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m Paper IF Citations

149 MutationalMheterogeneityMinMcancerMandMtheMsearchMforMnewMcancerbassociatedMgenescMNatureaM2013aM
innaMgfibgfm 50.4 3616

148 xomprehensiveMmolecularMcharacterizationMofMurothelialMbladderMcarcinomacMNatureaM2014aMjelaMhfjbgg 50.4 1963

147 MappingMtheMhallmarksMofMlungMadenocarcinomaMwithMmassivelyMparallelMsequencingcMCellaM2012aMfjeaMffelbge56.2 1304

146 InitialMgenomeMsequencingMandManalysisMofMmultipleMmyelomacMNatureaM2011aMilfaMiklblg 50.4 1117

145 TheMgenomicMcomplexityMofMprimaryMhumanMprostateMcancercMNatureaM2011aMileaMgfibge 50.4 984

144 MutationalMevolutionMinMaMlobularMbreastMtumourMprofiledMatMsingleMnucleotideMresolutioncMNatureaM
2009aMikfaMmenbfh 50.4 879

143 vctivationMofMtheMPybfMpathwayMcontributesMtoMimmuneMescapeMinMzG RbdrivenMlungMtumorscMCancere
DiscoveryaM2013aMhaMfhjjbkh 24.4 831

142 TheMgeneticMlandscapeMofMhighbriskMneuroblastomacMNatureeGeneticsaM2013aMijaMglnbmi 36.3 717

141 yNvbyemethylatingMvgentsMTargetMxolorectalMxancerMxellsMbyMInducingMViralMMimicryMbyM
zndogenousMTranscriptscMCellaM2015aMfkgaMnkfblh 56.2 705

140 vvxRMProjectMGzNIzoMPoweringMPrecisionMMedicineMthroughManMInternationalMxonsortiumcMCancere
DiscoveryaM2017aMlaMmfmbmhf 24.4 629

139 yissectingMtheMgenomicMcomplexityMunderlyingMmedulloblastomacMNatureaM2012aMimmaMfeebj 50.4 623

138 MelanomaMgenomeMsequencingMrevealsMfrequentMPRzXgMmutationscMNatureaM2012aMimjaMjegbk 50.4 555

137 MedulloblastomaMexomeMsequencingMuncoversMsubtypebspecificMsomaticMmutationscMNatureaM2012aM
immaMfekbfe 50.4 552

136 LandscapeMofMgenomicMalterationsMinMcervicalMcarcinomascMNatureaM2014aMjekaMhlfbj 50.4 541

135 GenomeMsequencingMofMSκκMmedulloblastomaMpredictsMgenotypebrelatedMresponseMtoMsmoothenedM
inhibitioncMCancereCellaM2014aMgjaMhnhbiej 24.3 469

134 zpigenomicMalterationsMdefineMlethalMxIMPbpositiveMependymomasMofMinfancycMNatureaM2014aMjekaMiijbje 50.4 434

133 IntegrativeMandMcomparativeMgenomicManalysisMofMκPVbpositiveMandMκPVbnegativeMheadMandMneckM
squamousMcellMcarcinomascMClinicaleCancereResearchaM2015aMgfaMkhgbif 12.9 398
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132 PredictionMofMacuteMmyeloidMleukaemiaMriskMinMhealthyMindividualscMNatureaM2018aMjjnaMieebiei 50.4 368

131 SensitiveMtumourMdetectionMandMclassificationMusingMplasmaMcellbfreeMyNvMmethylomescMNatureaM2018
aMjkhaMjlnbjmh 50.4 344

130 OncotatoroMcancerMvariantMannotationMtoolcMHumaneMutationaM2015aMhkaMzgighbn 4.7 332

129 ProfilingMtheMκeLaMShMtranscriptomeMusingMrandomlyMprimedMcyNvMandMmassivelyMparallelMshortbreadM
sequencingcMBioTechniquesaM2008aMijaMmfbni 2.5 322

128 RelapsedMneuroblastomasMshowMfrequentMRvSbMvPKMpathwayMmutationscMNatureeGeneticsaM2015aMilaMmkiblf36.3 313

127
yiscoveryMandMcharacterizationMofMartifactualMmutationsMinMdeepMcoverageMtargetedMcaptureM
sequencingMdataMdueMtoMoxidativeMyNvMdamageMduringMsampleMpreparationcMNucleiceAcidseResearchaM
2013aMifaMekl

