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i Paper IF Citations

121 xarlyYLifeKtdversityKLeavesK tsK mprintKonKtheKOralKMicrobiomeKforKMoreKThanKecKYearsKandK sK
tssociatedKwithKLongYTermK mmuneKvhangesaKInternationaliJournaliofiMoleculariSciencesWK2021WKeeWK 6.3 1

120 MethanogenicKgranuleKgrowthKandKdevelopmentKisKaKcontinualKprocessKcharacterizedKbyKdistinctK
morphologicalKfeaturesaKJournaliofiEnvironmentaliManagementWK2021WKekiWKddeeel 7.9 2

119 MetabolicKmodellingKrevealsKbroadKchangesKinKgutKmicrobialKmetabolismKinKinflammatoryKbowelK
diseaseKpatientsKwithKdysbiosisaKNpjiSystemsiBiologyiandiApplicationsWK2021WKjWKdl 5 13

118 wynamicKfluxKbalanceKanalysisKofKwholeYbodyKmetabolismKforKtypeKdKdiabetesaKNatureiComputationali
ScienceWK2021WKdWKfgkYfid 2

117 tnKinternationalKclassificationKofKinheritedKmetabolicKdisordersKS v MwTaKJournaliofiInheritedi
MetaboliciDiseaseWK2021WKggWKdigYdjj 5.4 32

116  ntegrationKofKconstraintYbasedKmodelingKwithKfecalKmetabolomicsKrevealsKlargeKdeleteriousKeffectsK
ofKsppaKonKcommunityKbutyrateKproductionaKGutiMicrobesWK2021WKdfWKdYef 8.8 5

115 RareKgeneticKvariantsKaffectingKurineKmetaboliteKlevelsKlinkKpopulationKvariationKtoKinbornKerrorsKofK
metabolismaKNatureiCommunicationsWK2021WKdeWKlig 17.4 4

114 zenomeYScaleKMetabolicKModelingKofKtheK’umanKMicrobiomeKinKtheKxraKofKPersonalizedKMedicineaK
AnnualiReviewiofiMicrobiologyWK2021WKjhWKdllYeee 17.5 1

113
 ntegrationKofKaKphysiologicallyYbasedKpharmacokineticKmodelKwithKaKwholeYbodyWKorganYresolvedK
genomeYscaleKmodelKforKcharacterizationKofKethanolKandKacetaldehydeKmetabolismaKPLoSi
ComputationaliBiologyWK2021WKdjWKedcclddc

5 2

112 wxMxTxRmKxfficientKsimultaneousKcurationKofKgenomeYscaleKreconstructionsKguidedKbyK
experimentalKdataKandKrefinedKgeneKannotationsaKBioinformaticsWK2021WK 7.2 1

111 tdvancesKinKconstraintYbasedKmodellingKofKmicrobialKcommunitiesaKCurrentiOpinioniiniSystemsi
BiologyWK2021WKejWKdccfgi 3.2 4

110 ParkinsonRsKdiseaseYassociatedKalterationsKofKtheKgutKmicrobiomeKpredictKdiseaseYrelevantKchangesK
inKmetabolicKfunctionsaKBMCiBiologyWK2020WKdkWKie 7.3 50

109 MetabolicKNetworkKtnalysisKRevealsKtlteredKuileKtcidKSynthesisKandKMetabolismKinKtlzheimerRsK
wiseaseaKCelliReportsiMedicineWK2020WKdWKdccdfk 18 34

108 PersonalizedKwholeYbodyKmodelsKintegrateKmetabolismWKphysiologyWKandKtheKgutKmicrobiomeaK
MoleculariSystemsiBiologyWK2020WKdiWKeklke 12.2 43

107 trterioYvenousKmetabolomicsKexplorationKrevealsKmajorKchangesKacrossKliverKandKintestineKinKtheK
obeseKYucatanKminipigaKScientificiReportsWK2019WKlWKdehej 4.9 7

