSdynamicsSofSgeneSexpressionSinSsingleScellsiSNaturerBiotechnologygS2020gS
nsgStskhtss 44.5 34

57 ILhmSenhancesSexSvivohexpandedSregulatorySThcellSpersistenceSafterSadoptiveStransferiSBloodr
AdvancesgS2020gSogSlptohlqkp 7.8 13

56 DistinctSTranscriptionalSSignaturesSDistinguishStheSEmergenceSofSMultipotentSProgenitorsSandS
HematopoieticSStemSCellsSfromSEndothelialSPrecursorsSinStheSMurineSEmbryoiSBloodgS2020gSlnqgSrhs 2.2

55 HighhthroughputgSmicroscopehbasedSsortingStoSdissectScellularSheterogeneityiSMolecularrSystemsr
BiologygS2020gSlqgSetoom 12.2 17

54 MassivelySmultiplexSchemicalStranscriptomicsSatSsinglehcellSresolutioniSSciencegS2020gSnqrgSophpl 33.3 67

53 AShumanScellSatlasSofSfetalSchromatinSaccessibilityiSSciencegS2020gSnrkgS 33.3 75

52 AShumanScellSatlasSofSfetalSgeneSexpressioniSSciencegS2020gSnrkgS 33.3 130

51 TrajectorySanalysisSquantifiesStranscriptionalSplasticitySduringSmacrophageSpolarizationiSScientificr
ReportsgS2020gSlkgSlmmrn 4.9 15
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50 ASlineagehresolvedSmolecularSatlasSofSembryogenesisSatSsinglehcellSresolutioniSSciencegS2019gSnqpgS 33.3 141

49 ASpooledSsinglehcellSgeneticSscreenSidentifiesSregulatoryScheckpointsSinStheScontinuumSofStheS
epithelialhtohmesenchymalStransitioniSNaturerGeneticsgS2019gSplgSlnsthlnts 36.3 79

48 SupervisedSclassificationSenablesSrapidSannotationSofScellSatlasesiSNaturerMethodsgS2019gSlqgStsnhtsq 21.6 157

47 WntSSignalingSSeparatesStheSProgenitorSandSEndocrineSCompartmentsSduringSPancreasS
DevelopmentiSCellrReportsgS2019gSmrgSmmslhmmtliep 10.6 57

46 DynamicsSofSGeneSExpressionSinSSingleSRootSCellsSofiSPlantrCellgS2019gSnlgSttnhlkll 11.6 133

45 TheSaccessibleSchromatinSlandscapeSofStheSmurineShippocampusSatSsinglehcellSresolutioniSGenomer
ResearchgS2019gSmtgSsprhsqt 9.7 43

44 IntegratedSSingleSCellSTranscriptomicsSDefinesSanSEngineeredSNicheSSupportingSHematopoieticS
StemSCellSDevelopmentSExSVivoiSBloodgS2019gSlnogSnqtthnqtt 2.2 1

43 ThyroidShormoneSregulatesSdistinctSpathsStoSmaturationSinSpigmentScellSlineagesiSELifegS2019gSsgS 8.9 54

42 TheSsinglehcellStranscriptionalSlandscapeSofSmammalianSorganogenesisiSNaturegS2019gSpqqgSotqhpkm 50.4 826

41 ASGenomehwideSFrameworkSforSMappingSGeneSRegulationSviaSCellularSGeneticSScreensiSCellgS2019gS
lrqgSnrrhntkielt 56.2 188

40 ASPeninsularSStructureSCoordinatesSAsynchronousSDifferentiationSwithSMorphogenesisStoSGenerateS
PancreaticSIsletsiSCellgS2019gSlrqgSrtkhskoieln 56.2 59

39 HighlySscalableSgenerationSofSDNASmethylationSprofilesSinSsingleScellsiSNaturerBiotechnologygS2018gS
nqgSomshonl 44.5 125

38 OnStheSdesignSofSCRISPRhbasedSsinglehcellSmolecularSscreensiSNaturerMethodsgS2018gSlpgSmrlhmro 21.6 96

37 TheScishregulatorySdynamicsSofSembryonicSdevelopmentSatSsinglehcellSresolutioniSNaturegS2018gSpppgSpnshpom50.4 199

36 ASSinglehCellSAtlasSofSIn´ VivoSMammalianSChromatinSAccessibilityiSCellgS2018gSlrogSlnkthlnmoiels 56.2 331

35 CiceroSPredictsScishRegulatorySDNASInteractionsSfromSSinglehCellSChromatinSAccessibilitySDataiS
MolecularrCellgS2018gSrlgSspshsrlies 17.6 247

34 SinglehCellSMultihomicsuSAnSEngineSforSNewSQuantitativeSModelsSofSGeneSRegulationiSTrendsrinr
GeneticsgS2018gSnogSqpnhqqp 8.5 63

33 ActivatedSCARDllSacceleratesSgerminalScenterSkineticsgSpromotingSmTORClSandSterminalS
differentiationiSJournalrofrExperimentalrMedicinegS2018gSmlpgSmoophmoql 16.6 9
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32 SingleSCellSTranscriptomicsSMapsStheSEmbryonicSEmergenceSofSHSCSandSIdentifiesSIntercellularS
InteractionsSRegulatingSHSCSGenesisiSBloodgS2018gSlnmgSpksqhpksq 2.2 1

