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i Paper IF Citations

133 PPMexNmutationsNareNoncogenicNdriversNofNdeNnovoNdiffuseNmidlineNgliomaNformationbbNNaturen
CommunicationsZN2022ZNegZNjdh 17.4 0

132 xNuabasedNcopyNnumberNanalysisNconfirmsNgenomicNevolutionNofNPxXNmodelsbbNNpjnPrecisionn
OncologyZN2022ZNjZNgd 9.8 1

131 LGGailbNUnderstandingNtheNtranscriptionalNheterogeneityNofNpediatricNlowagradeNgliomasNandNitsN
implicationNforNtumorNpathophysiologybNNeuro-OncologyZN2022ZNfhZNiedeaiedf 1

130 RuRyaffNwharacterizingNtheNlandscapeNofNstructuralNvariantsNinNadamantinomatousN
craniopharyngiomabNNeuro-OncologyZN2022ZNfhZNiehaieh 1

129 LGGahibNGeneticNdependenciesNinMYvcMYvLeadrivenNpediatricNlowagradeNgliomaNmodelsbN
Neuro-OncologyZN2022ZNfhZNimlaiml 1

128 QuantificationNofNaneuploidyNinNtargetedNsequencingNdataNusingNuSwyTSbNBioinformaticsZN2021ZNgkZNfhjeafhjg7.2 4

127 uctivityNofNPxaeNblockadeNwithNNivolumabNamongNpatientsNwithNrecurrentNatypicalcanaplasticN
meningiomanNPhaseNIINtrialNresultsbNNeuro-OncologyZN2021ZN 1 7

126 TIRRNinhibitsNtheNigvPeapigNcomplexNtoNalterNcellafateNprogramsbNMolecularnCellZN2021ZNleZNfilgafimibej 17.6 3

125 IntegrativeNmodelingNidentifiesNgeneticNancestryaassociatedNmolecularNcorrelatesNinNhumanNcancerbN
STARnProtocolsZN2021ZNfZNeddhlg 1.4 0

124 uneuploidyNrendersNcancerNcellsNvulnerableNtoNmitoticNcheckpointNinhibitionbNNatureZN2021ZNimdZNhljahme 50.4 34

123 WholeagenomeNcharacterizationNofNlungNadenocarcinomasNlackingNtheNRTKcRuScRuzNpathwaybNCelln
ReportsZN2021ZNghZNedlkdk 10.6 7

122 HaplotypearesolvedNgermlineNandNsomaticNalterationsNinNrenalNmedullaryNcarcinomasbNGenomen
MedicineZN2021ZNegZNeeh 14.4 2

121 uNMolecularlyNIntegratedNGradeNforNMeningiomabNNeuro-OncologyZN2021ZN 1 7

120 wlinicalNutilityNofNtargetedNnextNgenerationNsequencingNassayNinNIxHawildtypeNglioblastomaNforN
therapyNdecisionamakingbNNeuro-OncologyZN2021ZN 1 3

119 MRNImagingNworrelatesNforNMolecularNandNMutationalNunalysesNinNwhildrenNwithNxiffuseNIntrinsicN
PontineNGliomabNAmericannJournalnofnNeuroradiologyZN2020ZNheZNlkhalle 4.4 10

118 wasmNactivatesNtheNpigNpathwayNandNselectsNforNpigainactivatingNmutationsbNNaturenGeneticsZN2020ZN
ifZNjjfajjl 36.3 69

117 LossNofNheterozygosityNofNessentialNgenesNrepresentsNaNwidespreadNclassNofNpotentialNcancerN
vulnerabilitiesbNNaturenCommunicationsZN2020ZNeeZNfiek 17.4 21
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116 TumorNInterferonNSignalingNIsNRegulatedNbyNaNlncRNuNINwReNTranscribedNfromNtheNPxaLeNLocusbN
MolecularnCellZN2020ZNklZNefdkaeffgbel 17.6 18

115 TreatmentaInducedNTumorNxormancyNthroughNYuPaMediatedNTranscriptionalNReprogrammingNofN
theNupoptoticNPathwaybNCancernCellZN2020ZNgkZNedhaeffbeef 24.3 107

