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120 RNvMfoldingoMconformationalMstatisticsaMfoldingMkineticsaMandMionMelectrostaticscMAnnualiReviewiofi
BiophysicsaM2008aMhlaMfnlbgfi 21.1 237

119 NucleicMacidMhelixMstabilityoMeffectsMofMsaltMconcentrationaMcationMvalenceMandMsizeaMandMchainMlengthcM
BiophysicaliJournalaM2006aMneaMffljbne 2.9 235

118 RNvbPuzzlesoMaMxvSPblikeMevaluationMofMRNvMthreebdimensionalMstructureMpredictioncMRnaaM2012aMfmaMkfebgj5.8 181

117 RNvMfoldingMenergyMlandscapescMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaaM2000aMnlaMkikbjf 11.5 178

116 RNvbPuzzlesMRoundMIIoMassessmentMofMRNvMstructureMpredictionMprogramsMappliedMtoMthreeMlargeM
RNvMstructurescMRnaaM2015aMgfaMfekkbmi 5.8 122

115 RNvbPuzzlesMRoundMIIIoMhyMRNvMstructureMpredictionMofMfiveMriboswitchesMandMoneMribozymecMRnaaM
2017aMghaMkjjbklg 5.8 118

114 PredictingMRNvMpseudoknotMfoldingMthermodynamicscMNucleiciAcidsiResearchaM2006aMhiaMgkhibjg 20.1 115

113 zlectrostaticMcorrelationsMandMfluctuationsMforMionMbindingMtoMaMfiniteMlengthMpolyelectrolytecMJournali
ofiChemicaliPhysicsaM2005aMfggaMiineh 3.9 114

112 RNvMhairpinbfoldingMkineticscMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaaM2002aMnnaMfnhfbk 11.5 111

111 PhysicsbbasedMdeMnovoMpredictionMofMRNvMhyMstructurescMJournaliofiPhysicaliChemistryiBaM2011aMffjaMigfkbgk3.4 103

110 VfoldoMaMwebMserverMforMRNvMstructureMandMfoldingMthermodynamicsMpredictioncMPLoSiONEaM2014aMnaMefeljei3.7 103

109 PredictingMRNvMfoldingMthermodynamicsMwithMaMreducedMchainMrepresentationMmodelcMRnaaM2005aMffaMfmmibnl5.8 93

108 RationalMtruncationMofManMRNvMaptamerMtoMprostatebspecificMmembraneMantigenMusingMcomputationalM
structuralMmodelingcMNucleiciAcidiTherapeuticsaM2011aMgfaMgnnbhfi 4.8 86

107 RNvMhelixMstabilityMinMmixedMNaXdMggXMsolutioncMBiophysicaliJournalaM2007aMngaMhkfjbhg 2.9 82

106 yesigningMaMpolycationicMprobeMforMsimultaneousMenrichmentMandMdetectionMofMmicroRNvsMinMaM
nanoporecMACSiNanoaM2013aMlaMhnkgbn 16.7 80

105 SaltMdependenceMofMnucleicMacidMhairpinMstabilitycMBiophysicaliJournalaM2008aMnjaMlhmbjg 2.9 78

104 TheoryMandMModelingMofMRNvMStructureMandMInteractionsMwithMMetalMIonsMandMSmallMMoleculescM
AnnualiReviewiofiBiophysicsaM2017aMikaMgglbgik 21.1 77
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103 PredictingMstructuresMandMstabilitiesMforMHbtypeMpseudoknotsMwithMinterhelixMloopscMRnaaM2009aMfjaMknkblek5.8 77

102 IonbmediatedMnucleicMacidMhelixbhelixMinteractionscMBiophysicaliJournalaM2006aMnfaMjfmbhk 2.9 77

101 SaltMcontributionMtoMRNvMtertiaryMstructureMfoldingMstabilitycMBiophysicaliJournalaM2011aMfefaMflkbml 2.9 66

100 PredictingMionMbindingMpropertiesMforMRNvMtertiaryMstructurescMBiophysicaliJournalaM2010aMnnaMfjkjblk 2.9 58

99 zxploringMtheMcomplexMfoldingMkineticsMofMRNvMhairpinsoMIcMGeneralMfoldingMkineticsManalysiscM
BiophysicaliJournalaM2006aMneaMlkjbll 2.9 57

