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49  romNfuzzinessNtoNprecisionNmedicineoNonNtheNrapidlyNevolvingNproteomicsNwithNimplicationsNinN
mitochondrialNconnectivityNtoNrareNhumanNdiseasecNIScienceaN2021aNgiaNfegehe 6.1 3

48 TheNconservedNTpkfNregulatesNnonbhomologousNendNjoiningNdoublebstrandNbreakNrepairNbyN
phosphorylationNofNNejfaNaNhomologNofNtheNhumanNXL cNNucleicmAcidsmResearchaN2021aNinaNmfijbmfke 20.1 2

47 κumanbSoybeanNvllergiesoNzlucidationNofNtheNSeedNProteomeNandNxomprehensiveNProteinbProteinN
InteractionNPredictioncNJournalmofmProteomemResearchaN2021aNgeaNingjbinil 5.6 1

46  unctionalNcooperativityNbetweenNtheNtriggerNfactorNchaperoneNandNtheNxlpXPNproteolyticNcomplexcN
NaturemCommunicationsaN2021aNfgaNgmf 17.4 6

45 ZapGNVYhcwdyU feihXaNaNnovelNcellNdivisionNproteinNinNgammabproteobacteriaNlinkingNtheNZbringNtoN
septalNpeptidoglycanNsynthesiscNJournalmofmBiologicalmChemistryaN2021aNgnkaNfeelee 5.4 3

44 vNGaussianNprocessbbasedNdefinitionNrevealsNnewNandNbonaNfideNgeneticNinteractionsNcomparedNtoNaN
multiplicativeNmodelNinNtheNGrambnegativeNzscherichiaNcolicNBioinformaticsaN2020aNhkaNmmebmmn 7.2

43 wraInMapNzlucidatesNtheNMacromolecularNxonnectivityNLandscapeNofNMammalianNwraincNCellmSystems
aN2020aNfeaNhhhbhjecefi 10.6 13

42 zxploringNtheNImpactNofNMutationsNonNtheNTotalNandNMitochondrialNProteomeNofNκumanNSkinN
 ibroblastscNFrontiersminmCellmandmDevelopmentalmBiologyaN2020aNmaNigh 5.7 4

41 MisconnectingNtheNdotsoNalteredNmitochondrialNproteinbproteinNinteractionsNandNtheirNroleNinN
neurodegenerativeNdisorderscNExpertmReviewmofmProteomicsaN2020aNflaNffnbfhk 4.2 4

40
MitochondriaNunderNtheNspotlightoNOnNtheNimplicationsNofNmitochondrialNdysfunctionNandNitsN
connectivityNtoNneuropsychiatricNdisorderscNComputationalmandmStructuralmBiotechnologymJournalaN
2020aNfmaNgjhjbgjik

6.8 5

39 vctionableNxytopathogenicNκostNResponsesNofNκumanNvlveolarNTypeNgNxellsNtoNSvRSbxoVbgcN
MolecularmCellaN2020aNmeaNffeibffggcen 17.6 38

38 RewiringNofNtheNκumanNMitochondrialNInteractomeNduringNNeuronalNReprogrammingNRevealsN
RegulatorsNofNtheNRespirasomeNandNNeurogenesiscNIScienceaN2019aNfnaNfffibffhg 6.1 17

37 zPIxoNsoftwareNtoolkitNforNelutionNprofilebbasedNinferenceNofNproteinNcomplexescNNaturemMethodsaN
2019aNfkaNlhlblig 21.6 34

36 xlpPNproteaseNactivationNresultsNfromNtheNreorganizationNofNtheNelectrostaticNinteractionNnetworksN
atNtheNentranceNporescNCommunicationsmBiologyaN2019aNgaNife 6.7 14

35 xhemicalbgeneticNprofilingNrevealsNlimitedNcrossbresistanceNbetweenNantimicrobialNpeptidesNwithN
differentNmodesNofNactioncNNaturemCommunicationsaN2019aNfeaNjlhf 17.4 14