20.1 301

126 SubgroupbspecificMprognosticMimplicationsMofMTPjhMmutationMinMmedulloblastomacMJournaleofeClinicale
OncologyaM2013aMhfaMgnglbhj 2.2 290

125 OligonucleotideMmicroarrayManalysisMofMgenomicMimbalanceMinMchildrenMwithMmentalMretardationcM
AmericaneJournaleofeHumaneGeneticsaM2006aMlnaMjeebfh 11 247

124 InstitutionalMimplementationMofMclinicalMtumorMprofilingMonManMunselectedMcancerMpopulationcMJCIe
InsightaM2016aMfaMemlekg 9.9 245

123 GenomicMsequencingMofMcolorectalMadenocarcinomasMidentifiesMaMrecurrentMVTIfvbTx lLgMfusioncM
NatureeGeneticsaM2011aMihaMnkibnkm 36.3 242

122 vlternativeMexpressionManalysisMbyMRNvMsequencingcMNatureeMethodsaM2010aMlaMmihbl 21.6 227

121 SomaticMmutationMofMxyKNfwMinMsmallMintestineMneuroendocrineMtumorscMNatureeGeneticsaM2013aMijaMfimhbk36.3 219

120 TheMlandscapeMofMgeneticMvariationMinMdilatedMcardiomyopathyMasMsurveyedMbyMclinicalMyNvM
sequencingcMGeneticseineMedicineaM2014aMfkaMkefbm 8.1 215

119 yivergentMclonalMselectionMdominatesMmedulloblastomaMatMrecurrencecMNatureaM2016aMjgnaMhjfbl 50.4 206

118  ateMmappingMofMhumanMglioblastomaMrevealsManMinvariantMstemMcellMhierarchycMNatureaM2017aMjinaMgglbghg50.4 197

117 RecurrentMandMfunctionalMregulatoryMmutationsMinMbreastMcancercMNatureaM2017aMjilaMjjbke 50.4 192

116 ModulationMofMlongMnoncodingMRNvsMbyMriskMSNPsMunderlyingMgeneticMpredispositionsMtoMprostateM
cancercMNatureeGeneticsaM2016aMimaMffigbje 36.3 158

115 xhildhoodMcerebellarMtumoursMmirrorMconservedMfetalMtranscriptionalMprogramscMNatureaM2019aMjlgaMklblh50.4 149

(2019-2018)
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114 MolecularMprofilingMofMadvancedMsolidMtumorsMandMpatientMoutcomesMwithMgenotypebmatchedMclinicalM
trialsoMtheMPrincessMMargaretMIMPvxTdxOMPvxTMtrialcMGenomeeMedicineaM2016aMmaMfen 14.4 149

113 zvolutionMofManMadenocarcinomaMinMresponseMtoMselectionMbyMtargetedMkinaseMinhibitorscMGenomee
BiologyaM2010aMffaMRmg 18.3 144

112 InhibitorbsensitiveM G RgMandM G RhMmutationsMinMlungMsquamousMcellMcarcinomacMCancereResearchaM
2013aMlhaMjfnjbgej 10.1 136

111 vMsystematicMapproachMtoMassessingMtheMclinicalMsignificanceMofMgeneticMvariantscMClinicaleGeneticsaM
2013aMmiaMijhbkh 4 124

110 RareMdriverMmutationsMinMheadMandMneckMsquamousMcellMcarcinomasMconvergeMonMNOTxκMsignalingcM
ScienceaM2020aMhklaMfgkibfgkn 33.3 112

109
zpidermalMgrowthMfactorMreceptorMVzG RWMisMtranscriptionallyMinducedMbyMtheMYbboxMbindingMproteinbfM
VYwbfWMandMcanMbeMinhibitedMwithMIressaMinMbasalblikeMbreastMcanceraMprovidingMaMpotentialMtargetMforM
therapycMBreasteCancereResearchaM2007aMnaMRkf

8.3 112

108
zxomeMsequencingMofMpleuropulmonaryMblastomaMrevealsMfrequentMbiallelicMlossMofMTPjhMandMtwoM
hitsMinMyIxzRfMresultingMinMretentionMofMjpbderivedMmiRNvMhairpinMloopMsequencescMOncogeneaM2014aM
hhaMjgnjbheg