98 vvVMxRISPRMeditingMrescuesMcardiacMandMmuscleMfunctionMforMfmMmonthsMinMdystrophicMmicecMJCIi
InsightaM2018aMhaM 9.9 56

97 xRISPRbxasnMcleavageMefficiencyMcorrelatesMstronglyMwithMtargetbsgRNvMfoldingMstabilityoMfromM
physicalMmechanismMtoMoffbtargetMassessmentcMScientificiReportsaM2017aMlaMfih 4.9 43

96 zlectrostaticMfreeMenergyMlandscapesMforMnucleicMacidMhelixMassemblycMNucleiciAcidsiResearchaM2006aM
hiaMkkgnbhn 20.1 42

95 StatisticalMthermodynamicsMofMdoublebstrandedMpolymerMmoleculescMJournaliofiChemicaliPhysicsaM
1995aMfehaMjmegbjmfh 3.9 41

94 PredictingMsecondaryMstructuralMfoldingMkineticsMforMnucleicMacidscMBiophysicaliJournalaM2010aMnmaMfkflbgj 2.9 39

93 TheoryMforMtheMconformationalMchangesMofMdoublebstrandedMchainMmoleculescMJournaliofiChemicali
PhysicsaM1998aMfenaMikegbikfk 3.9 39

92 NanoporeMelectricMsnapshotsMofManMRNvMtertiaryMfoldingMpathwaycMNatureiCommunicationsaM2017aMmaMfijm 17.4 38

91 IonbmediatedMRNvMstructuralMcollapseoMeffectMofMspatialMconfinementcMBiophysicaliJournalaM2012aMfehaMmglbhk2.9 38

90 zlectrostaticMfreeMenergyMlandscapesMforMyNvMhelixMbendingcMBiophysicaliJournalaM2008aMniaMhfhlbin 2.9 38

89 RNvbPuzzlesMRoundMIVoMhyMstructureMpredictionsMofMfourMribozymesMandMtwoMaptamerscMRnaaM2020aM
gkaMnmgbnnj 5.8 37

88 MimickingMRibosomalMUnfoldingMofMRNvMPseudoknotMinMaMProteinMxhannelcMJournaliofitheiAmericani
ChemicaliSocietyaM2015aMfhlaMfjligbjg 16.4 36

87 wiphasicMfoldingMkineticsMofMRNvMpseudoknotsMandMtelomeraseMRNvMactivitycMJournaliofiMoleculari
BiologyaM2007aMhklaMnenbgi 6.5 35

86 xotranscriptionalMfoldingMkineticsMofMribonucleicMacidMsecondaryMstructurescMJournaliofiChemicali
PhysicsaM2011aMfhjaMgijfef 3.9 34
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85 zxploringMtheMcomplexMfoldingMkineticsMofMRNvMhairpinsoMIIcMzffectMofMsequenceaMlengthaMandM
misfoldedMstatescMBiophysicaliJournalaM2006aMneaMllmbml 2.9 33

84 hoImportanceMofMyiffuseMMetalMIonMwindingMtoMRNvcMMetaliIonsiiniLifeiSciencesaM2011aMfefbfgi 33

83 vvVnMzditsMMuscleMStemMxellsMinMNormalMandMyystrophicMvdultMMicecMMoleculariTherapyaM2019aMglaMfjkmbfjmj11.7 32

82 PredictingMloopbhelixMtertiaryMstructuralMcontactsMinMRNvMpseudoknotscMRnaaM2010aMfkaMjhmbjg 5.8 32

81 UnderstandingMtheMkineticMmechanismMofMRNvMsingleMbaseMpairMformationcMProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2016aMffhaMffkbgf 11.5 30

80 StructureMandMstabilityMofMRNvdRNvMkissingMcomplexoMwithMapplicationMtoMHIVMdimerizationMinitiationM
signalcMRnaaM2011aMflaMgfhebih 5.8 30

79 –reeMenergyMlandscapesMofMRNvdRNvMcomplexesoMwithMapplicationsMtoMsnRNvMcomplexesMinM
spliceosomescMJournaliofiMoleculariBiologyaM2006aMhjlaMgngbhfg 6.5 30