114 PatternsNofNsomaticNstructuralNvariationNinNhumanNcancerNgenomesbNNatureZN2020ZNiklZNeefaefe 50.4 232

113 xisruptionNofNchromatinNfoldingNdomainsNbyNsomaticNgenomicNrearrangementsNinNhumanNcancerbN
NaturenGeneticsZN2020ZNifZNfmhagdi 36.3 81

112 yarlyNTPigNalterationsNengageNenvironmentalNexposuresNtoNpromoteNgastricNpremalignancyNinNanN
integrativeNmouseNmodelbNNaturenGeneticsZN2020ZNifZNfemafgd 36.3 15

111 TargetingNwancerNGeneNxependenciesNwithNunthraxaMediatedNxeliveryNofNPeptideNNucleicNucidsbN
ACSnChemicalnBiologyZN2020ZNeiZNegilaegjm 4.9 8

110 RuRyadkbNTHyNLuNxSwuPyNOzNGyNOMIwNuLTyRuTIONSNINNuxuMuNTINOMuTOUSN
wRuNIOPHuRYNGIOMuSbNNeuro-OncologyZN2020ZNffZNiiihhgaiiihhg 1 78

109 LGGagibNzUNwTIONuLNGyNOMIwNuPPROuwHySNTONIxyNTIzYNTHyRuPyUTIwNTuRGyTSNINNMYvNuNxN
MYvLeNyXPRySSINGNPyxIuTRIwNLOWaGRuxyNGLIOMuSbNNeuro-OncologyZN2020ZNffZNiiigkgaiiigkg 1 78

108 HGGahebNSTRUwTURuLNVuRIuNTNxRIVyRSNINNPyxIuTRIwNHIGHaGRuxyNGLIOMubNNeuro-OncologyZN
2020ZNffZNiiigieaiiigie 1 1

107 xIPGaigbNwHuRuwTyRIZINGNTHyNROLyNOzNPPMexNMUTuTIONSNINNTHyNPuTHOGyNySISNOzNxIzzUSyN
INTRINSIwNPONTINyNGLIOMuSNVxIPGSWbNNeuro-OncologyZN2020ZNffZNiiifmkaiiifmk 1 78

106 womprehensiveNunalysisNofNGeneticNuncestryNandNItsNMolecularNworrelatesNinNwancerbNCancernCellZN
2020ZNgkZNjgmajihbej 24.3 56

105 xistinctNwlassesNofNwomplexNStructuralNVariationNUncoveredNacrossNThousandsNofNwancerNGenomeN
GraphsbNCellZN2020ZNelgZNemkafedbegf 56.2 45

104 HistoneNHgbgGghaMutantNInterneuronNProgenitorsNwoaoptNPxGzRuNforNGliomagenesisbNCellZN2020ZN
elgZNejekaejggbeff 56.2 29

103 wloneSifternNenrichmentNofNrareNclonesNfromNheterogeneousNcellNpopulationsbNBMCnBiologyZN2020ZNelZNekk7.3 3

102 MechanismsNandNtherapeuticNimplicationsNofNhypermutationNinNgliomasbNNatureZN2020ZNildZNiekaifg 50.4 172

101 xIPGaefbNwHuRuwTyRIZINGNTHyNROLyNOzNPPMexNMUTuTIONSNINNTHyNPuTHOGyNySISNOzNxIzzUSyN
INTRINSIwNPONTINyNGLIOMuSNVxIPGsWbNNeuro-OncologyZN2019ZNfeZNiikdaiike 1 78

100 NeuronalNdifferentiationNandNcellacycleNprogramsNmediateNresponseNtoNvyTabromodomainNinhibitionN
inNMYwadrivenNmedulloblastomabNNaturenCommunicationsZN2019ZNedZNfhdd 17.4 18

99 LGGadhbNwLINIwOaHISTOaMOLywULuRNLuNxSwuPyNOzNyIGHTYaTWONPyxIuTRIwNuNxNYOUNGNuxULTN
xYSyMvRYOPLuSTIwNNyUROyPITHyLIuLNTUMORSbNNeuro-OncologyZN2019ZNfeZNiimmaiimm 1 78

(2019-2020)
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98 HistoneNdemethylaseNKxMjuNdirectlyNsensesNoxygenNtoNcontrolNchromatinNandNcellNfatebNScienceZN
2019ZNgjgZNefekaefff 33.3 165