9.2 105

107 vMpatientMwithMvertebralaMcognitiveMandMbehaviouralMabnormalitiesMandMaMdeMnovoMdeletionMofM
NRXNfalphacMJournaleofeMedicaleGeneticsaM2008aMijaMghnbih 5.8 104

106 vMdistinctMinnateMlymphoidMcellMpopulationMregulatesMtumorbassociatedMTMcellscMNatureeMedicineaM
2017aMghaMhkmbhlj 50.5 97

105 PersonalizedMcirculatingMtumorMyNvManalysisMasMaMpredictiveMbiomarkerMinMsolidMtumorMpatientsM
treatedMwithMpembrolizumabccMNatureeCanceraM2020aMfaMmlhbmmf 15.4 89

104 IMMUbficMxOMPUTvTIONvLMyzxONVOLUTIONMO MTUMORbIN ILTRvTINGMIMMUNzMxOMPONzNTSM
INMPzyIvTRIxMNzRVOUSMSYSTzMMTUMORScMNeurosOncologyaM2021aMghaMihebihe 1 78

103 xirculatingMtumourMyNvMsequenceManalysisMasManMalternativeMtoMmultipleMmyelomaMboneMmarrowM
aspiratescMNatureeCommunicationsaM2017aMmaMfjemk 17.4 77

102 TheMgenomicMlandscapeMofMschwannomacMNatureeGeneticsaM2016aMimaMfhhnbfhim 36.3 74

101
NeoadjuvantMandMvdjuvantMPembrolizumabMinMResectableMLocallyMvdvancedaMκumanM
PapillomavirusbUnrelatedMκeadMandMNeckMxanceroMvMMulticenteraMPhaseMIIMTrialcMClinicaleCancere
ResearchaM2020aMgkaMjfiebjfjg

12.9 71

100 ImpactMofMwholeMgenomeMamplificationMonManalysisMofMcopyMnumberMvariantscMNucleiceAcidseResearchaM
2008aMhkaMeme 20.1 70

99 xolorectalMxancerMxellsMznterMaMyiapauseblikeMyTPMStateMtoMSurviveMxhemotherapycMCellaM2021aMfmiaMggkbgigcegf56.2 68

98 κumanMPapillomavirusMGenotypeMvssociationMWithMSurvivalMinMκeadMandMNeckMSquamousMxellM
xarcinomacMJAMAeOncologyaM2016aMgaMmghbk 13.4 66

97 WholeMzxomeMSequencingMIdentifiesMTSxfdTSxgMwiallelicMLossMasMtheMPrimaryMandMSufficientMyriverM
zventMforMRenalMvngiomyolipomaMyevelopmentcMPLoSeGeneticsaM2016aMfgaMefeekgig 6 62
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96 yNvMhypermethylationMwithinMTzRTMpromoterMupregulatesMTzRTMexpressionMinMcancercMJournaleofe
ClinicaleInvestigationaM2019aMfgnaMgghbggn 15.9 62

95 GenomicMProfilingMofMaMLargeMSetMofMyiverseMPediatricMxancersMIdentifiesMKnownMandMNovelM
MutationsMacrossMTumorMSpectracMCancereResearchaM2017aMllaMjenbjfn 10.1 60

94 yevelopmentMandMvalidationMofMaMcomputationalMmethodMforMassessmentMofMmissenseMvariantsMinM
hypertrophicMcardiomyopathycMAmericaneJournaleofeHumaneGeneticsaM2011aMmmaMfmhbng 11 60

93 SomaticMwRxvfdgMRecoveryMasMaMResistanceMMechanismMvfterMzxceptionalMResponseMtoMPolyM
VvyPbriboseWMPolymeraseMInhibitioncMJournaleofeClinicaleOncologyaM2017aMhjaMfgiebfgin 2.2 59

92 NoncodingMsomaticMandMinheritedMsinglebnucleotideMvariantsMconvergeMtoMpromoteMzSRfMexpressionM
inMbreastMcancercMNatureeGeneticsaM2016aMimaMfgkebk 36.3 53

91 MolecularMcharacteristicsMandMtherapeuticMvulnerabilitiesMacrossMpaediatricMsolidMtumourscMNaturee
ReviewseCanceraM2019aMfnaMigebihm 31.3 52

90 TheMRoleMofMMinimalMResidualMyiseaseMTestingMinMMyelomaMTreatmentMSelectionMandMyrugM
yevelopmentoMxurrentMValueMandM utureMvpplicationscMClinicaleCancereResearchaM2017aMghaMhnmebhnnh 12.9 51

