
Songling Bai

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/6273141/publications.pdf

Version: 2024-02-01

54

papers

2,929

citations

31

h-index

147801

52

g-index

175258

55

all docs

55

docs citations

55

times ranked

2103

citing authors



Songling Bai

2

# Article IF Citations

1 Ethyleneâ€•activated PpERF105 induces the expression of the repressorâ€•type R2R3â€•MYB gene <i>PpMYB140</i>
to inhibit anthocyanin biosynthesis in red pear fruit. Plant Journal, 2021, 105, 167-181. 5.7 76

2 Changes in phytohormone content and associated gene expression throughout the stages of pear
(<i>Pyrus pyrifolia</i>Nakai) dormancy. Tree Physiology, 2021, 41, 529-543. 3.1 19

3 Bud endodormancy in deciduous fruit trees: advances and prospects. Horticulture Research, 2021, 8,
139. 6.3 60

4
High-quality genome assembly of 'Cuiguan' pear (Pyrus pyrifolia) as a reference genome for identifying
regulatory genes and epigenetic modifications responsible for bud dormancy. Horticulture Research,
2021, 8, 197.

6.3 44

5
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