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Evidence for local climate adaptation in early-life traits of Tasmanian populations of Eucalyptus
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Genome-wide scans reveal cryptic population structure in a dry-adapted eucalypt. Tree Genetics and
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Patterns of Reproductive Isolation in<i>Eucalyptus&€”<[i>A Phylogenetic Perspective. Molecular

Biology and Evolution, 2015, 32, 1833-1846. 3.5 26



20

22

24

26

28

30

32

34

36

DOROTHY A STEANE

ARTICLE IF CITATIONS

Plasticity of functional traits varies clinally along a rainfall gradient in <i>Eucalyptus tricarpa</i>.
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Genomed€wide scans detect adaptation to aridity in a widespread forest tree species. Molecular Ecology, 2.0 o5
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Molecular genetic diversity and population structure in Eucalyptus pauciflora subsp. pauciflora
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Novel Distances for Dollo Data. Systematic Biology, 2013, 62, 62-77. 2.7 25
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Population genetic analysis and phylogeny reconstruction in Eucalyptus (Myrtaceae) using
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Phylogenetics and Evolution, 2006, 39, 160-170.

A comparative analysis of population structure of a forest tree, Eucalyptus globulus (Myrtaceae),

using microsatellite markers and quantitative traits. Tree Genetics and Genomes, 2006, 2, 30-38. 0.6 o3

Molecular dating and eucalypts: reply to Ladiges and Udovicic. Australian Systematic Botany, 2005, 18,
295.

Population and phylogenetic analysis of the cinnamoyl coA reductase gene in Eucalyptus globulus

(Myrtaceae). Australian Journal of Botany, 2005, 53, 827. 0.3 19

Complete Nucleotide Sequence of the Chloroplast Genome from the Tasmanian Blue Gum, Eucalyptus
globulus (Myrtaceae). DNA Research, 2005, 12, 215-220.

The rare silver gum, Eucalyptus cordata, is leaving its trace in the organellar gene pool of Eucalyptus 2.0 53
globulus. Molecular Ecology, 2004, 13, 3751-3762. :
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