89 vctivatingMMutationsMvffectingMtheMyblMκomologyMyomainMofMSOSgMxauseMNoonanMSyndromecM
HumaneMutationaM2015aMhkaMfemebl 4.7 51

88 VisxapoMinferenceMandMvisualizationMofMgermblineMcopybnumberMvariantsMfromMtargetedMclinicalM
sequencingMdatacMGeneticseineMedicineaM2016aMfmaMlfgbn 8.1 46

87 RegulatoryMTMxellsMinMOvarianMxancerMvreMxharacterizedMbyMaMκighlyMvctivatedMPhenotypeMyistinctM
fromMthatMinMMelanomacMClinicaleCancereResearchaM2018aMgiaMjkmjbjknk 12.9 46

86 LandscapeMofMgenomicMalterationsMinMhighbgradeMserousMovarianMcancerMfromMexceptionalMlongbMandM
shortbtermMsurvivorscMGenomeeMedicineaM2018aMfeaMmf 14.4 46

85 TherapeuticMradiationMforMchildhoodMcancerMdrivesMstructuralMaberrationsMofMN gMinMmeningiomascM
NatureeCommunicationsaM2017aMmaMfmk 17.4 45

84 xomprehensiveMdiagnosticMtestingMforMstereocilinoManMapproachMforManalyzingMmedicallyMimportantM
genesMwithMhighMhomologycMJournaleofeMoleculareDiagnosticsaM2014aMfkaMkhnbil 5.1 41

83 PatientbyerivedMXenograftsMforMPrognosticationMandMPersonalizedMTreatmentMforMκeadMandMNeckM
SquamousMxellMxarcinomacMCelleReportsaM2018aMgjaMfhfmbfhhfcei 10.6 41

82 vMcomprehensiveMassayMforMx TRMmutationalManalysisMusingMnextbgenerationMsequencingcMClinicale
ChemistryaM2013aMjnaMfimfbm 5.5 40

81 vMshowerMofMsecondMhitMeventsMasMtheMcauseMofMmultifocalMrenalMcellMcarcinomaMinMtuberousMsclerosisM
complexcMHumaneMoleculareGeneticsaM2015aMgiaMfmhkbig 5.6 39

80 SequenceMvariantMdiscoveryMinMyNvMrepairMgenesMfromMradiosensitiveMandMradiotolerantMprostateM
brachytherapyMpatientscMClinicaleCancereResearchaM2009aMfjaMjeembfk 12.9 39

79 TranslationalMgenomicsMofMnasopharyngealMcancercMSeminarseineCancereBiologyaM2020aMkfaMmibfee 12.7 35
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78 GxNgMdrivesMmacrophageMandMMySxMfunctionMandMimmunosuppressionMinMtheMtumorM
microenvironmentcMScienceeImmunologyaM2019aMiaM 28 34

77 WNTMactivationMbyMlithiumMabrogatesMTPjhMmutationMassociatedMradiationMresistanceMinM
medulloblastomacMActaeNeuropathologicaeCommunicationsaM2014aMgaMfli 7.3 32

76 xorrelationsMofMzG RMmutationsMandMincreasesMinMzG RMandMκzRgMcopyMnumberMtoMgefitinibMresponseM
inMaMretrospectiveManalysisMofMlungMcancerMpatientscMBMCeCanceraM2007aMlaMfgm 4.8 32

75 vdavosertibMplusMgemcitabineMforMplatinumbresistantMorMplatinumbrefractoryMrecurrentMovarianM
canceroMaMdoublebblindaMrandomisedaMplacebobcontrolledaMphaseMgMtrialcMLancetreTheaM2021aMhnlaMgmfbgng 40 32

74 κighbresolutionMstructuralMgenomicsMrevealsMnewMtherapeuticMvulnerabilitiesMinMglioblastomacM
GenomeeResearchaM2019aMgnaMfgffbfggg 9.7 31

73 GradientMofMyevelopmentalMandMInjuryMResponseMtranscriptionalMstatesMdefinesMfunctionalM
vulnerabilitiesMunderpinningMglioblastomaMheterogeneityccMNatureeCanceraM2021aMgaMfjlbflh 15.4 31