97 MitogenicNandNprogenitorNgeneNprogrammesNinNsingleNpilocyticNastrocytomaNcellsbNNaturen
CommunicationsZN2019ZNedZNgkge 17.4 17

96 MyxUagjbNvwLfNzuMILYNMyMvyRSNuTTyNUuTyNRySPONSyNOzNMYwaxRIVyNN
MyxULLOvLuSTOMuSNTONvyTavROMOxOMuINNINHIvITIONbNNeuro-OncologyZN2019ZNfeZNiieedaiieee 1 78

95 RenalNmedullaryNcarcinomasNdependNuponNlossNandNareNsensitiveNtoNproteasomeNinhibitionbNELifeZN
2019ZNlZN 8.9 20

94 LongitudinalNmolecularNtrajectoriesNofNdiffuseNgliomaNinNadultsbNNatureZN2019ZNikjZNeefaefd 50.4 151

93 miRahiejNpredictsNpoorNprognosisNandNfunctionsNasNaNnovelNoncogeneNviaNtargetingNPTPNehNinN
humanNglioblastomabNOncogeneZN2019ZNglZNfmfgafmgj 9.2 36

92 GenomicNevolutionNofNcancerNmodelsnNperilsNandNopportunitiesbNNaturenReviewsnCancerZN2019ZNemZNmkaedm 31.3 104

91 umplificationNussociatesNwithNuggressiveNPhenotypeNbutNNotNMarkersNofNuKTaMTORNSignalingNinN
yndometrialNwarcinomabNClinicalnCancernResearchZN2019ZNfiZNgghaghi 12.9 9

90 xevelopmentalNandNoncogenicNprogramsNinNHgKfkMNgliomasNdissectedNbyNsingleacellNRNuaseqbN
ScienceZN2018ZNgjdZNggeaggi 33.3 255

89 womprehensiveNwharacterizationNofNwancerNxriverNGenesNandNMutationsbNCellZN2018ZNekgZNgkeaglibeel 56.2 854

88 MolecularNsubtypesNofNdiffuseNlargeNvNcellNlymphomaNareNassociatedNwithNdistinctNpathogenicN
mechanismsNandNoutcomesbNNaturenMedicineZN2018ZNfhZNjkmajmd 50.5 659

87 ScalableNOpenNScienceNupproachNforNMutationNwallingNofNTumorNyxomesNUsingNMultipleNGenomicN
PipelinesbNCellnSystemsZN2018ZNjZNfkeaflebek 10.6 320

86 GenomicNandNzunctionalNupproachesNtoNUnderstandingNwancerNuneuploidybNCancernCellZN2018ZNggZNjkjajlmbeg24.3 377

85 womparativeNMolecularNunalysisNofNGastrointestinalNudenocarcinomasbNCancernCellZN2018ZNggZNkfeakgibel 24.3 228

84 SvuvunNgenomeawideNdetectionNofNstructuralNvariantsNandNindelsNbyNlocalNassemblybNGenomen
ResearchZN2018ZNflZNileaime 9.7 149

83 GeneticNandNtranscriptionalNevolutionNaltersNcancerNcellNlineNdrugNresponsebNNatureZN2018ZNijdZNgfiaggd 50.4 379

82 StructuralNulterationsNxrivingNwastrationaResistantNProstateNwancerNRevealedNbyNLinkedaReadN
GenomeNSequencingbNCellZN2018ZNekhZNhggahhkbeem 56.2 155

81 TMOxaehbNuNPuTIyNTaxyRIVyxNwuNwyRNwyLLNLINyNuTLuSNOzNPRIMuRYNuNxNMyTuSTuTIwN
wyNTRuLNNyRVOUSNSYSTyMNTUMORSbNNeuro-OncologyZN2018ZNfdZNvifkeavifke 1 78

RameenuBeroukhim

4



80 PxTMadjbNuLKNuMPLIzIwuTIONNuNxNRyuRRuNGyMyNTSNuRyNRywURRyNTNTuRGyTuvLyNyVyNTSNINN
GLIOvLuSTOMubNNeuro-OncologyZN2018ZNfdZNvifdhavifdi 1 2