34 SystemsNanalysisNofNtheNgeneticNinteractionNnetworkNofNyeastNmolecularNchaperonescNMolecularm
OmicsaN2018aNfiaNmgbni 4.4 12

33 GlobalNlandscapeNofNcellNenvelopeNproteinNcomplexesNinNzscherichiaNcolicNNaturemBiotechnologyaN2018
aNhkaNfehbffg 44.5 68
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32 vcyldepsipeptideNvnalogsNyysregulateNκumanNMitochondrialNxlpPNProteaseNvctivityNandNxauseN
vpoptoticNxellNyeathcNCellmChemicalmBiologyaN2018aNgjaNfeflbfehecen 8.2 42

31  eaturesNofNtheNxhaperoneNxellularNNetworkNRevealedNthroughNSystematicNInteractionNMappingcN
CellmReportsaN2017aNgeaNglhjbglim 10.6 36

30 InsightsNfromNproteinbproteinNinteractionNstudiesNonNbacterialNpathogenesiscNExpertmReviewmofm
ProteomicsaN2017aNfiaNllnblnl 4.2 8

29 vNMapNofNκumanNMitochondrialNProteinNInteractionsNLinkedNtoNNeurodegenerationNRevealsNNewN
MechanismsNofNRedoxNκomeostasisNandNN b˛”wNSignalingcNCellmSystemsaN2017aNjaNjkibjllcefg 10.6 37

28 NovelNInteractomeNofNSaccharomycesNcerevisiaeNMyosinNType´ IINIdentifiedNbyNaNModifiedNIntegratedN
MembraneNYeastNTwobκybridNViMYTκXNScreencNG3:mGenes,mGenomes,mGeneticsaN2016aNkaNfiknbli 3.2 3

27 ProteomebwideNdatasetNsupportingNtheNstudyNofNancientNmetazoanNmacromolecularNcomplexescN
DataminmBriefaN2016aNkaNlfjbgf 1.2 5

26 xonditionalNzpistaticNInteractionNMapsNRevealNGlobalN unctionalNRewiringNofNGenomeNIntegrityN
PathwaysNinNzscherichiaNcolicNCellmReportsaN2016aNfiaNkimbkkf 10.6 23

25 SystematicNGeneticNScreensNRevealNtheNyynamicNGlobalN unctionalNOrganizationNofNtheNwacterialN
TranslationNMachinerycNCellmReportsaN2016aNflaNneibnfk 10.6 22

24 vssessmentNofNaNmethodNtoNcharacterizeNantibodyNselectivityNandNspecificityNforNuseNinN
immunoprecipitationcNNaturemMethodsaN2015aNfgaNlgjbhf 21.6 86

23 zxtractingNhighNconfidenceNproteinNinteractionsNfromNaffinityNpurificationNdataoNatNtheNcrossroadscN
JournalmofmProteomicsaN2015aNffmaNkhbme 3.9 19

22 SpindleNxheckpointN actorsNwubfNandNwubgNPromoteNyNvNyoublebStrandNwreakNRepairNbyN
NonhomologousNzndNJoiningcNMolecularmandmCellularmBiologyaN2015aNhjaNgiimbkh 4.8 17

21 NovelNfunctionNdiscoveryNwithNGeneMvNIvoNaNnewNintegratedNresourceNforNgeneNfunctionNpredictionN
inNzscherichiaNcolicNBioinformaticsaN2015aNhfaNhekbfe 7.2 31

20 PanoramaNofNancientNmetazoanNmacromolecularNcomplexescNNatureaN2015aNjgjaNhhnbii 50.4 325

19 MitochondrialNtargetsNforNpharmacologicalNinterventionNinNhumanNdiseasecNJournalmofmProteomem
ResearchaN2015aNfiaNjbgf 5.6 35