106 wynamicKgenomeYscaleKcellYspecificKmetabolicKmodelsKrevealKnovelKinterYcellularKandKintraYcellularK
metabolicKcommunicationsKduringKovarianKfollicleKdevelopmentaKBMCiBioinformaticsWK2019WKecWKfcj 3.6 9

105 SystematicKassessmentKofKsecondaryKbileKacidKmetabolismKinKgutKmicrobesKrevealsKdistinctK
metabolicKcapabilitiesKinKinflammatoryKbowelKdiseaseaKMicrobiomeWK2019WKjWKjh 16.6 98
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104  ntegratedK n´ VitroKandK nKSilicoKModelingKwelineatesKtheKMolecularKxffectsKofKaKSynbioticKRegimenK
onKvolorectalYvancerYwerivedKvellsaKCelliReportsWK2019WKejWKdiedYdifeael 10.6 31

103 tKbloodYbasedKsignatureKofKcerebrospinalKfluidKt˛†KstatusaKScientificiReportsWK2019WKlWKgdif 4.9 15

102 PredictingKgastrointestinalKdrugKeffectsKusingKcontextualizedKmetabolicKmodelsaKPLoSi
ComputationaliBiologyWK2019WKdhWKedccjdcc 5 11

101 tssociationKofKtlteredKLiverKxnzymesKWithKtlzheimerKwiseaseKwiagnosisWKvognitionWKNeuroimagingK
MeasuresWKandKverebrospinalKyluidKuiomarkersaKJAMAiNetworkiOpenWK2019WKeWKedljljk 10.4 60

100 vomparativeKzenomicKtnalysisKRevealsKNovelKMicrocompartmentYtssociatedKMetabolicKPathwaysK
inKtheK’umanKzutKMicrobiomeaKFrontiersiiniGeneticsWK2019WKdcWKifi 4.5 16

99  ntegratedKtnalysesKofKMicrobiomeKandKLongitudinalKMetabolomeKwataKRevealKMicrobialY’ostK
 nteractionsKonKSulfurKMetabolismKinKParkinsonRsKwiseaseaKCelliReportsWK2019WKelWKdjijYdjjjaek 10.6 43

98 vreationKandKanalysisKofKbiochemicalKconstraintYbasedKmodelsKusingKtheKvOuRtKToolboxKvafacaK
NatureiProtocolsWK2019WKdgWKiflYjce 18.8 385

97 TheKVirtualKMetabolicK’umanKdatabasemKintegratingKhumanKandKgutKmicrobiomeKmetabolismKwithK
nutritionKandKdiseaseaKNucleiciAcidsiResearchWK2019WKgjWKwidgYwieg 20.1 132

96 TheKMicrobiomeKModelingKToolboxmKfromKmicrobialKinteractionsKtoKpersonalizedKmicrobialK
communitiesaKBioinformaticsWK2019WKfhWKeffeYeffg 7.2 45

95 ReconfwKenablesKaKthreeYdimensionalKviewKofKgeneKvariationKinKhumanKmetabolismaKNaturei
BiotechnologyWK2018WKfiWKejeYekd 44.5 283

94 zutKmicrobiotaKfunctionsmKmetabolismKofKnutrientsKandKotherKfoodKcomponentsaKEuropeaniJournali
ofiNutritionWK2018WKhjWKdYeg 5.2 857

93 yromKmetagenomicKdataKtoKpersonalizedKinKsilicoKmicrobiotasmKpredictingKdietaryKsupplementsKforK
vrohnRsKdiseaseaKNpjiSystemsiBiologyiandiApplicationsWK2018WKgWKej 5 39

92 ReplyKtoKMvhallengesKinKmodelingKtheKhumanKgutKmicrobiomeMaKNatureiBiotechnologyWK2018WKfiWKikiYild 44.5 8

91 yromKNetworkKtnalysisKtoKyunctionalKMetabolicKModelingKofKtheK’umanKzutKMicrobiotaaKMSystemsWK
2018WKfWK 7.6 60

90 yindingKusefulKbiomarkersKforKParkinsonRsKdiseaseaKScienceiTranslationaliMedicineWK2018WKdcWK 17.5 69