79 INNVaffbNLIQUIxNvIOPSYNxyTywTIONNOzNGyNOMIwNuLTyRuTIONSNINNPyxIuTRIwNvRuINNTUMORSN
zROMNwyLLNzRyyNxNuNINNPyRIPHyRuLNvLOOxZNwSzZNuNxNURINybNNeuro-OncologyZN2018ZNfdZNviehfaviehg 1 78

78 PuTHaejbNMOLywULuRNPuTHOLOGYNuNxNwLINIwuLNwHuRuwTyRISTIwSNOzNMMRNxyzIwIyNwYN
VMMRdWNINNxIzzUSyNGLIOMuSbNNeuro-OncologyZN2018ZNfdZNviejeavieje 1 78

77 xRySadibNMOLywULuRNyVOLUTIONNOzNxIzzUSyNGLIOMuSNuNxNTHyNGLIOMuNLONGITUxINuLN
uNuLYSISNwONSORTIUMbNNeuro-OncologyZN2018ZNfdZNvikjavikj 1 78

76 ResistanceNtoNypigeneticaTargetedNTherapyNyngendersNTumorNwellNVulnerabilitiesNussociatedNwithN
ynhancerNRemodelingbNCancernCellZN2018ZNghZNmffamglbek 24.3 31

75 TargetingNwildatypeNKRuSaamplifiedNgastroesophagealNcancerNthroughNcombinedNMyKNandNSHPfN
inhibitionbNNaturenMedicineZN2018ZNfhZNmjlamkk 50.5 126

74 wlinicalNtargetedNexomeabasedNsequencingNinNcombinationNwithNgenomeawideNcopyNnumberN
profilingnNprecisionNmedicineNanalysisNofNfdgNpediatricNbrainNtumorsbNNeuro-OncologyZN2017ZNemZNmljammj 1 39

73 wlinicalNIdentificationNofNOncogenicNxriversNandNwopyaNumberNulterationsNinNPituitaryNTumorsbN
EndocrinologyZN2017ZNeilZNfflhaffme 4.8 42

72 MicroRNuNSignaturesNandNMolecularNSubtypesNofNGlioblastomanNTheNRoleNofNyxtracellularNTransferbN
StemnCellnReportsZN2017ZNlZNehmkaeidi 8 49

71 GenomicNlandscapeNofNhighagradeNmeningiomasbNNpjnGenomicnMedicineZN2017ZNfZN 6.2 78

70 LeveragingNmolecularNdatasetsNforNbiomarkerabasedNclinicalNtrialNdesignNinNglioblastomabN
Neuro-OncologyZN2017ZNemZNmdlamek 1 14

69 PanawancerNunalysisNLinksNPuRKfNtoNvwLaXLaxependentNwontrolNofNupoptosisbNNeoplasiaZN2017ZNemZNkialg6.4 23

68 PatientaderivedNxenograftsNundergoNmouseaspecificNtumorNevolutionbNNaturenGeneticsZN2017ZNhmZNeijkaeiki36.3 384

67 SomaticNcopyNnumberNalterationsNinNgastricNadenocarcinomasNamongNusianNandNWesternNpatientsbN
PLoSnONEZN2017ZNefZNedekjdhi 3.7 22

66 GenomicNprofileNofNhumanNmeningiomaNcellNlinesbNPLoSnONEZN2017ZNefZNedeklgff 3.7 30

65 GermlineNandNsomaticNvuPeNmutationsNinNhighagradeNrhabdoidNmeningiomasbNNeuro-OncologyZN2017ZN
emZNigiaihi 1 60

64 LandscapeNofNGenomicNulterationsNinNPituitaryNudenomasbNClinicalnCancernResearchZN2017ZNfgZNelheaelie 12.9 64

63 TyrosineNreceptorNkinaseNvNisNaNdrugNtargetNinNastrocytomasbNNeuro-OncologyZN2017ZNemZNffagd 1 26

(2017-2018)
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62 RadiographicNpredictionNofNmeningiomaNgradeNbyNsemanticNandNradiomicNfeaturesbNPLoSnONEZN2017ZN
efZNedelkmdl 3.7 66