78 MonteMxarloMTightlyMwoundMIonMModeloMPredictingMIonbwindingMPropertiesMofMRNvMwithMIonM
xorrelationsMandM–luctuationscMJournaliofiChemicaliTheoryiandiComputationaM2016aMfgaMhhlebmf 6.4 29

77 PredictingMelectrostaticMforcesMinMRNvMfoldingcMMethodsiiniEnzymologyaM2009aMiknaMikjbml 1.7 28

76 PredictingMkissingMinteractionsMinMmicroRNvbtargetMcomplexMandMassessmentMofMmicroRNvMactivitycM
NucleiciAcidsiResearchaM2012aMieaMikmfbne 20.1 28

75 IsRNvoMvnMIterativeMSimulatedMReferenceMStateMvpproachMtoMModelingMxorrelatedMInteractionsMinM
RNvM–oldingcMJournaliofiChemicaliTheoryiandiComputationaM2018aMfiaMgghebgghn 6.4 27

74 vMconservedMRNvMpseudoknotMinMaMputativeMmolecularMswitchMdomainMofMtheMhTbuntranslatedMregionM
ofMcoronavirusesMisMonlyMmarginallyMstablecMRnaaM2011aMflaMflilbjn 5.8 26

73 UnifiedMenergeticsManalysisMunravelsMSpxasnMcleavageMactivityMforMoptimalMgRNvMdesigncMProceedingsi
ofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2019aMffkaMmknhbmknm 11.5 24

72 PredictingMRNvMStructureMwithMVfoldcMMethodsiiniMoleculariBiologyaM2017aMfkjiaMhbfj 1.4 23

71 PredictingMribosomalMframeshiftingMefficiencycMPhysicaliBiologyaM2008aMjaMefkeeg 3 22

70 KineticMmechanismMofMconformationalMswitchMbetweenMbistableMRNvMhairpinscMJournaliofithei
AmericaniChemicaliSocietyaM2012aMfhiaMfginnbjel 16.4 21

69 HierarchicalMvssemblyMofMRNvMThreebyimensionalMStructuresMwasedMonMLoopMTemplatescMJournaliofi
PhysicaliChemistryiBaM2018aMfggaMjhglbjhhj 3.4 20

68 xomputingMtheMconformationalMentropyMforMRNvMfoldscMJournaliofiChemicaliPhysicsaM2010aMfhgaMghjfei 3.9 19

Shi-Jie Chen

4



67 InMvitroMRNvMSzLzXMforMtheMgenerationMofMchemicallyboptimizedMtherapeuticMRNvMdrugscMMethodsaM
2016aMfehaMfklbli 4.6 18

66 SaltbdependentMfoldingMenergyMlandscapeMofMRNvMthreebwayMjunctioncMBiophysicaliJournalaM2010aMnmaMfffbge2.9 18

65 PredictingMionbnucleicMacidMinteractionsMbyMenergyMlandscapebguidedMsamplingcMJournaliofiChemicali
TheoryiandiComputationaM2012aMmaMgenjbgfef 6.4 17

64 –oldingMthermodynamicsMofMpseudoknottedMchainMconformationscMJournaliofiChemicaliPhysicsaM2006aM
fgiaMfjineh 3.9 17

63 MasterMequationMapproachMtoMfindingMtheMrateblimitingMstepsMinMbiopolymerMfoldingcMJournaliofi
ChemicaliPhysicsaM2003aMffmaMhifhbhige 3.9 17

62 vMthreebdimensionalMstatisticalMmechanicalMmodelMofMfoldingMdoublebstrandedMchainMmoleculescM
JournaliofiChemicaliPhysicsaM2001aMffiaMlkknblkmf 3.9 17

61 PhysicsbbasedMRNvMstructureMpredictioncMBiophysicsiReportsaM2015aMfaMgbfh 3.5 16

60 windingMinterfaceMandMimpactMonMproteaseMcleavageMforManMRNvMaptamerMtoMHIVbfMreverseM
transcriptasecMNucleiciAcidsiResearchaM2020aMimaMglenbglgg 20.1 16