89 ModelingKmetabolismKofKtheKhumanKgutKmicrobiomeaKCurrentiOpinioniiniBiotechnologyWK2018WKhdWKlcYli 11.4 79

88 ReliableKandKefficientKsolutionKofKgenomeYscaleKmodelsKofKMetabolismKandKmacromolecularK
xxpressionaKScientificiReportsWK2017WKjWKgckif 4.9 24

87 wistributedyutajlmKhighYlevelWKhighYperformanceKfluxKbalanceKanalysisKinKβuliaaKBioinformaticsWK2017WK
ffWKdgedYdgef 7.2 14

(2017-2019)
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86 QuantitativeKsystemsKpharmacologyKandKtheKpersonalizedKdrugYmicrobiotaYdietKaxisaKCurrenti
OpinioniiniSystemsiBiologyWK2017WKgWKgfYhe 3.2 29

85 LeighKmapmKtKnovelKcomputationalKdiagnosticKresourceKforKmitochondrialKdiseaseaKAnnalsiofi
NeurologyWK2017WKkdWKlYdi 9.4 49

84 uactrenamK ndividualYbasedKmetabolicKmodelingKofKheterogeneousKmicrobesKinKcomplexK
communitiesaKPLoSiComputationaliBiologyWK2017WKdfWKedcchhgg 5 116

83 tKsystemsKapproachKrevealsKdistinctKmetabolicKstrategiesKamongKtheKNv YicKcancerKcellKlinesaKPLoSi
ComputationaliBiologyWK2017WKdfWKedcchilk 5 17

82 v’RRmKcoordinateKhitYandYrunKwithKroundingKforKuniformKsamplingKofKconstraintYbasedKmodelsaK
BioinformaticsWK2017WKffWKdjgdYdjgf 7.2 32

81 vomparativeKevaluationKofKatomKmappingKalgorithmsKforKbalancedKmetabolicKreactionsmKapplicationK
toKReconKfwaKJournaliofiCheminformaticsWK2017WKlWKfl 8.6 15

80 zenerationKofKgenomeYscaleKmetabolicKreconstructionsKforKjjfKmembersKofKtheKhumanKgutK
microbiotaaKNatureiBiotechnologyWK2017WKfhWKkdYkl 44.5 368

79
vomparativeKzenomicKtnalysisKofKtheK’umanKzutKMicrobiomeKRevealsKaKuroadKwistributionKofK
MetabolicKPathwaysKforKtheKwegradationKofK’ostYSynthetizedKMucinKzlycansKandKUtilizationKofK
MucinYwerivedKMonosaccharidesaKFrontiersiiniGeneticsWK2017WKkWKddd

4.5 45

78 ReconMapmKanKinteractiveKvisualizationKofKhumanKmetabolismaKBioinformaticsWK2017WKffWKichYicj 7.2 29

77 vomputationalKModelingKofK’umanKMetabolismKandK tsKtpplicationKtoKSystemsKuiomedicineaK
MethodsiiniMoleculariBiologyWK2016WKdfkiWKehfYkd 1.4 24

76 ModelYbasedKdietaryKoptimizationKforKlateYstageWKlevodopaYtreatedWKParkinsonRsKdiseaseKpatientsaK
NpjiSystemsiBiologyiandiApplicationsWK2016WKeWKdicdf 5 24

75 zenomicKtnalysisKofKtheK’umanKzutKMicrobiomeKSuggestsKNovelKxnzymesK nvolvedKinKQuinoneK
uiosynthesisaKFrontiersiiniMicrobiologyWK2016WKjWKdek 5.7 35

74 MetaboToolsmKtKvomprehensiveKToolboxKforKtnalysisKofKzenomeYScaleKMetabolicKModelsaKFrontiersi
iniPhysiologyWK2016WKjWKfej 4.6 31