61 wopyanumberNandNgeneNdependencyNanalysisNrevealsNpartialNcopyNlossNofNwildatypeNSzgveNasNaNnovelN
cancerNvulnerabilitybNELifeZN2017ZNjZN 8.9 49

60 SeqLibnNaNwNYYNuPINforNrapidNvuMNmanipulationZNsequenceNalignmentNandNsequenceNassemblybN
BioinformaticsZN2017ZNggZNkieakig 7.2 5

59 MyxopapillaryNependymomasNinNchildrennNimagingZNtreatmentNandNoutcomesbNJournalnofn
Neuro-OncologyZN2016ZNefjZNejiaekh 4.8 28

58 wopyNnumberNalterationsNunmaskedNasNenhancerNhijackersbNNaturenGeneticsZN2016ZNhmZNiaj 36.3 25

57 RecurrentNhormoneabindingNdomainNtruncatedNySReNamplificationsNinNprimaryNendometrialNcancersN
suggestNtheirNimplicationNinNhormoneNindependentNgrowthbNScientificnReportsZN2016ZNjZNfiife 4.9 11

56 TheNgenomicNlandscapeNandNevolutionNofNendometrialNcarcinomaNprogressionNandNabdominopelvicN
metastasisbNNaturenGeneticsZN2016ZNhlZNlhlaii 36.3 135

55 GenomicNlandscapeNofNintracranialNmeningiomasbNJournalnofnNeurosurgeryZN2016ZNefiZNifiagi 3.2 62

54 wuNwyRbNTheNoncogeneNmakesNitsNescapebNScienceZN2016ZNgieZNegmlam 33.3 2

53 GenomicNandNypigenomicNLandscapeNinNMeningiomabNNeurosurgerynClinicsnofnNorthnAmericaZN2016ZN
fkZNejkakm 4 24

52 MolecularNProfilingNRevealsNviologicallyNxiscreteNSubsetsNandNPathwaysNofNProgressionNinNxiffuseN
GliomabNCellZN2016ZNejhZNiidajg 56.2 1140

51 MYvaQKINrearrangementsNinNangiocentricNgliomaNdriveNtumorigenicityNthroughNaNtripartiteN
mechanismbNNaturenGeneticsZN2016ZNhlZNfkgalf 36.3 154

50 OncogenicNPIgKNmutationsNareNasNcommonNasNuKTeNandNSMONmutationsNinNmeningiomabN
Neuro-OncologyZN2016ZNelZNjhmaii 1 144

49 VariantvamnNfilteringNandNprofilingNofNnextagenerationalNsequencingNdataNusingNregionaspecificN
rulesbNBioinformaticsZN2016ZNgfZNfdfmage 7.2 14

48 MywPfNIsNaNzrequentlyNumplifiedNOncogeneNwithNaNNovelNypigeneticNMechanismNThatNMimicsNtheN
RoleNofNuctivatedNRuSNinNMalignancybNCancernDiscoveryZN2016ZNjZNhiail 24.4 35

47 MuPKNactivationNandNHRuSNmutationNidentifiedNinNpituitaryNspindleNcellNoncocytomabNOncotargetZN
2016ZNkZNgkdihagkdjg 3.3 24

46 waseNReportnNNextNgenerationNsequencingNidentifiesNaNNuvfaSTuTjNfusionNinNGlioblastomabN
DiagnosticnPathologyZN2016ZNeeZNeg 3 8

45 xisseminatedNglioneuronalNtumorsNoccurringNinNchildhoodnNtreatmentNoutcomesNandNvRuzN
alterationsNincludingNVjddyNmutationbNJournalnofnNeuro-OncologyZN2016ZNeflZNfmgagdf 4.8 36
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44 TheNgenomicNlandscapeNofNschwannomabNNaturenGeneticsZN2016ZNhlZNeggmaeghl 36.3 74

43 womprehensiveZNIntegrativeNGenomicNunalysisNofNxiffuseNLoweraGradeNGliomasbNNewnEnglandn
JournalnofnMedicineZN2015ZNgkfZNfhleaml 59.2 1828

42 uRIxeuNandNTyRTNpromoterNmutationsNinNdedifferentiatedNmeningiomabNCancernGeneticsZN2015ZNfdlZNghiaid2.3 57