72
zVOLVzoMvMMulticenterMOpenbLabelMSinglebvrmMxlinicalMandMTranslationalMPhaseMIIMTrialMofMxediranibM
PlusMOlaparibMforMOvarianMxancerMafterMPvRPMInhibitionMProgressioncMClinicaleCancereResearchaM2020aM
gkaMigekbigfj

12.9 30

71 zvaluationMofMmethodsMtoMassignMcellMtypeMlabelsMtoMcellMclustersMfromMsinglebcellMRNvbsequencingM
datacMFwvvvResearchaM2019aMmaM 3.6 28

70
NextMgenerationMsequencingbbasedMcopyMnumberManalysisMrevealsMlowMprevalenceMofMdeletionsMandM
duplicationsMinMikMgenesMassociatedMwithMgeneticMcardiomyopathiescMMoleculareGeneticselamp;e
GenomiceMedicineaM2016aMiaMfihbjf

2.3 27

69 zvaluationMofMmethodsMtoMassignMcellMtypeMlabelsMtoMcellMclustersMfromMsinglebcellMRNvbsequencingM
datacMFwvvvResearchaM2019aMmaMgnk 3.6 23

68 PRMTjMinhibitionMdisruptsMsplicingMandMstemnessMinMglioblastomacMNatureeCommunicationsaM2021aMfgaMnln 17.4 23

67 xirculatingMTumourMyNvMforMyetectingMMinimalMResidualMyiseaseMinMMultipleMMyelomacMSeminarseine
HematologyaM2018aMjjaMhmbie 4 22

66
IntegrationMofMTechnicalaMwioinformaticaMandMVariantMvssessmentMvpproachesMinMtheMValidationMofMaM
TargetedMNextbGenerationMSequencingMPanelMforMMyeloidMMalignanciescMArchiveseofePathologyeande
LaboratoryeMedicineaM2017aMfifaMljnbllj

5 21

65 NoncodingMmutationsMtargetMcisbregulatoryMelementsMofMtheM OXvfMplexusMinMprostateMcancercM
NatureeCommunicationsaM2020aMffaMiif 17.4 21

64 yataMresourcesMforMtheMidentificationMandMinterpretationMofMactionableMmutationsMbyMclinicianscM
AnnalseofeOncologyaM2017aMgmaMnikbnjl 10.3 18

63 SafetyMandMtolerabilityMofMx IbieenijaMaMfirstbinbclassaMselectiveMPLKiMinhibitorMinMadvancedMsolidM
tumoursoMaMphaseMfMdosebescalationMtrialcMBritisheJournaleofeCanceraM2019aMfgfaMhfmbhgi 8.7 18

62 NovelMmRNvMisoformsMandMmutationsMofMuridineMmonophosphateMsynthetaseMandMjbfluorouracilM
resistanceMinMcolorectalMcancercMPharmacogenomicseJournalaM2013aMfhaMfimbjm 3.5 18

61 vnMinterimMreportMonMtheMinvestigatorbinitiatedMphaseMgMstudyMofMpembrolizumabMimmunologicalM
responseMevaluationMVINSPIRzWM2019aMlaMlg 16
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60 IntratumoralMGeneticMandM unctionalMκeterogeneityMinMPediatricMGlioblastomacMCancereResearchaM
2019aMlnaMgfffbgfgh 10.1 14

59 xlinicalMimpactMofMcombinedMepigeneticMandMmolecularManalysisMofMpediatricMlowbgradeMgliomascM
NeurosOncologyaM2020aMggaMfilibfimh 1 14

58 TryptophanbderivedMmicrobialMmetabolitesMactivateMtheMarylMhydrocarbonMreceptorMinM
tumorbassociatedMmacrophagesMtoMsuppressMantibtumorMimmunityccMImmunityaM2022aMjjaMhgibhiecem 32.3 14

57
PhaseMIdIIMTrialMofMtheMxombinationMofMLutetiumMProstateMspecificMMembraneMvntigenMkflMandM
IdronoxilMVNOXkkWMinMMenMwithMzndbstageMMetastaticMxastrationbresistantMProstateMxancerMVLuPINWcM
EuropeaneUrologyeOncologyaM2020aMiaMnkhbnkh

6.7 14

56 WntMactivationMasMaMtherapeuticMstrategyMinMmedulloblastomacMNatureeCommunicationsaM2020aMffaMihgh 17.4 13

55 κighMefficiencyMerrorMsuppressionMforMaccurateMdetectionMofMlowbfrequencyMvariantscMNucleiceAcidse
ResearchaM2019aMilaMeml 20.1 12