73 MetabolomicsKenablesKprecisionKmedicinemKMtKWhiteKPaperWKvommunityKPerspectiveMaKMetabolomicsWK
2016WKdeWKdgl 4.7 327

72 vonditionsKforKdualityKbetweenKfluxesKandKconcentrationsKinKbiochemicalKnetworksaKJournaliofi
TheoreticaliBiologyWK2016WKgclWKdYdc 2.3 13

71 SystemsKbiologyKofKbacteriaYhostKinteractionsK2016WKddfYdfj 1

70 tnoxicKvonditionsKPromoteKSpeciesYSpecificKMutualismKbetweenKzutKMicrobesK nKSilicoaKAppliediandi
EnvironmentaliMicrobiologyWK2015WKkdWKgcglYid 4.8 71

69 SystematicKpredictionKofKhealthYrelevantKhumanYmicrobialKcoYmetabolismKthroughKaKcomputationalK
frameworkaKGutiMicrobesWK2015WKiWKdecYfc 8.8 76
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68 ModelingKtheKeffectsKofKcommonlyKusedKdrugsKonKhumanKmetabolismaKFEBSiJournalWK2015WKekeWKeljYfdj 5.7 25

67 PredictionKofKintracellularKmetabolicKstatesKfromKextracellularKmetabolomicKdataaKMetabolomicsWK
2015WKddWKicfYidl 4.7 48

66 SystemsKbiologyKofKhostYmicrobeKmetabolomicsaKWileyiInterdisciplinaryiReviews:iSystemsiBiologyiandi
MedicineWK2015WKjWKdlhYedl 6.6 64

65 woKgenomeYscaleKmodelsKneedKexactKsolversKorKclearerKstandardsraKMoleculariSystemsiBiologyWK2015WK
ddWKkfd 12.2 41

64 PhenotypicKdifferentiationKofKgastrointestinalKmicrobesKisKreflectedKinKtheirKencodedKmetabolicK
repertoiresaKMicrobiomeWK2015WKfWKhh 16.6 27

63 SystematicKgenomeKassessmentKofKuYvitaminKbiosynthesisKsuggestsKcoYoperationKamongKgutK
microbesaKFrontiersiiniGeneticsWK2015WKiWKdgk 4.5 313

62 vomparativeKevaluationKofKopenKsourceKsoftwareKforKmappingKbetweenKmetaboliteKidentifiersKinK
metabolicKnetworkKreconstructionsmKapplicationKtoKReconKeaKJournaliofiCheminformaticsWK2014WKiWKe 8.6 16

61 yunctionalKmetabolicKmapKofKyaecalibacteriumKprausnitziiWKaKbeneficialKhumanKgutKmicrobeaKJournali
ofiBacteriologyWK2014WKdliWKfeklYfce 3.5 109

60 MembraneKtransportersKinKaKhumanKgenomeYscaleKmetabolicKknowledgebaseKandKtheirKimplicationsK
forKdiseaseaKFrontiersiiniPhysiologyWK2014WKhWKld 4.6 56

59 zenomeYscaleKmethodsKconvergeKonKkeyKmitochondrialKgenesKforKtheKsurvivalKofKhumanK
cardiomyocytesKinKhypoxiaaKCirculation:iCardiovasculariGeneticsWK2014WKjWKgcjYdh 6

58 fastzapyillmKefficientKgapKfillingKinKmetabolicKnetworksaKBioinformaticsWK2014WKfcWKehelYfd 7.2 80

57 SystematicKgenomicKanalysisKrevealsKtheKcomplementaryKaerobicKandKanaerobicKrespirationK
capacitiesKofKtheKhumanKgutKmicrobiotaaKFrontiersiiniMicrobiologyWK2014WKhWKijg 5.7 25

56 tpplyingKsystemsKbiologyKmethodsKtoKtheKstudyKofKhumanKphysiologyKinKextremeKenvironmentsaK
ExtremeiPhysiologyiandiMedicineWK2013WKeWKk 19

55 vonsensusKandKconflictKcardsKforKmetabolicKpathwayKdatabasesaKBMCiSystemsiBiologyWK2013WKjWKhc 3.5 9