41 PredictingNclinicalNresponseNtoNanticancerNdrugsNusingNanNexNvivoNplatformNthatNcapturesNtumourN
heterogeneitybNNaturenCommunicationsZN2015ZNjZNjejm 17.4 185

40 wlinicalNimplementationNofNintegratedNwholeagenomeNcopyNnumberNandNmutationNprofilingNforN
glioblastomabNNeuro-OncologyZN2015ZNekZNeghhaii 1 39

39 GenomicNwharacterizationNofNvrainNMetastasesNRevealsNvranchedNyvolutionNandNPotentialN
TherapeuticNTargetsbNCancernDiscoveryZN2015ZNiZNeejhaeekk 24.4 581

38 StructureNandNmechanismNofNactivityabasedNinhibitionNofNtheNyGzNreceptorNbyNMigjbNNaturenStructuraln
andnMolecularnBiologyZN2015ZNffZNkdgakee 17.6 56

37 yxtentNofNresectionNandNoverallNsurvivalNforNpatientsNwithNatypicalNandNmalignantNmeningiomabN
CancerZN2015ZNefeZNhgkjale 6.4 105

36 yxpressionNprofilesNofNeieNpediatricNlowagradeNgliomasNrevealNmolecularNdifferencesNassociatedNwithN
locationNandNhistologicalNsubtypebNNeuro-OncologyZN2015ZNekZNehljamj 1 33

35 PhaseNIINstudyNofNpanobinostatNinNcombinationNwithNbevacizumabNforNrecurrentNglioblastomaNandN
anaplasticNgliomabNNeuro-OncologyZN2015ZNekZNljfak 1 84

34
unNinatumorNgeneticNscreenNrevealsNthatNtheNvyTNbromodomainNproteinZNvRxhZNisNaNpotentialN
therapeuticNtargetNinNovarianNcarcinomabNProceedingsnofnthenNationalnAcademynofnSciencesnofnthen
UnitednStatesnofnAmericaZN2015ZNeefZNfgfak

11.5 112

33 PhaseNIINstudyNofNmonthlyNpasireotideNLuRNVSOMfgdwWNforNrecurrentNorNprogressiveNmeningiomabN
NeurologyZN2015ZNlhZNfldaj 6.5 62

32 GenomeNsequencingNofNSHHNmedulloblastomaNpredictsNgenotypearelatedNresponseNtoNsmoothenedN
inhibitionbNCancernCellZN2014ZNfiZNgmgahdi 24.3 469

31 PanacancerNgeneticNanalysisNidentifiesNPuRKfNasNaNmasterNregulatorNofNGecSNcyclinsbNNaturenGeneticsZN
2014ZNhjZNillamh 36.3 124

30
LongatermNoutcomeNofNhZdhdNchildrenNdiagnosedNwithNpediatricNlowagradeNgliomasnNanNanalysisNofN
theNSurveillanceNypidemiologyNandNyndNResultsNVSyyRWNdatabasebNPediatricnBloodnandnCancerZN2014ZN
jeZNeekgam

3 158

29 PediatricNlowagradeNgliomasnNhowNmodernNbiologyNreshapesNtheNclinicalNfieldbNBiochimicanEtn
BiophysicanActa:nReviewsnonnCancerZN2014ZNelhiZNfmhagdk 11.2 28

28 vyTNbromodomainNinhibitionNofNMYwaamplifiedNmedulloblastomabNClinicalnCancernResearchZN2014ZNfdZNmefafi12.9 227

27 SGKgNmediatesNINPPhvadependentNPIgKNsignalingNinNbreastNcancerbNMolecularnCellZN2014ZNijZNimiajdk 17.6 105

(2014-2016)
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26 RetrospectiveNstudyNofNcarmustineNorNlomustineNwithNbevacizumabNinNrecurrentNglioblastomaN
patientsNwhoNhaveNfailedNpriorNbevacizumabbNNeuro-OncologyZN2014ZNejZNeifgam 1 19

25 ypigeneticNtargetingNofNHedgehogNpathwayNtranscriptionalNoutputNthroughNvyTNbromodomainN
inhibitionbNNaturenMedicineZN2014ZNfdZNkgfahd 50.5 213