59 PredictingMstructureMandMstabilityMforMRNvMcomplexesMwithMintermolecularMloopbloopMbasebpairingcM
RnaaM2014aMgeaMmhjbij 5.8 16

58 SymmetriesMinMproteinsoMvMknotMtheoryMapproachcMJournaliofiChemicaliPhysicsaM1996aMfeiaMjnkibjnlh 3.9 15

57 ImportanceMofMdiffuseMmetalMionMbindingMtoMRNvcMMetaliIonsiiniLifeiSciencesaM2011aMnaMfefbgi 2.6 15

56 QuantifyingMxoulombicMandMsolventMpolarizationbmediatedMforcesMbetweenMyNvMhelicescMJournaliofi
PhysicaliChemistryiBaM2013aMfflaMlggfbl 3.4 14

55 VfoldLvoMvMwebMserverMforMloopMassemblybbasedMpredictionMofMputativeMhyMRNvMstructurescMJournali
ofiStructuraliBiologyaM2019aMgelaMghjbgie 3.4 13

54 StructuralMcomputationalMmodelingMofMRNvMaptamerscMMethodsaM2016aMfehaMfljbn 4.6 13

53 vnalyzingMtheMbiopolymerMfoldingMratesMandMpathwaysMusingMkineticMclusterMmethodcMJournaliofi
ChemicaliPhysicsaM2003aMffnaMmlfkbmlgn 3.9 13

52 yuchenneMmuscularMdystrophyManimalMmodelsMforMhighbthroughputMdrugMdiscoveryMandMprecisionM
medicinecMExpertiOpinionioniDrugiDiscoveryaM2020aMfjaMiihbijk 6.2 12

51 xasnbspecificMimmuneMresponsesMcompromiseMlocalMandMsystemicMvvVMxRISPRMtherapyMinMmultipleM
dystrophicMcanineMmodelscMNatureiCommunicationsaM2021aMfgaMklkn 17.4 12

50 ManybbodyMeffectMinMionMbindingMtoMRNvcMJournaliofiChemicaliPhysicsaM2014aMfifaMejjfef 3.9 11
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49 RNvM–oldingMTransitionsMandMxooperativitycMJournaliofiPhysicaliChemistryiBaM2001aMfejaMfkfmbfkhe 3.4 11

48 MxTwIoMaMwebMserverMforMpredictingMmetalMionMeffectsMinMRNvMstructurescMRnaaM2017aMghaMffjjbffkj 5.8 10

47 PredictingMRNvbMetalMIonMwindingMwithMIonMyehydrationMzffectscMBiophysicaliJournalaM2019aMffkaMfmibfnj 2.9 10

46 QuantitativeMUnderstandingMofMSHvPzMMechanismMfromMRNvMStructureMandMyynamicsMvnalysiscM
JournaliofiPhysicaliChemistryiBaM2018aMfggaMillfbilmh 3.4 10

45 PredictingMxotranscriptionalM–oldingMKineticsM–orMRiboswitchcMJournaliofiPhysicaliChemistryiBaM2018aM
fggaMlimiblink 3.4 10

44 NuclearMMagneticMResonanceMStudyMofMRNvMStructuresMatMtheMhTbzndMofMtheMHepatitisMxMVirusM
GenomecMBiochemistryaM2017aMjkaMinlgbinmi 3.2 10

43 xoarsebgrainedMpredictionMofMRNvMloopMstructurescMPLoSiONEaM2012aMlaMeimike 3.7 10

42 vMnewMcomputationalMapproachMforMmechanicalMfoldingMkineticsMofMRNvMhairpinscMBiophysicaliJournalaM
2009aMnkaMiegibhi 2.9 10

41 StatisticalMthermodynamicsMforMchainMmoleculesMwithMsimpleMRNvMtertiaryMcontactscMJournaliofi
ChemicaliPhysicsaM2005aMfggaMeninen 3.9 10

40 vMMethodMtoMPredictMtheMhyMStructureMofManMRNvMScaffoldcMMethodsiiniMoleculariBiologyaM2015aMfhfkaMfbff1.4 10