54 RobustKfluxKbalanceKanalysisKofKmultiscaleKbiochemicalKreactionKnetworksaKBMCiBioinformaticsWK2013
WKdgWKegc 3.6 17

53 tKsystemsKbiologyKapproachKtoKstudyingKtheKroleKofKmicrobesKinKhumanKhealthaKCurrentiOpinioniini
BiotechnologyWK2013WKegWKgYde 11.4 70

52 SystemsYlevelKcharacterizationKofKaKhostYmicrobeKmetabolicKsymbiosisKinKtheKmammalianKgutaKGuti
MicrobesWK2013WKgWKekYgc 8.8 155

51 tKcommunityYdrivenKglobalKreconstructionKofKhumanKmetabolismaKNatureiBiotechnologyWK2013WKfdWKgdlYeh44.5 746

(2013-2015)
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50  nferringKtheKmetabolismKofKhumanKorphanKmetabolitesKfromKtheirKmetabolicKnetworkKcontextK
affirmsKhumanKgluconokinaseKactivityaKBiochemicaliJournalWK2013WKgglWKgejYfh 3.8 18

49 PredictingKtheKimpactKofKdietKandKenzymopathiesKonKhumanKsmallKintestinalKepithelialKcellsaKHumani
MoleculariGeneticsWK2013WKeeWKejchYee 5.6 51

48 TowardKsystemsKmetabolicKengineeringKinKcyanobacteriamKopportunitiesKandKbottlenecksaK
BioengineeredWK2013WKgWKdhkYif 5.7 28

47
 ntracellularKmetaboliteKprofilingKofKplateletsmKevaluationKofKextractionKprocessesKandK
chromatographicKstrategiesaKJournaliofiChromatographyiB:iAnalyticaliTechnologiesiinitheiBiomedicali
andiLifeiSciencesWK2012WKklkWKdddYec

3.2 36

46
MonitoringKmetabolitesKconsumptionKandKsecretionKinKculturedKcellsKusingKultraYperformanceKliquidK
chromatographyKquadrupoleYtimeKofKflightKmassKspectrometryKSUPLvYQYToyYMSTaKAnalyticaliandi
BioanalyticaliChemistryWK2012WKgceWKddkfYlk

4.4 70

45 MassKconservedKelementaryKkineticsKisKsufficientKforKtheKexistenceKofKaKnonYequilibriumKsteadyKstateK
concentrationaKJournaliofiTheoreticaliBiologyWK2012WKfdgWKdjfYkd 2.3 7

44 wetailingKtheKoptimalityKofKphotosynthesisKinKcyanobacteriaKthroughKsystemsKbiologyKanalysisaK
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2012WKdclWKeijkYkf 11.5 231

43 tKcompendiumKofKinbornKerrorsKofKmetabolismKmappedKontoKtheKhumanKmetabolicKnetworkaK
MoleculariBioSystemsWK2012WKkWKehghYhk 55

42 tnKinKsilicoKreYdesignKofKtheKmetabolismKinKThermotogaKmaritimaKforKincreasedKbiohydrogenK
productionaKInternationaliJournaliofiHydrogeniEnergyWK2012WKfjWKdeechYdeedk 6.7 23

41 QuantitativeKassignmentKofKreactionKdirectionalityKinKaKmulticompartmentalKhumanKmetabolicK
reconstructionaKBiophysicaliJournalWK2012WKdceWKdjcfYdd 2.9 34

40 MultiscaleKmodelingKofKmetabolismKandKmacromolecularKsynthesisKinKxaKcoliKandKitsKapplicationKtoK
theKevolutionKofKcodonKusageaKPLoSiONEWK2012WKjWKeghifh 3.7 87

39 tKsystemsKbiologyKapproachKtoKdrugKtargetsKinKPseudomonasKaeruginosaKbiofilmaKPLoSiONEWK2012WKjWKefgffj3.7 28

38 vontextualizationKprocedureKandKmodelingKofKmonocyteKspecificKTLRKsignalingaKPLoSiONEWK2012WKjWKeglljk3.7 4