54 vnMopenblabelaMphaseMIIMmulticohortMstudyMofManMoralMhypomethylatingMagentMxxbimkMandMdurvalumabM
inMadvancedMsolidMtumorsM2020aMmaM 12

53 TransplantMOncologyMinMPrimaryMandMMetastaticMLiverMTumorsoMPrinciplesaMzvidenceaMandM
OpportunitiescMAnnalseofeSurgeryaM2021aMglhaMimhbinh 7.8 11

52 zpigenomicaMgenomicaMandMtranscriptomicMlandscapeMofMschwannomatosiscMActaeNeuropathologicaaM
2021aMfifaMfefbffk 14.3 11

51 ILkMInducesManMILggMxymMTbcellMSubsetMwithMPotentMvntitumorM unctioncMCancereImmunologyeResearch
aM2020aMmaMhgfbhhh 12.5 10

50 vMwvxMcloneMfingerprintingMapproachMtoMtheMdetectionMofMhumanMgenomeMrearrangementscMGenomee
BiologyaM2007aMmaMRggi 18.3 10

49 WholebgenomeMprofilingMofMnasopharyngealMcarcinomaMrevealsMviralbhostMcoboperationMinM
inflammatoryMN b˛”wMactivationMandMimmuneMescapecMNatureeCommunicationsaM2021aMfgaMifnh 17.4 10

48 ProspectiveMobservationalMstudyMandMserosurveyMofMSvRSbxoVbgMinfectionMinMasymptomaticM
healthcareMworkersMatMaMxanadianMtertiaryMcareMcentercMPLoSeONEaM2021aMfkaMeegilgjm 3.7 9

47 xapTxRbseqoMhybridMcaptureMforMTbcellMreceptorMrepertoireMprofilingcMBloodeAdvancesaM2018aMgaMhjekbhjfi 7.8 9

46 PughMetMalcMreplycMNatureaM2015aMjgeaMzfgbi 50.4 8

45 MinimalistMapproachesMtoMcancerMtissuebofboriginMclassificationMbyMyNvMmethylationcMModerne
PathologyaM2020aMhhaMfmlibfmmm 9.8 8

44
vssessingMgenomebwideMcopyMnumberMaberrationsMandMcopybneutralMlossbofbheterozygosityMasMbestM
practiceoMvnMevidencebbasedMreviewMfromMtheMxancerMGenomicsMxonsortiumMworkingMgroupMforM
plasmaMcellMdisorderscMCancereGeneticsaM2018aMggmbggnaMfmibfnk

2.3 8

43 LandscapeMmappingMofMsharedMantigenicMepitopesMandMtheirMcognateMTxRsMofMtumorbinfiltratingMTM
lymphocytesMinMmelanomacMELifeaM2020aMnaM 8.9 6
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42 TumorMgenomicaMtranscriptomicaMandMimmuneMprofilingMcharacterizesMdifferentialMresponseMtoM
firstblineMplatinumMchemotherapyMinMhighMgradeMserousMovarianMcancercMCancereMedicineaM2021aMfeaMheijbhejm4.8 6

41 TheMmevalonateMpathwayMisManMactionableMvulnerabilityMofMtVipfiWbpositiveMmultipleMmyelomacM
LeukemiaaM2021aMhjaMlnkbmem 10.7 6

40 MutationsMinMtheMRvSdMvPKMPathwayMyriveMReplicationMRepairbyeficientMκypermutatedMTumorsMandM
xonferMSensitivityMtoMMzKMInhibitioncMCancereDiscoveryaM2021aMffaMfijibfikl 24.4 6

39 κPVMSequencingM acilitatesMUltrasensitiveMyetectionMofMκPVMxirculatingMTumorMyNvcMClinicaleCancere
ResearchaM2021aMglaMjmjlbjmkm 12.9 6

38 xReSxzNToMxanceRMSingleMxellMzxpressioNMToolkitcMNucleiceAcidseResearchaM2020aMimaMWhlgbWhln 20.1 5

37 xhildhoodMxerebellarMTumorsMMirrorMxonservedM etalMTranscriptionalMPrograms 5

36 UnsupervisedMResolutionMofMκistomorphologicMκeterogeneityMinMRenalMxellMxarcinomaMUsingMaMwrainM
TumorbzducatedMNeuralMNetworkcMJCOeClinicaleCancereInformaticsaM2020aMiaMmffbmgf 5.2 5

