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n Paper IF Citations

161 unMatlasMofMactiveMenhancersMacrossMhumanMcellMtypesMandMtissuesbMNatureZM2014ZMidkZMhiiahje 50.4 1595

160 untisenseMtranscriptionMinMtheMmammalianMtranscriptomebMScienceZM2005ZMgdmZMeijhaj 33.3 1354

159 unalysisMofMtheMmouseMtranscriptomeMbasedMonMfunctionalMannotationMofMjdZkkdMfullalengthMcxNusbM
NatureZM2002ZMhfdZMijgakg 50.4 1350

158 uMpromoteralevelMmammalianMexpressionMatlasbMNatureZM2014ZMidkZMhjfakd 50.4 1301

157 StructuralMpartsMinvolvedMinMactivationMandMinactivationMofMtheMsodiumMchannelbMNatureZM1989ZMggmZMimkajdg50.4 1091

156  enomeawideManalysisMofMmammalianMpromoterMarchitectureMandMevolutionbMNatureiGeneticsZM2006ZM
glZMjfjagi 36.3 1021

155 yxistenceMofMdistinctMsodiumMchannelMmessengerMRNusMinMratMbrainbMNatureZM1986ZMgfdZMellamf 50.4 880

154 TheMregulatedMretrotransposonMtranscriptomeMofMmammalianMcellsbMNatureiGeneticsZM2009ZMheZMijgake 36.3 601

153 αighathroughputMmappingMofMaMdynamicMsignalingMnetworkMinMmammalianMcellsbMScienceZM2005ZMgdkZMejfeai33.3 587

152 unMatlasMofMhumanMlongMnonacodingMRNusMwithMaccurateMiTMendsbMNatureZM2017ZMihgZMemmafdh 50.4 581

151 zunctionalMannotationMofMaMfullalengthMmouseMcxNuMcollectionbMNatureZM2001ZMhdmZMjliamd 50.4 560

150 unMatlasMofMcombinatorialMtranscriptionalMregulationMinMmouseMandMmanbMCellZM2010ZMehdZMkhhaif 56.2 555

149 yxpressionMofMfunctionalMsodiumMchannelsMfromMclonedMcxNubMNatureZM1986ZMgffZMlfjal 50.4 473

148 yxperimentalMvalidationMofMtheMregulatedMexpressionMofMlargeMnumbersMofMnonacodingMRNusMfromMtheM
mouseMgenomebMGenomeiResearchZM2006ZMejZMeeam 9.7 407

147 TranscribedMenhancersMleadMwavesMofMcoordinatedMtranscriptionMinMtransitioningMmammalianMcellsbM
ScienceZM2015ZMghkZMededah 33.3 384

146 TheMtranscriptionalMnetworkMthatMcontrolsMgrowthMarrestMandMdifferentiationMinMaMhumanMmyeloidM
leukemiaMcellMlinebMNatureiGeneticsZM2009ZMheZMiigajf 36.3 356

145 TinyMRNusMassociatedMwithMtranscriptionMstartMsitesMinManimalsbMNatureiGeneticsZM2009ZMheZMikfal 36.3 302
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144 PrimaryMstructureMofMtheMalphaasubunitMofMtransducinMandMitsMrelationshipMtoMrasMproteinsbMNatureZM
1985ZMgeiZMfhfai 50.4 296

143 uMsingleMpointMmutationMconfersMtetrodotoxinMandMsaxitoxinMinsensitivityMonMtheMsodiumMchannelMIIbM
FEBSiLettersZM1989ZMfimZMfegaj 3.8 285

142 uMcomprehensiveMsurveyMofMgTManimalMmiRNuMmodificationMeventsMandMaMpossibleMroleMforMgTM
adenylationMinMmodulatingMmiRNuMtargetingMeffectivenessbMGenomeiResearchZM2010ZMfdZMegmlahed 9.7 269

141 womplexMLociMinMhumanMandMmouseMgenomesbMPLoSiGeneticsZM2006ZMfZMehk 6 246

140 xeepasequencingMofMhumanMurgonauteaassociatedMsmallMRNusMprovidesMinsightMintoMmiRNuMsortingM
andMrevealsMurgonauteMassociationMwithMRNuMfragmentsMofMdiverseMoriginbMRNAiBiologyZM2011ZMlZMeilakk 4.8 221

139
wonservationMandMdivergenceMinMTollalikeMreceptorMharegulatedMgeneMexpressionMinMprimaryMhumanM
versusMmouseMmacrophagesbMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaZM2012ZMedmZMymhhaig