31 AuthorSresponseuSExtremeSheterogeneitySofSinfluenzaSvirusSinfectionSinSsingleScellsS2018gS 5

30 ILmSandSRapamycinSEnhanceSPersistenceSofSAdoptivelyhTransferredSExhVivoSExpandedSTSRegulatoryS
CellsiSBloodgS2018gSlnmgSmkothmkot 2.2

29 AligningSSinglehCellSDevelopmentalSandSReprogrammingSTrajectoriesSIdentifiesSMolecularS
DeterminantsSofSMyogenicSReprogrammingSOutcomeiSCellrSystemsgS2018gSrgSmpshmqsien 10.6 40

28 JointSprofilingSofSchromatinSaccessibilitySandSgeneSexpressionSinSthousandsSofSsingleScellsiSSciencegS
2018gSnqlgSlnskhlnsp 33.3 381

27 ExtremeSheterogeneitySofSinfluenzaSvirusSinfectionSinSsingleScellsiSELifegS2018gSrgS 8.9 122

26 SinglehcellSmRNASquantificationSandSdifferentialSanalysisSwithSCensusiSNaturerMethodsgS2017gSlogSnkthnlp21.6 612

25 ReversedSgraphSembeddingSresolvesScomplexSsinglehcellStrajectoriesiSNaturerMethodsgS2017gSlogStrthtsm21.6 1207

24 ComprehensiveSsinglehcellStranscriptionalSprofilingSofSaSmulticellularSorganismiSSciencegS2017gSnprgSqqlhqqr33.3 645

23 LINmsSRegulatesSStemSCellSMetabolismSandSConversionStoSPrimedSPluripotencyiSCellrStemrCellgS2016
gSltgSqqhsk 18 192

22 SinglehcellStranscriptomeSsequencinguSrecentSadvancesSandSremainingSchallengesiSF1000ResearchgS
2016gSpgS 3.6 149

21 MultiplexSsingleScellSprofilingSofSchromatinSaccessibilitySbyScombinatorialScellularSindexingiSSciencegS
2015gSnosgStlkho 33.3 668

20 DefiningScellStypesSandSstatesSwithSsinglehcellSgenomicsiSGenomerResearchgS2015gSmpgSlotlhs 9.7 421

19 TheSdynamicsSandSregulatorsSofScellSfateSdecisionsSareSrevealedSbySpseudotemporalSorderingSofS
singleScellsiSNaturerBiotechnologygS2014gSnmgSnslhnsq 44.5 2466

18 TopologicalSorganizationSofSmultichromosomalSregionsSbyStheSlongSintergenicSnoncodingSRNASFirreiS
NaturerStructuralrandrMolecularrBiologygS2014gSmlgSltshmkq 17.6 455

17 PulmonarySmacrophageStransplantationStherapyiSNaturegS2014gSplogSopkho 50.4 195

16 DifferentialSanalysisSofSgeneSregulationSatStranscriptSresolutionSwithSRNAhseqiSNaturerBiotechnology
gS2013gSnlgSoqhpn 44.5 2465

15 TransMPRAuSASframeworkSforSassayingStheSroleSofSmanyStranshactingSfactorsSatSmanySenhancers 1
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14 OnStheSdesignSofSCRISPRhbasedSsingleScellSmolecularSscreens 4

13 ReversedSgraphSembeddingSresolvesScomplexSsinglehcellSdevelopmentalStrajectories 32

12 AligningSsinglehcellSdevelopmentalSandSreprogrammingStrajectoriesSidentifiesSmolecularS
determinantsSofSreprogrammingSoutcome 4

11 ChromatinSaccessibilitySdynamicsSofSmyogenesisSatSsingleScellSresolution 12

10 ScalableSandSefficientSsinglehcellSDNASmethylationSsequencingSbyScombinatorialSindexing 5

9 crisprQTLSmappingSasSaSgenomehwideSassociationSframeworkSforScellularSgeneticSscreens 3

8 TheSaccessibleSchromatinSlandscapeSofStheShippocampusSatSsinglehcellSresolution 2

7 TowardsSinferringScausalSgeneSregulatorySnetworksSfromSsingleScellSexpressionSMeasurements 13

6 DynamicsSofSgeneSexpressionSinSsingleSrootScellsSofAiSthaliana 4

5 SupervisedSclassificationSenablesSrapidSannotationSofScellSatlases 15

4 ASlineagehresolvedSmolecularSatlasSofSCiSelegansSembryogenesisSatSsingleScellSresolution 11

3 CharacterizingStheStemporalSdynamicsSofSgeneSexpressionSinSsingleScellsSwithSscihfate 5

2 DimensionalitySreductionSbySUMAPStoSvisualizeSphysicalSandSgeneticSinteractions 1

1 VisualSCellSSortinguSASHighhthroughputgSMicroscopehbasedSMethodStoSDissectSCellularSHeterogeneity 1
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