35 wrainMTumorMStemMxellMyependenceMonMGlutaminaseMRevealsMaMMetabolicMVulnerabilityMthroughMtheM
vminoMvcidMyeprivationMResponseMPathwaycMCancereResearchaM2020aMmeaMjilmbjine 10.1 5

34 PerformanceMcharacteristicsMofMscreeningMstrategiesMtoMidentifyMLynchMsyndromeMinMwomenMwithM
ovarianMcancercMCanceraM2020aMfgkaMimmkbimni 6.4 5

33 vnMIntegrativeMyNvMSequencingMandMMethylationMPanelMtoMvssessMMismatchMRepairMyeficiencycM
JournaleofeMoleculareDiagnosticsaM2021aMghaMgigbgjg 5.1 5

32 vpplicationsMofMxirculatingMTumorMyNvMinMaMxohortMofMPhaseMIMSolidMTumorMPatientsMTreatedMWithM
ImmunotherapycMJNCIeCancereSpectrumaM2021aMjaMpkaafgg 4.6 5

31 PanbcancerManalysisMofMlongitudinalMmetastaticMtumorsMrevealsMgenomicMalterationsMandMimmuneM
landscapeMdynamicsMassociatedMwithMpembrolizumabMsensitivitycMNatureeCommunicationsaM2021aMfgaMjfhl 17.4 5

30 xoenzymeMvMfuelsMT´ cellMantibtumorMimmunitycMCelleMetabolismaM2021aMhhaMgifjbgiglcek 24.6 4

29 zvaluationMofMmethodsMtoMassignMcellMtypeMlabelsMtoMcellMclustersMfromMsinglebcellMRNvsequencingMdata 4

28
κeterogeneousMalterationMofMtheMzRwwhbMYxMaxisMassociatedMwithMMzKMinhibitorMresistanceMinMaM
bmutatedMlowbgradeMserousMovarianMcancerMpatientcMJournaleofePhysicaleEducationeandeSportse
ManagementaM2019aMjaM

2.8 4

27 MinimalMResidualMyiseaseMinMMyelomaoMvpplicationMforMxlinicalMxareMandMNewMyrugMRegistrationcM
ClinicaleCancereResearchaM2021aM 12.9 4

26 vntitumorMimmuneMeffectsMofMpreoperativeMsitravatinibMandMnivolumabMinMoralMcavityMcanceroMSNOWM
windowbofbopportunityMstudyM2021aMnaM 4

25 wamgineeroMIntroductionMofMsimulatedMallelebspecificMcopyMnumberMvariantsMintoMexomeMandMtargetedM
sequenceMdataMsetscMPLoSeComputationaleBiologyaM2018aMfiaMefeekeme 5 3
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24 PredictingMToxicityMandMResponseMtoMPembrolizumabMThroughMGermlineMGenomicMκLvMxlassMfM
vnalysiscMJNCIeCancereSpectrumaM2021aMjaMpkaaffj 4.6 3

23 vssessmentMofMGeneticMyriftMinMLargeMPharmacogenomicMStudiescMCelleSystemsaM2020aMffaMhnhbiefceg 10.6 3

22 IntegrationMofMintrabsampleMcontextualMerrorMmodelingMforMimprovedMdetectionMofMsomaticMmutationsM
fromMdeepMsequencingcMScienceeAdvancesaM2020aMkaM 14.3 2

21 zarlyMyetectionMofMMultipleMResistanceMMechanismsMbyMctyNvMProfilingMinMaMPatientMWithM
zG RbmutantMLungMvdenocarcinomaMTreatedMWithMOsimertinibcMClinicaleLungeCanceraM2020aMgfaMeimmbeing4.9 2

20 TumorMsiteMdiscordanceMinMmismatchMrepairMdeficiencyMinMsynchronousMendometrialMandMovarianM
cancerscMInternationaleJournaleofeGynecologicaleCanceraM2020aMheaMfnjfbfnjm 3.5 2

19 xanyIGoM ederatedMnetworkMacrossMxanadaMforMmultibomicMandMhealthMdataMdiscoveryMandManalysiscM
CelleGenomicsaM2021aMfaMfeeehh 2