11.5 212

138 xeepMtranscriptomeMprofilingMofMmammalianMstemMcellsMsupportsMaMregulatoryMroleMforM
retrotransposonsMinMpluripotencyMmaintenancebMNatureiGeneticsZM2014ZMhjZMiilajj 36.3 203

137 StatinMtherapyMreducesMtheMmycobacteriumMtuberculosisMburdenMinMhumanMmacrophagesMandMinMmiceM
byMenhancingMautophagyMandMphagosomeMmaturationbMJournaliofiInfectiousiDiseasesZM2014ZMfdmZMkihajg 7 190

136 uMpredictiveMcomputationalMframeworkMforMdirectMreprogrammingMbetweenMhumanMcellMtypesbM
NatureiGeneticsZM2016ZMhlZMggeai 36.3 184

135 LPSMregulatesMproinflammatoryMgeneMexpressionMinMmacrophagesMbyMalteringMhistoneMdeacetylaseM
expressionbMFASEBiJournalZM2006ZMfdZMegeiafk 0.9 182

134 wlustersMofMinternallyMprimedMtranscriptsMrevealMnovelMlongMnoncodingMRNusbMPLoSiGeneticsZM2006ZMfZMegk 6 135

133 zunctionalMexpressionMofMclonedMcxNuMencodingMsodiumMchannelMIIIbMFEBSiLettersZM1988ZMfflZMemiafdd 3.8 130

132 xocfnMaMnovelMbrainMproteinMhavingMtwoMrepeatedMwfalikeMdomainsbMBiochemicaliandiBiophysicali
ResearchiCommunicationsZM1995ZMfdjZMhgmahl 3.4 115

131 InteractionMgeneralityZMaMmeasurementMtoMassessMtheMreliabilityMofMaMproteinaproteinMinteractionbM
NucleiciAcidsiResearchZM2002ZMgdZMeejgal 20.1 114

130 PuPxiamediatedMgTMadenylationMandMsubsequentMdegradationMofMmiRafeMisMdisruptedMinMproliferativeM
diseasebMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaZM2014ZMeeeZMeehjkakf11.5 106

129 wrossamappingMandMtheMidentificationMofMeditingMsitesMinMmatureMmicroRNusMinMhighathroughputM
sequencingMlibrariesbMGenomeiResearchZM2010ZMfdZMfikajh 9.7 105

128 TranscriptionalMnetworkMdynamicsMinMmacrophageMactivationbMGenomicsZM2006ZMllZMeggahf 4.3 104

127 TranscriptionMandMenhancerMprofilingMinMhumanMmonocyteMsubsetsbMBloodZM2014ZMefgZMemdam 2.2 101

(2014-1985)
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126 uMgenomeawideMandMnonredundantMmouseMtranscriptionMfactorMdatabasebMBiochemicaliandi
BiophysicaliResearchiCommunicationsZM2004ZMgffZMklkamg 3.4 101

125 wonstructionMofMreliableMproteinaproteinMinteractionMnetworksMwithMaMnewMinteractionMgeneralityM
measurebMBioinformaticsZM2003ZMemZMkijajg 7.2 91

124 ProteinaproteinMinteractionMpanelMusingMmouseMfullalengthMcxNusbMGenomeiResearchZM2001ZMeeZMekilaji 9.7 89

123 zuNTOMiMwu yMprofilesMofMhumanMandMmouseMsamplesbMScientificiDataZM2017ZMhZMekdeef 8.2 88

122 veyondMtheMzuNTOMhM2010ZMeeZMOee 78

121 TranscriptionalMfeaturesMofMgenomicMregulatoryMblocksbMGenomeiBiologyZM2009ZMedZMRgl 18.3 77

120 xataadrivenMnormalizationMstrategiesMforMhighathroughputMquantitativeMRTaPwRbMBMCiBioinformaticsZM
2009ZMedZMeed 3.6 72

119 TheMzuNTOMMwebMresourcenMfromMmammalianMtranscriptionalMlandscapeMtoMitsMdynamicMregulationbM
GenomeiBiologyZM2009ZMedZMRhd 18.3 65

118
PredictingMiafluorouracilMchemosensitivityMofMliverMmetastasesMfromMcolorectalMcancerMusingMprimaryM
tumorMspecimensnMthreeageneMexpressionMmodelMpredictsMclinicalMresponsebMInternationaliJournaliofi
CancerZM2006ZMeemZMhdjaeg