37 QuantitativeKpredictionKofKcellularKmetabolismKwithKconstraintYbasedKmodelsmKtheKvOuRtKToolboxK
veacaKNatureiProtocolsWK2011WKiWKdelcYfcj 18.8 1061

36 tKSystemsKuiologyKtpproachKtoKtheKxvolutionKofKvodonKUseKPatternaKNatureiPrecedingsWK2011WK 1

35 TheKhumanKmetabolicKreconstructionKReconKdKdirectsKhypothesesKofKnovelKhumanKmetabolicK
functionsaKBMCiSystemsiBiologyWK2011WKhWKdhh 3.5 55

34 tKcommunityKeffortKtowardsKaKknowledgeYbaseKandKmathematicalKmodelKofKtheKhumanKpathogenK
SalmonellaKTyphimuriumKLTeaKBMCiSystemsiBiologyWK2011WKhWKk 3.5 105

33 vonKuertalanffyKdacmKaKvOuRtKtoolboxKextensionKtoKthermodynamicallyKconstrainKmetabolicKmodelsaK
BioinformaticsWK2011WKejWKdgeYf 7.2 55
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32 ruioNetmKtKvOuRtKtoolboxKextensionKforKreconstructingKhighYqualityKbiochemicalKnetworksaK
BioinformaticsWK2011WKejWKecclYdc 7.2 50

31 WhatKisKfluxKbalanceKanalysisraKNatureiBiotechnologyWK2010WKekWKeghYk 44.5 2292

30 tKprotocolKforKgeneratingKaKhighYqualityKgenomeYscaleKmetabolicKreconstructionaKNatureiProtocolsWK
2010WKhWKlfYded 18.8 1156

29 yunctionalKcharacterizationKofKalternateKoptimalKsolutionsKofKxscherichiaKcoliRsKtranscriptionalKandK
translationalKmachineryaKBiophysicaliJournalWK2010WKlkWKecjeYkd 2.9 46

28 vomputationallyKefficientKfluxKvariabilityKanalysisaKBMCiBioinformaticsWK2010WKddWKgkl 3.6 179

27 tKdetailedKgenomeYwideKreconstructionKofKmouseKmetabolismKbasedKonKhumanKReconKdaKBMCi
SystemsiBiologyWK2010WKgWKdgc 3.5 114

26  ntegratedKstoichiometricWKthermodynamicKandKkineticKmodellingKofKsteadyKstateKmetabolismaK
JournaliofiTheoreticaliBiologyWK2010WKeigWKikfYle 2.3 48

25  dentificationKofKpotentialKpathwayKmediationKtargetsKinKTollYlikeKreceptorKsignalingaKPLoSi
ComputationaliBiologyWK2009WKhWKedcccele 5 52

24
zenomeYscaleKreconstructionKofKxscherichiaKcoliRsKtranscriptionalKandKtranslationalKmachinerymKaK
knowledgeKbaseWKitsKmathematicalKformulationWKandKitsKfunctionalKcharacterizationaKPLoSi
ComputationaliBiologyWK2009WKhWKedcccfde

5 143

23 QuantitativeKassignmentKofKreactionKdirectionalityKinKconstraintYbasedKmodelsKofKmetabolismmK
applicationKtoKxscherichiaKcoliaKBiophysicaliChemistryWK2009WKdghWKgjYhi 3.5 64

22 MetabolicKnetworkKanalysisKintegratedKwithKtranscriptKverificationKforKsequencedKgenomesaKNaturei
MethodsWK2009WKiWKhklYle 21.6 80

21 ReconstructionKofKbiochemicalKnetworksKinKmicroorganismsaKNatureiReviewsiMicrobiologyWK2009WKjWKdelYgf22.2 699

20 ThreeYdimensionalKstructuralKviewKofKtheKcentralKmetabolicKnetworkKofKThermotogaKmaritimaaK
ScienceWK2009WKfehWKdhggYl 33.3 148