24 udjuvantNradiationNtherapyZNlocalNrecurrenceZNandNtheNneedNforNsalvageNtherapyNinNatypicalN
meningiomabNNeuro-OncologyZN2014ZNejZNeihkaig 1 61

23 TumorNassociatedNseizuresNinNglioblastomasNareNinfluencedNbyNsurvivalNgeneNexpressionNinNaN
regionaspecificNmannernNaNgeneNexpressionNimagingNstudybNEpilepsynResearchZN2014ZNedlZNlhgaif 3 13

22 uTagjPuNOvINOSTuTNINNwOMvINuTIONNWITHNvyVuwIZUMuvNzORNRywURRyNTNGLIOvLuSTOMuN
uNxNuNuPLuSTIwNGLIOMubNNeuro-OncologyZN2014ZNejZNvejavej 1 78

21 ungiomatousNmeningiomasNhaveNaNdistinctNgeneticNprofileNwithNmultipleNchromosomalNpolysomiesN
includingNpolysomyNofNchromosomeNibNOncotargetZN2014ZNiZNedimjajdj 3.3 46

20 SystematicNscreeningNrevealsNaNroleNforNvRwueNinNtheNresponseNtoNtranscriptionaassociatedNxNuN
damagebNGenesnandnDevelopmentZN2014ZNflZNemikaki 12.6 66

19 wlinicalNmultiplexedNexomeNsequencingNdistinguishesNadultNoligodendroglialNneoplasmsNfromN
astrocyticNandNmixedNlineageNgliomasbNOncotargetZN2014ZNiZNldlgamf 3.3 46

18 TheNsomaticNgenomicNlandscapeNofNglioblastomabNCellZN2013ZNeiiZNhjfakk 56.2 2900

17 PanacancerNpatternsNofNsomaticNcopyNnumberNalterationbNNaturenGeneticsZN2013ZNhiZNeeghahd 36.3 1198

16 SQSTMeNisNaNpathogenicNtargetNofNiqNcopyNnumberNgainsNinNkidneyNcancerbNCancernCellZN2013ZNfhZNkglaid 24.3 111

15 yxomeNandNwholeagenomeNsequencingNofNesophagealNadenocarcinomaNidentifiesNrecurrentNdriverN
eventsNandNmutationalNcomplexitybNNaturenGeneticsZN2013ZNhiZNhklalj 36.3 558

14 SomaticNrearrangementsNacrossNcancerNrevealNclassesNofNsamplesNwithNdistinctNpatternsNofNxNuN
breakageNandNrearrangementainducedNhypermutabilitybNGenomenResearchZN2013ZNfgZNfflagi 9.7 109

13 wancerNvulnerabilitiesNunveiledNbyNgenomicNlossbNCellZN2012ZNeidZNlhfaih 56.2 163

12 ubsoluteNquantificationNofNsomaticNxNuNalterationsNinNhumanNcancerbNNaturenBiotechnologyZN2012ZN
gdZNhegafe 44.5 1229

11 whemicalNgenomicsNidentifiesNsmallamoleculeNMwLeNrepressorsNandNvwLaxLNasNaNpredictorNofNMwLeN
dependencybNCancernCellZN2012ZNfeZNihkajf 24.3 145

10 GISTIwfbdNfacilitatesNsensitiveNandNconfidentNlocalizationNofNtheNtargetsNofNfocalNsomaticN
copyanumberNalterationNinNhumanNcancersbNGenomenBiologyZN2011ZNefZNRhe 18.3 1614

9 TheNlandscapeNofNsomaticNcopyanumberNalterationNacrossNhumanNcancersbNNatureZN2010ZNhjgZNlmmamdi 50.4 2590
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8 PatternsNofNgeneNexpressionNandNcopyanumberNalterationsNinNvonahippelNlindauNdiseaseaassociatedN
andNsporadicNclearNcellNcarcinomaNofNtheNkidneybNCancernResearchZN2009ZNjmZNhjkhale 10.1 327

7 HighlyNparallelNidentificationNofNessentialNgenesNinNcancerNcellsbNProceedingsnofnthenNationalnAcademyn
ofnSciencesnofnthenUnitednStatesnofnAmericaZN2008ZNediZNfdgldai 11.5 424
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