7.5 64

117 NextagenerationMsequencingabasedMsmallMRNuMprofilingMofMcerebrospinalMfluidMexosomesbM
NeuroscienceiLettersZM2017ZMjgjZMhlaik 3.3 63

116 ynhancedMIdentificationMofMTranscriptionalMynhancersMProvidesMMechanisticMInsightsMintoMxiseasesbM
TrendsiiniGeneticsZM2016ZMgfZMkjall 8.5 59

115 TheMPxZMproteinMtaxainteractingMproteinaeMinhibitsMbetaacateninMtranscriptionalMactivityMandMgrowthM
ofMcolorectalMcancerMcellsbMJournaliofiBiologicaliChemistryZM2003ZMfklZMglkilajh 5.4 59

114 TheMenhancerMandMpromoterMlandscapeMofMhumanMregulatoryMandMconventionalMTacellM
subpopulationsbMBloodZM2014ZMefgZMejlakl 2.2 58

113 IdentificationMofMaMnovelMkinasealikeMgeneMinducedMduringMneuronalMcellMdeathbMBiochemicaliandi
BiophysicaliResearchiCommunicationsZM1999ZMfilZMfjdah 3.4 58

112 xecipheringMtheMtranscriptionalMcircuitryMofMmicroRNuMgenesMexpressedMduringMhumanMmonocyticM
differentiationbMBMCiGenomicsZM2009ZMedZMimi 4.5 57

111 zuNTOMhMydgeyxpressxvnManMintegratedMdatabaseMofMpromotersZMgenesZMmicroRNusZMexpressionM
dynamicsMandMregulatoryMinteractionsbMGenomeiBiologyZM2009ZMedZMRgm 18.3 56

110  enomeawideMinvestigationMofMinMvivoMy RaeMbindingMsitesMinMmonocyticMdifferentiationbMGenomei
BiologyZM2009ZMedZMRhe 18.3 55

109 ReversibleMhydrogelMformationMdrivenMbyMproteinapeptideaspecificMinteractionMandMchondrocyteM
entrapmentbMBiomaterialsZM2010ZMgeZMilajj 15.6 52
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108 vatffcIrfeMinducesMinflammatoryMresponsesMinMclassicallyMactivatedMmacrophagesZM
lipopolysaccharidesZMandMmycobacterialMinfectionbMJournaliofiImmunologyZM2015ZMemhZMjdgiahh 5.3 49

107 LRRNhMandMUPKgvMareMmarkersMofMprimaryMmesothelialMcellsbMPLoSiONEZM2011ZMjZMefigme 3.7 49

106 wxSMannotationMinMfullalengthMcxNuMsequencebMGenomeiResearchZM2003ZMegZMehklalk 9.7 49

105 TfvPZMaMnovelMTRuzfMbindingMproteinZMcanMactivateMNzakappavMandMuPaeMwithoutMTNzMstimulationbM
BiochemicaliandiBiophysicaliResearchiCommunicationsZM2002ZMfmdZMeedlaeg 3.4 49

104 weMwu yMdetectsMtranscriptionMstartMsitesMandMenhancerMactivityMatMsingleacellMresolutionbMNaturei
CommunicationsZM2019ZMedZMgjd 17.4 45

103 UpdateMofMtheMzuNTOMMwebMresourcenMfromMmammalianMtranscriptionalMlandscapeMtoMitsMdynamicM
regulationbMNucleiciAcidsiResearchZM2011ZMgmZMxlijajd 20.1 45

102  eminfMplaysManMimportantMroleMinMstabilizingMtheMsurvivalMofMmotorMneuronMcomplexbMJournaliofi
BiologicaliChemistryZM2007ZMflfZMeeeffagh 5.4 44

101 LPSMregulatesMaMsetMofMgenesMinMprimaryMmurineMmacrophagesMbyMantagonisingMwSzaeMactionbM
ImmunobiologyZM2005ZMfedZMmkaedk 3.4 43

100 TranscriptionalMlandscapeMofMMycobacteriumMtuberculosisMinfectionMinMmacrophagesbMScientifici
ReportsZM2018ZMlZMjkil 4.9 41

99  lobalManalysisMofMpreamRNuMsubcellularMlocalizationMfollowingMsplicingMinhibitionMbyMspliceostatinMubM
RnaZM2017ZMfgZMhkaik 5.8 41

98 SolutionMstructureMofMaMvolualikeMproteinMfromMMusMmusculusbMProteiniScienceZM2004ZMegZMihial 6.3 41

97 zunctionalMannotationMofMhumanMlongMnoncodingMRNusMviaMmolecularMphenotypingbMGenomei
ResearchZM2020ZMgdZMedjdaedkf 9.7 41

