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96 whallengesMinMhumanMgeneticMdiversitynMdemographicMhistoryMandMadaptationbMHumaniMoleculari
GeneticsZM2007ZMejMSpecMNobMfZMRegham 5.6 77
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81 TheMimpactMofMrecentMeventsMonMhumanMgeneticMdiversitybMPhilosophicaliTransactionsiofitheiRoyali
SocietyiB:iBiologicaliSciencesZM2012ZMgjkZMkmgam 5.8 44
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SNPM’enotypesMofMhmMPopulationsbMMoleculariBiologyiandiEvolutionZM2018ZMgiZMemejaemgg 8.3 26
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47 MolecularMevidenceMforMabsenceMofMYalinkageMofMtheM–airyMyarsMtraitbMEuropeaniJournaliofiHumani
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InternationalZM2003ZMegfZMfflagf 2.6 9

45 MitigatingMtheMeffectsMofMreferenceMsequenceMbiasMinMsingleamultiplexMmassivelyMparallelMsequencingM
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Mark A Jobling

6



38 ’eographicalMstructuringMandMlowMdiversityMofMpaternalMlineagesMinMvahrainMshownMbyManalysisMofMfkM
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spermatogenicMfailureMinMhumansbMELifeZM2021ZMedZM 8.9 4

36 xoubleMtroublebMInvestigativeiGeneticsZM2013ZMhZMef 3

35 wuriosityMinMtheMgenesnMtheMxNuMfingerprintingMstorybMInvestigativeiGeneticsZM2013ZMhZMfd 3

34 TheMmusicMofMtheMgenesbMInvestigativeiGeneticsZM2014ZMiZMf 2
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18 StrategiesMforMpairwiseMsearchesMinMforensicMkinshipManalysisbMForensiciScienceiInternational:iGeneticsZM
2021ZMihZMedfijf 4.3 1
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16 zloggingMaMdeadMhorsebMInvestigativeiGeneticsZM2013ZMhZMi

15 voysMandMgirlsbMInvestigativeiGeneticsZM2012ZMgZMeg

14 TheMbishopMandMtheMactressbMInvestigativeiGeneticsZM2012ZMgZMfk
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12 TheMtruthMisMoutMtherebMInvestigativeiGeneticsZM2013ZMhZMfh

11 ’enesMandMqueensbMInvestigativeiGeneticsZM2011ZMfZMeh

10 TheMvaronUsMcomplaintbMInvestigativeiGeneticsZM2011ZMfZMel

9 zatherMfiguresbMInvestigativeiGeneticsZM2011ZMfZMfe

8 uppyMchristmasbMInvestigativeiGeneticsZM2011ZMfZMfi

7 LoveMchemistrybMInvestigativeiGeneticsZM2011ZMfZMm

6 TheMghostMandMtheMmachinebMInvestigativeiGeneticsZM2010ZMeZMee
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