18 GenomicMpredictorsMofMresponseMtoMPybfMinhibitionMinMchildrenMwithMgermlineMyNvMreplicationMrepairM
deficiencyccMNatureeMedicineaM2022aM 50.5 2

17 TheMyzvybboxMhelicaseMyyXjkMisMaMconservedMstemnessMregulatorMinMnormalMandMcancerMstemMcellscM
CelleReportsaM2021aMhiaMfemneh 10.6 2

16
MaximizingMcancerMpreventionMthroughMgeneticMnavigationMforMLynchMsyndromeMdetectionMinMwomenM
withMnewlyMdiagnosedMendometrialMandMnonserousdnonmucinousMepithelialMovarianMcancercMCanceraM
2021aMfglaMhemgbhenf

6.4 2

15
vnMvnaplasticMLymphomaMKinaseMImmunohistochemistrybNegativeMbutM luorescenceMIn´ SituM
κybridizationbPositiveMLungMvdenocarcinomaMIs´ ResistantMtoMxrizotinibcMJournaleofeThoraciceOncology
aM2016aMffaMggimbggjg

8.9 2

14 xentromericMcohesionMfailureMinvokesMaMconservedMchoreographyMofMchromosomalMmisbsegregationsM
inMpancreaticMneuroendocrineMtumorcMGenomeeMedicineaM2020aMfgaMhm 14.4 1

13 OxTvNzMVOntariobwideMxancerMTargetedMNucleicMvcidMzvaluationWoMaMplatformMforMintraprovincialaM
nationalaMandMinternationalMclinicalMdatabsharingcMCurrenteOncologyaM2019aMgkaMekfmbekgh 2.8 1

12 IxGxMPedwrainMbMdissectingMtheMgenomicMcomplexityMunderlyingMmedulloblastomaMusingM
wholebgenomeMsequencingcMBMCeProceedingsaM2012aMkaM 2.3 1

11 xReSxzNToMxanceRMSingleMxellMzxpressioNMToolkit 1

10 LongitudinalMsinglebcellManalysisMofMaMmyelomaMmouseMmodelMidentifiesMsubclonalMmolecularM
programsMassociatedMwithMprogressioncMNatureeCommunicationsaM2021aMfgaMkhgg 17.4 1

9 xonsiderationsMforMtheMuseMofMcirculatingMtumorMyNvMsequencingMasMaMscreeningMtoolMinMcancerM
predispositionMsyndromescMPediatriceBloodeandeCanceraM2020aMklaMegmljm 3 1

8 zlevationMinMviralMentryMgenesMandMinnateMimmunityMcompromiseMunderlyingMincreasedMinfectivityMandM
severityMofMxOVIybfnMinMcancerMpatientscMScientificeReportsaM2021aMffaMijhh 4.9 1

7 GenomicMLandscapeMofMMalignantMPeripheralMNerveMSheathMTumorbLikeMMelanomacMJournaleofe
InvestigativeeDermatologyaM2021aMfifaMgilebgiln 4.3 1

(2021-2021)
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6 UnderstandingMtheMclinicalMimplicationMofMmismatchMrepairMdeficiencyMinMendometrioidMendometrialM
cancerMthroughMaMprospectiveMstudycMGynecologiceOncologyaM2021aMfkfaMggfbggl 4.9 0

5 ImplementationMofMserologicalMandMmolecularMtoolsMtoMinformMxOVIybfnMpatientMmanagementoM
protocolMforMtheMGzNxOVMprospectiveMcohortMstudycMBMJeOpenaM2021aMffaMeejgmig 3 0

4 Rz LzxTionsMonMxombinationMTherapiesMzmpoweredMbyMyataMSharingcMCancereDiscoveryaM2022aMfgaMfifkbfifm24.4 0

3  acilitatedMloadingMofMhorizontalMgelsMusingMaMcapillaryMcombMloadercMBioTechniquesaM2003aMhiaMmfibm 2.5

2 SelectiveMxellMStateMinMtheMxlonallyMzxpandedMTbxellMxompartmentMofMV˛”XMYxMMiceMRespondingMtoM
TreatmentMwithMxheckpointMInhibitorscMBloodaM2021aMfhmaMfjmfbfjmf 2.2

1 yNvMMethylationbwasedMxlassificationMofMSmallMwbxellMLymphomasoMvMProofbofbPrincipleMStudycM
JournaleofeMoleculareDiagnosticsaM2021aMghaMfllibflmk 5.1

Trevor J Pugh
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