96 RUNXeMregulatesMsiteMspecificityMofMxNuMdemethylationMbyMrecruitmentMofMxNuMdemethylationM
machineriesMinMhematopoieticMcellsbMBloodiAdvancesZM2017ZMeZMejmmaekee 7.8 39

95 RedefiningMtheMtranscriptionalMregulatoryMdynamicsMofMclassicallyMandMalternativelyMactivatedM
macrophagesMbyMdeepwu yMtranscriptomicsbMNucleiciAcidsiResearchZM2015ZMhgZMjmjmalf 20.1 38

94 LigandaspecificMsequentialMregulationMofMtranscriptionMfactorsMforMdifferentiationMofMMwzakMcellsbM
BMCiGenomicsZM2009ZMedZMihi 4.5 37

93 NuclearMporeMcomplexMproteinMmediatedMnuclearMlocalizationMofMdicerMproteinMinMhumanMcellsbMPLoSi
ONEZM2011ZMjZMefggli 3.7 37

92 NzakappavMactivatorMucteMassociatesMwithMILaecTollMpathwayMadaptorMmoleculeMTRuzjbMFEBSiLettersZM
2002ZMigfZMfheaj 3.8 35

91 TemporalMdynamicsMandMtranscriptionalMcontrolMusingMsingleacellMgeneMexpressionManalysisbMGenomei
BiologyZM2013ZMehZMReel 18.3 34

(2013-2015)
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90 SimvastatinMenhancesMprotectionMagainstMListeriaMmonocytogenesMinfectionMinMmiceMbyM
counteractingMListeriaainducedMphagosomalMescapebMPLoSiONEZM2013ZMlZMekihmd 3.7 33

89 uMscreeningMsystemMtoMidentifyMtranscriptionMfactorsMthatMinduceMbindingMsiteadirectedMxNuM
demethylationbMEpigeneticsiandiChromatinZM2017ZMedZMjd 5.8 32

88 StacZMaMnovelMneuronaspecificMproteinMwithMcysteinearichMandMSαgMdomainsbMBiochemicaliandi
BiophysicaliResearchiCommunicationsZM1996ZMffmZMmdfam 3.4 32

87 ReconstructionMofMmonocyteMtranscriptionalMregulatoryMnetworkMaccompaniesMmonocyticMfunctionsM
inMhumanMfibroblastsbMPLoSiONEZM2012ZMkZMegghkh 3.7 31

86 wombinatorialMperturbationManalysisMrevealsMdivergentMregulationsMofMmesenchymalMgenesMduringM
epithelialatoamesenchymalMtransitionbMNpjiSystemsiBiologyiandiApplicationsZM2019ZMiZMfe 5 27

85 ReductionMofMnonainsertMsequenceMreadsMbyMdimerMeliminatorMLNuMoligonucleotideMforMsmallMRNuM
deepMsequencingbMBioTechniquesZM2010ZMhmZMkieai 2.5 27

84 RestrictionMlandmarkMcxNuMscanningMURLwSVnMaMnovelMcxNuMdisplayMsystemMusingMtwoadimensionalM
gelMelectrophoresisbMNucleiciAcidsiResearchZM1996ZMfhZMflmamh 20.1 27

83 TowardsMdefiningMtheMnuclearMproteomebMGenomeiBiologyZM2008ZMmZMRei 18.3 27

82 IdentificationMofMZNzgmiMasMaMnovelMmodulatorMofMadipogenesisbMExperimentaliCelliResearchZM2013ZM
gemZMjlakj 4.2 25

81 TheMcombinationMofMgeneMperturbationMassayMandMwhIPachipMrevealsMfunctionalMdirectMtargetMgenesM
forMIRzlMinMTαPaeMcellsbMMoleculariImmunologyZM2010ZMhkZMffmiagdf 4.3 25

80 xevelopmentMofMaMxNuMbarcodeMtaggingMmethodMforMmonitoringMdynamicMchangesMinMgeneM
expressionMbyMusingManMultraMhighathroughputMsequencerbMBioTechniquesZM2008ZMhiZMmiak 2.5 25

79 woreMpromoterMstructureMandMgenomicMcontextMreflectMhistoneMgMlysineMmMacetylationMpatternsbMBMCi
GenomicsZM2010ZMeeZMfik 4.5 24