39 –oldingMkineticsMforMtheMconformationalMswitchMbetweenMalternativeMRNvMstructurescMJournaliofi
PhysicaliChemistryiBaM2010aMffiaMfhkenbfj 3.4 9

38 VfoldxPXMServeroMPredictingMRNvbRNvMxomplexMStructureMandMStabilitycMPLoSiONEaM2016aMffaMeefkhiji 3.7 9

37 RLyOxKoMvMNewMMethodMforMPredictingMRNvbLigandMInteractionscMJournaliofiChemicaliTheoryiandi
ComputationaM2020aMfkaMlflhblfmh 6.4 8

36 QuestionsMvnsweredMandMUnansweredMbyMtheM–irstMxRISPRMzditingMStudyMinMaMxanineMModelMofM
yuchenneMMuscularMyystrophycMHumaniGeneiTherapyaM2019aMheaMjhjbjih 4.8 8

35 zxploringMtheMelectrostaticMenergyMlandscapeMforMtetraloopbreceptorMdockingcMPhysicaliChemistryi
ChemicaliPhysicsaM2014aMfkaMkhklblj 3.6 7

34 PredictingMfreeMenergyMlandscapesMforMcomplexesMofMdoublebstrandedMchainMmoleculescMJournaliofi
ChemicaliPhysicsaM2001aMffiaMigjhbigkk 3.9 7

33 TwIMserveroMaMwebMserverMforMpredictingMionMeffectsMinMRNvMfoldingcMPLoSiONEaM2015aMfeaMeeffnlej 3.7 7

32 IsRNvfoMPredictionMandMwlindMScreeningMofMRNvMhyMStructurescMJournaliofiChemicaliTheoryiandi
ComputationaM2021aMflaMfmigbfmjl 6.4 7
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31 StructuralMbasisMofMprostatebspecificMmembraneMantigenMrecognitionMbyMtheMvngMRNvMaptamercM
NucleiciAcidsiResearchaM2020aMimaMfffhebfffij 20.1 6

30 HexahydratedMMgMwindingMandMOuterbShellMyehydrationMonMRNvMSurfacecMBiophysicaliJournalaM2018aM
ffiaMfglibfgmi 2.9 6

29 PredictingMMonovalentMIonMxorrelationMzffectsMinMNucleicMvcidscMACSiOmegaaM2019aMiaMfhihjbfhiik 3.9 6

28 QuantitativeManalysisMofMtheMionbdependentMfoldingMstabilityMofMyNvMtriplexescMPhysicaliBiologyaM2011
aMmaMekkeek 3 6

27 vMdomainbbasedMmodelMforMpredictingMlargeMandMcomplexMpseudoknottedMstructurescMRNAiBiologyaM
2012aMnaMgeebff 4.8 6

26 yevelopmentMandMapplicationMofMaMdropletMdigitalMpolymeraseMchainMreactionMUddPxRVMforMdetectionM
andMinvestigationMofMvfricanMswineMfeverMviruscMCanadianiJournaliofiVeterinaryiResearchaM2018aMmgaMlebli 0.5 6

25 vMMethodMtoMPredictMtheMStructureMandMStabilityMofMRNvdRNvMxomplexescMMethodsiiniMoleculari
BiologyaM2016aMfineaMkhblg 1.4 6

24 SitebSpecificMwindingMofMNonbSitebSpecificMIonscMBiophysicaliJournalaM2019aMffkaMgghlbgghn 2.9 5

23 ModelingMLoopMxompositionMandMIonMxoncentrationMzffectsMinMRNvMHairpinM–oldingMStabilitycM
BiophysicaliJournalaM2020aMffnaMfihnbfijj 2.9 5

22 PredictingMMolecularMxrowdingMzffectsMinMIonbRNvMInteractionscMJournaliofiPhysicaliChemistryiBaM
2016aMfgeaMmmhlbii 3.4 5

21 PredictingMIonMzffectsMinManMRNvMxonformationalMzquilibriumcMJournaliofiPhysicaliChemistryiBaM2017aM
fgfaMmegkbmehk 3.4 4

20 TopologicalMconstraintsMofMRNvMpseudoknottedMandMloopbkissingMmotifsoMapplicationsMtoM
threebdimensionalMstructureMpredictioncMNucleiciAcidsiResearchaM2020aMimaMkjehbkjfg 20.1 4