19 zenomeYScaleKReconstructionWKModelingWKandKSimulationKofKxaKcolirsKMetabolicKNetworkK2009WKdglYdji 1

18 tKgenomeYscaleKmetabolicKreconstructionKofKPseudomonasKputidaKKTeggcmKiβNjgiKasKaKcellKfactoryaK
BMCiSystemsiBiologyWK2008WKeWKjl 3.5 193

17 xstimationKofKtheKnumberKofKextremeKpathwaysKforKmetabolicKnetworksaKBMCiBioinformaticsWK2007WK
kWKfif 3.6 38

16 zlobalKreconstructionKofKtheKhumanKmetabolicKnetworkKbasedKonKgenomicKandKbibliomicKdataaK
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2007WKdcgWKdjjjYke 11.5 1060

15 uringingKzenomesKtoKLifemKTheKUseKofKzenomeYScaleK nKSilicoKModelsK2007WKdgYfi

(2007-2011)
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14 vandidateKstatesKofK’elicobacterKpyloriRsKgenomeYscaleKmetabolicKnetworkKuponKapplicationKofK
MloopKlawMKthermodynamicKconstraintsaKBiophysicaliJournalWK2006WKlcWKfldlYek 2.9 41

13 TowardsKmultidimensionalKgenomeKannotationaKNatureiReviewsiGeneticsWK2006WKjWKdfcYgd 30.1 285

12 TheKsubsystemsKapproachKtoKgenomeKannotationKandKitsKuseKinKtheKprojectKtoKannotateKdcccK
genomesaKNucleiciAcidsiResearchWK2005WKffWKhildYjce 20.1 1485

11
xxpandedKmetabolicKreconstructionKofK’elicobacterKpyloriKSi TfgdKzSMbzPRTmKanKinKsilicoK
genomeYscaleKcharacterizationKofKsingleYKandKdoubleYdeletionKmutantsaKJournaliofiBacteriologyWK
2005WKdkjWKhkdkYfc

3.5 193

10 vandidateKmetabolicKnetworkKstatesKinKhumanKmitochondriaaK mpactKofKdiabetesWKischemiaWKandKdietaK
JournaliofiBiologicaliChemistryWK2005WKekcWKddikfYlh 5.4 117

9  ntegratedKtnalysesKofKMicrobiomeKandKLongitudinalKMetabolomeKwataKRevealKMicrobialY’ostK
 nteractionsKonKSulfurKMetabolismKinKParkinsonRsKwiseaseaKSSRNiElectroniciJournalW 1 1

8 MetabolicKNetworkKtnalysisKRevealsKtlteredKuileKtcidKSynthesisKandKvholesterolKMetabolismKinK
tlzheimerâ��sKwiseaseaKSSRNiElectroniciJournalW 1 2

7 Parkinsonâ��sKdiseaseYassociatedKalterationsKofKtheKgutKmicrobiomeKcanKinvokeKdiseaseYrelevantK
metabolicKchanges 7

6  dentifyingKdifferencesKinKbileKacidKpathwaysKforKcholesterolKclearanceKinKtlzheimerâ��sKdiseaseKusingK
metabolicKnetworksKofKhumanKbrainKregions 2

5 tzORtemKLargeKscaleKreconstructionKofKtheKmicrobiomeKhighlightsKwideYspreadKdrugYmetabolisingKcapacities 6

4 PersonalizedKmodelingKofKtheKhumanKgutKmicrobiomeKrevealsKdistinctKbileKacidKdeconjugationKandK
biotransformationKpotentialKinKhealthyKandK uwKindividuals 11

3 WhenKmetabolismKmeetsKphysiologymK’arveyKandK’arvetta 12

2 TheKMicrobiomeKModelingKToolboxmKfromKmicrobialKinteractionsKtoKpersonalizedKmicrobialKcommunities 3

1 TheKVirtualKMetabolicK’umanKdatabasemKintegratingKhumanKandKgutKmicrobiomeKmetabolismKwithK
nutritionKandKdisease 6

Ines Thiele

8