78 uMtransientMdisruptionMofMfibroblasticMtranscriptionalMregulatoryMnetworkMfacilitatesM
transadifferentiationbMNucleiciAcidsiResearchZM2014ZMhfZMlmdiaeg 20.1 23

77 NanoscaleMelongatingMcontrolMofMtheMselfaassembledMproteinMfilamentMwithMtheMcysteineaintroducedM
buildingMblocksbMProteiniScienceZM2009ZMelZMmjdam 6.3 23

76 zorceMmeasurementMforMantigenaantibodyMinteractionMbyMatomicMforceMmicroscopyMusingMaM
photograftapolymerMspacerbMBiomacromoleculesZM2005ZMjZMfkkjalh 6.9 23

75 MolecularMcloningMofMratM uxxhigammaZMgeneMinductionMandMitsMroleMduringMneuronalMcellMdeathbM
FEBSiLettersZM1999ZMhhjZMgegak 3.8 23

74 αigharesolutionManalysisMofMaberrantMregionsMinMautosomalMchromosomesMinMhumanMleukemiaMTαPaeM
cellMlinebMBMCiResearchiNotesZM2009ZMfZMeig 2.3 22

73 wonstructionMofMrepresentativeMtranscriptMandMproteinMsetsMofMhumanZMmouseZMandMratMasMaMplatformM
forMtheirMtranscriptomeMandMproteomeManalysisbMGenomicsZM2004ZMlhZMmegafe 4.3 22
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72 uMspotMcloningMmethodMforMrestrictionMlandmarkMgenomicMscanningbMElectrophoresisZM1995ZMejZMfdgam 3.6 22

71 xynamicMforceMspectroscopyMofMtheMspecificMinteractionMbetweenMtheMPxZMdomainMandMitsM
recognitionMpeptidesbMLangmuirZM2007ZMfgZMfjjlakg 4 21

70 wonstructingMORzeomeMresourcesMwithMremovableMterminationMcodonsbMBioTechniquesZM2006ZMheZMhhZM
hjZMhlMpassim 2.5 21

69 TargetingMvatffMforMinfectiousMdiseasesMandMcancerbMOncotargetZM2015ZMjZMfjikialf 3.3 21

68 RoleMofMsurvivalMmotorMneuronMcomplexMcomponentsMinMsmallMnuclearMribonucleoproteinMassemblybM
JournaliofiBiologicaliChemistryZM2009ZMflhZMehjdmaek 5.4 20

67  enomicManalysisMofMaMNzearelatedMpseudogeneMonMhumanMchromosomeMfebMGeneZM1994ZMehkZMfkkald 3.8 20

66 uccessibilityMtoMtissueaspecificMgenesMfromMmethylationMprofilesMofMmouseMbrainMgenomicMxNubM
ElectrophoresisZM1995ZMejZMfelafj 3.6 20

65 PrimaryMstructureMofMtheMvirusMactivatingMproteaseMfromMchickMembryobMItsMidentityMwithMtheMbloodM
clottingMfactorMXabMFEBSiLettersZM1991ZMflgZMfleai 3.8 20

64 TwoastepMcleavageMofMhairpinMRNuMwithMiTMoverhangsMbyMhumanMxIwyRbMBMCiMoleculariBiologyZM2011ZM
efZMj 4.5 19

63 OVOLfMinducesMmesenchymalatoaepithelialMtransitionMinMfibroblastsMandMenhancesMcellastateM
reprogrammingMtowardsMepithelialMlineagesbMScientificiReportsZM2019ZMmZMjhmd 4.9 18

62
xifferentialMTargetingMofMcaMafZMvachaeZMandMylmoaeMbyMmicroRNuaehgMandMmicroRNuagjiMPromotesM
theMIntracellularM rowthMofMinMulternativelyMILahcILaegMuctivatedMMacrophagesbMFrontiersiini
ImmunologyZM2019ZMedZMhfe

8.4 18

61 TheMmammalianMproteinaproteinMinteractionMdatabaseMandMitsMviewingMsystemMthatMisMlinkedMtoMtheM
mainMzuNTOMfMviewerbMGenomeiResearchZM2003ZMegZMeighahe 9.7 18

60 zungusaxerivedMNeoechinulinMvMasMaMNovelMuntagonistMofMLiverMXMReceptorZMIdentifiedMbyMwhemicalM
 eneticsMUsingMaMαepatitisMwMVirusMwellMwultureMSystembMJournaliofiVirologyZM2016ZMmdZMmdilakh 6.6 18