18 IdentificationNofNκumanNNeuronalNProteinNxomplexesNRevealsNwiochemicalNvctivitiesNandN
xonvergentNMechanismsNofNvctionNinNvutismNSpectrumNyisorderscNCellmSystemsaN2015aNfaNhkfbhli 10.6 29

17 YeastNmitochondrialNproteinbproteinNinteractionsNrevealNdiverseNcomplexesNandNdiseasebrelevantN
functionalNrelationshipscNJournalmofmProteomemResearchaN2015aNfiaNfggebhl 5.6 14

16 κumanbchromatinbrelatedNproteinNinteractionsNidentifyNaNdemethylaseNcomplexNrequiredNforN
chromosomeNsegregationcNCellmReportsaN2014aNmaNgnlbhfe 10.6 46

15 zfficientNpredictionNofNhumanNproteinbproteinNinteractionsNatNaNglobalNscalecNBMCmBioinformaticsaN
2014aNfjaNhmh 3.6 19
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14 QuantitativeNgenomebwideNgeneticNinteractionNscreensNrevealNglobalNepistaticNrelationshipsNofN
proteinNcomplexesNinNzscherichiaNcolicNPLoSmGeneticsaN2014aNfeaNefeeifge 6 71

13 NleκNdefinesNaNnewNfamilyNofNbacterialNeffectorNkinasescNStructureaN2014aNggaNgjebn 5.2 20

12 TheNbinaryNproteinbproteinNinteractionNlandscapeNofNzscherichiaNcolicNNaturemBiotechnologyaN2014aNhgaNgmjbgne44.5 159

11 TargetedNproteinNidentificationaNquantificationNandNreportingNforNhighbresolutionNnanoflowNtargetedN
peptideNmonitoringcNJournalmofmProteomicsaN2013aNmfaNfjnblg 3.9 4

10
IntegrativeNnetworkNanalysisNofNsignalingNinNhumanNxyhiVZXNhematopoieticNprogenitorNcellsNbyN
globalNphosphoproteomicNprofilingNusingNTiOgNenrichmentNcombinedNwithNgyNLxbMSdMSNandN
pathwayNmappingcNProteomicsaN2013aNfhaNfhgjbhh

4.8 12

9 vNcensusNofNhumanNsolubleNproteinNcomplexescNCellaN2012aNfjeaNfekmbmf 56.2 612

8 InteractionNlandscapeNofNmembranebproteinNcomplexesNinNSaccharomycesNcerevisiaecNNatureaN2012aN
imnaNjmjbn 50.4 186

7 GeneticNinteractionNmapsNinNzscherichiaNcoliNrevealNfunctionalNcrosstalkNamongNcellNenvelopeN
biogenesisNpathwayscNPLoSmGeneticsaN2011aNlaNefeeghll 6 76

6 vNdualNfunctionNofNtheNxRISPRbxasNsystemNinNbacterialNantivirusNimmunityNandNyNvNrepaircNMolecularm
MicrobiologyaN2011aNlnaNimibjeg 4.1 199

5 RibosomebdependentNvTPaseNinteractsNwithNconservedNmembraneNproteinNinNzscherichiaNcoliNtoN
modulateNproteinNsynthesisNandNoxidativeNphosphorylationcNPLoSmONEaN2011aNkaNefmjfe 3.7 10

4 GlobalNfunctionalNatlasNofNzscherichiaNcoliNencompassingNpreviouslyNuncharacterizedNproteinscNPLoSm
BiologyaN2009aNlaNenk 9.7 280

3 eSGvoNzcNcoliNsyntheticNgeneticNarrayNanalysiscNNaturemMethodsaN2008aNjaNlmnbnj 21.6 196

2 MacromolecularNxonnectivityNLandscapeNofNMammalianNwraincNSSRNmElectronicmJournala 1 1

1 xhemicalbgeneticNprofilingNrevealsNcrossbresistanceNandNcollateralNsensitivityNbetweenNantimicrobialNpeptides 1
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