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Crystal structures of the gastric proton pump. Nature, 2018, 556, 214-218 50.4 55

Optimized expression and purification of NavAb provide the structural insight into the voltage

dependence. FEBS Letters, 2018, 592, 274-283




(2015-2018)

L Drug Rescuing by Cryo-EM. Proceedings for Annual Meeting of the Japanese Pharmacological Society,
77 2018, WCP2018, SY16-2

Crystal structures of claudins: insights into their intermolecular interactions. Annals of the New York
Academy of Sciences, 2017, 1397, 25-34

The cryo-EM structure of gastric H,K-ATPase with bound BYK99, a high-affinity member of
175 K-competitive, imidazo[1,2-a]pyridine inhibitors. Scientific Reports, 2017, 7, 6632 49 9

X-ray structures of endothelin ET receptor bound to clinical antagonist bosentan and its analog.
Nature Structural and Molecular Biology, 2017, 24, 758-764

173  Structure of the C. elegans Innexin-6 Gap Junction Channel. Microscopy and Microanalysis, 2017, 23, 1104935105

Structural Physiology of Membrane Proteins. Membrane, 2017, 42, 164-169

Two-dimensional crystal structure of aquaporin-4 bound to the inhibitor acetazolamide. Microscopy

(Oxford, England), 2016, 65, 177-84 13 10

171

Cryo-electron microscopy for structure analyses of membrane proteins in the lipid bilayer. Current
Opinion in Structural Biology, 2016, 39, 71-78

Hexadecameric structure of an invertebrate gap junction channel. Journal of Molecular Biology,

169 2016, 428, 1227-1236 65 27

Control of Spontaneous Ca2+ Transients Is Critical for Neuronal Maturation in the Developing
Neocortex. Cerebral Cortex, 2016, 26, 106-117

Claudin-21 Has a Paracellular Channel Role at Tight Junctions. Molecular and Cellular Biology, 2016,

167 36,954-64 4 2

Characterization of physiological phenotypes of dentate gyrus synapses of PDZ1/2
domain-deficient PSD-95-knockin mice. European Journal of Neuroscience, 2016, 43, 618-25

Molecular determinants of prokaryotic voltage-gated sodium channels for recognition of local

165 anesthetics. FEBS Journal, 2016, 283, 2881-95 >7 3

Atomic structure of the innexin-6 gap junction channel determined by cryo-EM. Nature
Communications, 2016, 7, 13681

Thermostabilization of the Human Endothelin Type B Receptor. Journal of Molecular Biology, 2016,

163 428 2265-2274 65 9

Activation mechanism of endothelin ET receptor by endothelin-1. Nature, 2016, 537, 363-368

161  GraDeR: Membrane Protein Complex Preparation for Single-Particle Cryo-EM. Structure, 2015, 23, 1769-577/5 73

Development of the field of structural physiology. Proceedings of the Japan Academy Series B:

Physical and Biological Sciences, 2015, 91, 447-68




YOSHINORI FUJIYOSHI

L P1Structure-Guided Drug Development based on Cryo-Electron Microscopy. Microscopy (Oxford, L
59 England), 2015, 64, i2-i2 &

An intracellular domain with a novel sequence regulates cell surface expression and synaptic
clustering of leucine-rich repeat transmembrane proteins in hippocampal neurons. Journal of
Neurochemistry, 2015, 134, 618-28

Tight junctions. Structural insight into tight junction disassembly by Clostridium perfringens

157 enterotoxin. Science, 2015, 347, 775-8 333 123
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2009, 166, 16-21

Mechanism of aquaporin-4[§ fast and highly selective water conduction and proton exclusion.

Journal of Molecular Biology, 2009, 389, 694-706 65 103

109
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