59 SubcellularMlocalizationMofMmammalianMtypeMIIMmembraneMproteinsbMTrafficZM2006ZMkZMjegafi 5.7 17

58 ILahR˛–adependentMalternativeMactivationMofMmacrophagesMisMnotMdecisiveMforMMycobacteriumM
tuberculosisMpathologyMandMbacterialMburdenMinMmicebMPLoSiONEZM2015ZMedZMedefedkd 3.7 16

57 wwMchemokineMligandMfMandMleukemiaMinhibitoryMfactorMcooperativelyMpromoteMpluripotencyMinM
mouseMinducedMpluripotentMcellsbMStemiCellsZM2011ZMfmZMeemjafdi 5.8 16

56 PhosphoregxvnMtheMtissueMandMsubacellularMdistributionMofMmammalianMproteinMkinasesMandM
phosphatasesbMBMCiBioinformaticsZM2006ZMkZMlf 3.6 16

55 IdentificationMofMregionaspecificMtranscriptionMfactorMgenesMinMtheMadultMmouseMbrainMbyM
mediumascaleMrealatimeMRTaPwRbMFEBSiLettersZM2004ZMikgZMfehal 3.8 16

(2004-1995)
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54 wwLfMenhancesMpluripotencyMofMhumanMinducedMpluripotentMstemMcellsMbyMactivatingMhypoxiaMrelatedM
genesbMScientificiReportsZM2014ZMhZMiffl 4.9 14

53 SingleaNucleotideMResolutionMMappingMofMαepatitisMvMVirusMPromotersMinMInfectedMαumanMLiversMandM
αepatocellularMwarcinomabMJournaliofiVirologyZM2016ZMmdZMedleeaedlff 6.6 14

52 TranscriptomeMunalysisMUncoversMaM rowthaPromotingMuctivityMofMOrosomucoidaeMonMαepatocytesbM
EBioMedicineZM2017ZMfhZMfikafjj 8.8 13

51 RecountingMtheMzuNTOMMwu yaussociatedMTranscriptomebMGenomeiResearchZM2020ZMgdZMedkgaedle 9.7 13

50 SolutionMstructureMofMtheMmouseMenhancerMofMrudimentaryMproteinMrevealsMaMnovelMfoldbMJournaliofi
BiomoleculariNMRZM2005ZMgfZMgfmagh 3 13

49 uMframeworkMforMidentificationMofMonaMandMoffatargetMtranscriptionalMresponsesMtoMdrugMtreatmentbM
ScientificiReportsZM2019ZMmZMekjdg 4.9 13

48 TranscriptionallyMinducedMenhancersMinMtheMmacrophageMimmuneMresponseMtoMMycobacteriumM
tuberculosisMinfectionbMBMCiGenomicsZM2019ZMfdZMke 4.5 12

47  enomeawideMprofilingMofMtranscribedMenhancersMduringMmacrophageMactivationbMEpigeneticsiandi
ChromatinZM2017ZMedZMid 5.8 11

46 MappingMMammalianMwellatypeaspecificMTranscriptionalMRegulatoryMNetworksMUsingMKxawu yMandM
whIPaseqMxataMinMtheMTwaYIKMwellMLinebMFrontiersiiniGeneticsZM2015ZMjZMgge 4.5 11

45 vuildingMpromoterMawareMtranscriptionalMregulatoryMnetworksMusingMsiRNuMperturbationMandM
deepwu ybMNucleiciAcidsiResearchZM2010ZMglZMleheal 20.1 11

44 ProteinaproteinMinteractionsMofMtheMhyperthermophilicMarchaeonMPyrococcusMhorikoshiiMOTgbMGenomei
BiologyZM2005ZMjZMRml 18.3 11

43 ScanningMgeneMexpressionMduringMneuronalMcellMdeathMevokedMbyMnerveMgrowthMfactorMdepletionbM
BiochimicaiEtiBiophysicaiActaiGeneiRegulatoryiMechanismsZM1999ZMehlmZMfmgagdf 11

42 ystablishmentMofMsingleacellMscreeningMsystemMforMtheMrapidMidentificationMofMtranscriptionalM
modulatorsMinvolvedMinMdirectMcellMreprogrammingbMNucleiciAcidsiResearchZM2012ZMhdZMeeji 20.1 10

41 ProteinaproteinMinteractionsMinMtheMmammalianMbrainbMJournaliofiPhysiologyZM2006ZMikiZMgkgak 3.9 10

40 InferringMhigherMfunctionalMinformationMforMRIKyNMmouseMfullalengthMcxNuMclonesMwithMzuwTSbM
GenomeiResearchZM2003ZMegZMeifdagg 9.7 10