19 yecipheringMnucleotideMmodificationbinducedMstructureMandMstabilityMchangescMRNAiBiologyaM2021aM
fmaMfngebfnhe 4.8 4

18 RNvMhyMStructureMPredictionMUsingMxoarsebGrainedMModelscMFrontiersiiniMoleculariBiosciencesaM2021aM
maMlgenhl 5.6 4

17 RNvâ��ligandMmolecularMdockingoMvdvancesMandMchallengescMWileyiInterdisciplinaryiReviews:i
ComputationaliMoleculariScienceaefjlf 7.9 4

16 TheoryMMeetsMzxperimentoMMetalMIonMzffectsMinMHxVMGenomicMRNvMKissingMxomplexM–ormationcM
FrontiersiiniMoleculariBiosciencesaM2017aMiaMng 5.6 3

15 vMNewMMethodMtoMPredictMIonMzffectsMinMRNvM–oldingcMMethodsiiniMoleculariBiologyaM2017aMfkhgaMfbfl 1.4 2

14 GraphaMpseudoknotaMandMSvRSbxoVbgMgenomicMRNvoMvMbiophysicalMsynthesiscMBiophysicaliJournalaM
2021aMfgeaMnmebnmg 2.9 2
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13 TheMthreebwayMjunctionMstructureMofMtheMHIVbfMPwSbsegmentMbindsMhostMenzymeMimportantMforMviralM
infectivitycMNucleiciAcidsiResearchaM2021aMinaMjngjbjnig 20.1 2

12 KineticMMechanismMofMRNvMHelixbTerminalMwasepairingbvMKineticMMinimaMNetworkMvnalysiscM
BiophysicaliJournalaM2019aMfflaMfklibfkmh 2.9 2

11 RLyOxKMmethodMforMpredictingMRNvbsmallMmoleculeMbindingMmodescMMethodsaM2021aM 4.6 2

10 vMwayesbinspiredMtheoryMforMoptimallyMbuildingManMefficientMcoarsebgrainedMfoldingMforceMfieldcM
CommunicationsiiniInformationiandiSystemsaM2021aMgfaMkjbmh 0.8 2

9 StatisticalMmechanicalMmodelingMofMRNvMfoldingoMfromMfreeMenergyMlandscapeMtoMtertiaryMstructuralM
predictioncMNucleiciAcidsiandiMoleculariBiologyaM2012aMglaMfmjbgfg 1

8 vnalyticalMmodelingMandMdeepMlearningMapproachesMtoMestimatingMRNvMSHvPzMreactivityMfromMhyM
structurecMCommunicationsiiniInformationiandiSystemsaM2019aMfnaMgnnbhfn 0.8 1

7 ModelingMNoncanonicalMRNvMwaseMPairsMbyMaMxoarsebGrainedMIsRNvgMModelcMJournaliofiPhysicali
ChemistryiBaM2021aMfgjaMffnelbffnfj 3.4 1

6 SievingMRNvMhyMStructuresMwithMSHvPzMandMzvaluatingMMechanismsMyrivingMSequencebyependentM
ReactivityMwiascMJournaliofiPhysicaliChemistryiBaM2021aMfgjaMffjkbffkk 3.4 1

5 SHvPzRoMvMWebMServerMforM–astMandMvccurateMSHvPzMReactivityMPredictioncMFrontiersiiniMoleculari
BiosciencesaM2021aMmaMlgfnjj 5.6 0

4 VfoldgybMxoMvMPhysicsbwasedMHybridMModelMforMPredictingMRNvMSecondaryMStructureM–oldingcM
JournaliofiPhysicaliChemistryiBaM2021aMfgjaMfefembfeffm 3.4 0

3 PredictingMRNvMScaffoldsMwithMaMHybridMMethodMofMVfoldhyMandMVfoldLvcMMethodsiiniMoleculari
BiologyaM2021aMghghaMfbff 1.4 0

2 hMImportanceMofMyiffuseMMetalMIonMwindingMtoMRNvM2015aMfefbfgi

1 yesigningMRNvMfoldingMcooperativityM1999aMjkbkf
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