39 yxpressionManalysisMofMgenesMresponsibleMforMserotoninMsignalingMinMtheMbrainbMNeurobiologyiofi
DiseaseZM2005ZMemZMgklali 7.5 9

38
ImprovedMrestrictionMlandmarkMcxNuMscanningMandMitsMapplicationMtoMglobalManalysisMofMgenesM
regulatedMbyMnerveMgrowthMfactorMinMPwefMcellsbMBiochimicaiEtiBiophysicaiActaiGeneiRegulatoryi
MechanismsZM1998ZMegmmZMedal

8

37 SharedMactivityMpatternsMarisingMatMgeneticMsusceptibilityMlociMrevealMunderlyingMgenomicMandMcellularM
architectureMofMhumanMdiseasebMPLoSiComputationaliBiologyZM2018ZMehZMeeddimgh 5 8
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36 IRNdbnMtheMdatabaseMofMimmunologicallyMrelevantMnonacodingMRNusbMDatabase:itheiJournaliofi
BiologicaliDatabasesiandiCurationZM2016ZMfdejZM 5 7

35 αumanMandMmouseMchromosomalMmappingMofMStacZMaMneuronaspecificMproteinMwithManMSαgMdomainbM
GenomicsZM1998ZMhkZMehdaf 4.3 7

34 worrespondenceMofMRL SaMMspotMbehaviorMwithMtissueMexpressionMonMmouseMhomologueMofMxPecTvfM
genebMBiochemicaliandiBiophysicaliResearchiCommunicationsZM1995ZMfegZMmjkakh 3.4 7

33  enomeascaleMregressionManalysisMrevealsMaMlinearMrelationshipMforMpromotersMandMenhancersMafterM
combinatorialMdrugMtreatmentbMBioinformaticsZM2017ZMggZMgjmjagkdd 7.2 6

32 wp MsiteaspecificMalterationMofMhydroxymethylcytosineMtoMmethylcytosineMbeyondMxNuMreplicationbM
BiochemicaliandiBiophysicaliResearchiCommunicationsZM2012ZMhfjZMeheak 3.4 6

31 IntegrativeMgenomeawideMexpressionManalysisMbearsMevidenceMofMestrogenMreceptoraindependentM
transcriptionMinMheregulinastimulatedMMwzakMcellsbMPLoSiONEZM2008ZMgZMeeldg 3.7 6

30 InMvitroMpulladownMassayMwithoutMexpressionMconstructsbMBioTechniquesZM2004ZMgkZMmelZMmfd 2.5 6

29 zunctionalMunnotationMofMαumanMLongMNonawodingMRNusMviaMMolecularMPhenotyping 6

28 vatffMdifferentiallyMregulatesMtissueMimmunopathologyMinMTypeMeMandMTypeMfMdiseasesbMMucosali
ImmunologyZM2019ZMefZMgmdahdf 9.2 6

27 RUNXeMinducesMxNuMreplicationMindependentMactiveMxNuMdemethylationMatMSPIeMregulatoryMregionsbM
BMCiMoleculariBiologyZM2017ZMelZMm 4.5 5

26 xevelopmentMofMaMhighathroughputMmethodMforMtheMsystematicMidentificationMofMhumanMproteinsM
nuclearMtranslocationMpotentialbMBMCiCelliBiologyZM2009ZMedZMjm 5

25
TrkvMmutantMlackingMtheMaminoaterminalMhalfMofMtheMextracellularMportionMactsMasMaMfunctionalM
brainaderivedMneurotrophicMfactorMreceptorbMBiochimicaiEtiBiophysicaiActaixiBiomembranesZM1999ZM
ehfdZMedhaed

3.8 4

24 unMexonatrappingMsystemMwithMaMnewlyMconstructedMtrappingMvectorMpyXTfoMitsMapplicationMtoMtheM
proximalMregionMofMtheMhumanMchromosomeMfeMlongMarmbMFEBSiLettersZM1993ZMgfiZMgdgal 3.8 4

23 SingleacellMtranscriptomesMofMfluorescentZMubiquitinationabasedMcellMcycleMindicatorMcells 4

22
TranscriptomeManalysisMrevealsMinadequateMspermatogenesisMandMimmediateMradicalMimmuneM
reactionsMduringMorganMcultureMin´ vitroMspermatogenesisbMBiochemicaliandiBiophysicaliResearchi
CommunicationsZM2020ZMigdZMkgfakgl

3.4 4

21 LossMofMvariationMofMstateMdetectedMinMsoybeanMmetabolicMandMhumanMmyelomonocyticMleukaemiaM
cellMtranscriptionalMnetworksMunderMexternalMstimulibMScientificiReportsZM2016ZMjZMgimhj 4.9 3

20 uMTranscriptionalMSwitchMPointMxuringMαematopoieticMStemMandMProgenitorMwellMOntogenybMStemi
CellsiandiDevelopmentZM2017ZMfjZMgehagfk 4.4 3

19 PredictionMofMhumanMcxNuMfromMitsMhomologousMmouseMfullalengthMcxNuMandMhumanMshotgunM
databasebMFEBSiLettersZM1999ZMhjhZMefmagf 3.8 3
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18 xiscoveryMofMwidespreadMtranscriptionMinitiationMatMmicrosatellitesMpredictableMbyMsequenceabasedM
deepMneuralMnetworkbMNatureiCommunicationsZM2021ZMefZMgfmk 17.4 3

17
SystemawideManalysisMofMtheMtranscriptionalMnetworkMofMhumanMmyelomonocyticMleukemiaMcellsM
predictsMattractorMstructureMandMphorbolaesterainducedMdifferentiationMandMdedifferentiationM
transitionsbMScientificiReportsZM2015ZMiZMlflg

4.9 2

16 usymmetricMRegulationMofMPeripheralM enesMbyMTwoMTranscriptionalMRegulatoryMNetworksbMPLoSi
ONEZM2016ZMeeZMedejdhim 3.7 2

15 SharedMactivityMpatternsMarisingMatMgeneticMsusceptibilityMlociMrevealMunderlyingMgenomicMandMcellularM
architectureMofMhumanMdisease 2

14  lobalMinsightsMintoMproteinMcomplexesMthroughMintegratedManalysisMofMtheMreliableMinteractomeMandM
knockoutMlethalitybMBiochemicaliandiBiophysicaliResearchiCommunicationsZM2003ZMgdeZMjggahd 3.4 1

13 PredictionMofMtranscriptionMfactorsMassociatedMwithMxNuMdemethylationMduringMhumanMcellularM
developmentbbMChromosomeiResearchZM2022ZMgdZMedm 4.4 1

12 yvaluationMofMverberineMasManMudjunctMtoMTvMTreatmentbMFrontiersiiniImmunologyZM2021ZMefZMjijhem 8.4 1

11 QualityMassessmentMofMsingleacellMRNuMsequencingMdataMbyMcoverageMskewnessManalysis 1

10 RLwSZMRestrictionMLandmarkMcxNuMScanningM1997ZMefmaeij 1

9 weMwu yMdetectsMtranscriptionMstartMsitesMandMenhancerMactivityMatMsingleacellMresolution 1

8 yvidenceMofMtranscriptionMatMpolyTMshortMtandemMrepeats 1

7 SpliceostatinMuMinteractionMwithMSzgvMlimitsMUeMsnRNPMavailabilityMandMcausesMprematureMcleavageM
andMpolyadenylationbMCelliChemicaliBiologyZM2021ZMflZMegijaegjibeh 8.2 1

6 SkewwnMIdentifyingMcellsMwithMskewedMgeneMbodyMcoverageMinMsingleacellMRNuMsequencingMdatabbM
IScienceZM2022ZMfiZMedgkkk 6.1 0

5  uTujMisMpredictedMtoMregulateMxNuMmethylationMinManMinMvitroMmodelMofMhumanMhepatocyteM
differentiationbbMCommunicationsiBiologyZM2022ZMiZMheh 6.7 0

4 worrigendumMtonMpredictionMofMhumanMcxNuMfromMitsMhomologousMmouseMfullalengthMcxNuMandM
humanMshotgunMdatabasebMFEBSiLettersZM2000ZMhkeZMfje 3.8

3 RepositioningMmonocyteMTzRNMintoMfibroblastsbMMethodsiiniMoleculariBiologyZM2014ZMeejhZMfeeal 1.4

2 xirectMreprogrammingMbasedMonMtranscriptionalMregulatoryMnetworkManalysisbMInflammationiandi
RegenerationZM2014ZMghZMffhafgf 10.9

1 xevelopmentMofMpigMknockoutMUlkM McellMlineMforMunbiasedMdrugMdeliveryMtestingMsystemMusingM
wRISPRawasmMandMtranscriptomicManalysisbMJournaliofiBiotechnologyZM2021ZMggfZMkfalf 3.7
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