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l Paper IF Citations

127 rutouimerkLaLscreeningLtoolLforLprimerYdimerLandLhairpinLstructures[LBioTechniquesXL2004XLdhXLccgYdb 2.5 346

126 rLnovelLmultiplexLforLsimultaneousLamplificationLofLcaLYLchromosomeLSTRLmarkers[LForensiclSciencel
InternationalXL2002XLbcjXLbaYce 2.6 154

125 ®redictingLsequenceYdependentLmeltingLstabilityLofLshortLduplexLu–rLoligomers[LBiopolymersXL
1997XLeeXLcbhYdj 2.2 153

124 znferringLcontinentalLancestryLofLargentineansLfromLrutosomalXLYYchromosomalLandLmitochondrialL
u–r[LAnnalsloflHumanlGeneticsXL2010XLheXLgfYhg 2.2 122

123 SequenceLvariationLofLccLautosomalLSTRLlociLdetectedLbyLnextLgenerationLsequencing[LForensicl
SciencelInternational:lGeneticsXL2016XLcbXLbfYcb 4.3 119

122 STRLalleleLsequenceLvariationkLturrentLknowledgeLandLfutureLissues[LForensiclSciencelInternational:l
GeneticsXL2015XLbiXLbbiYda 4.3 114

121 rLmultiplexLalleleYspecificLprimerLextensionLassayLforLforensicallyLinformativeLS–®sLdistributedL
throughoutLtheLmitochondrialLgenome[LInternationallJournalloflLegallMedicineXL2004XLbbiXLbehYfh 3.1 112

120 STRsLvs[LS–®skLthoughtsLonLtheLfutureLofLforensicLu–rLtesting[LForensiclSciencezlMedicinezlandl
PathologyXL2007XLdXLcaaYf 1.5 108

119 rlleleLwrequenciesLforLbfLrutosomalLSTRL“ociLonLU[S[LtaucasianXLrfricanLrmericanXLandLyispanicL
®opulations[LJournalloflForensiclSciencesXL2003XLeiXLcaadaef 1.8 94

118
RevisionLofLtheLS–®forzuLdeYplexLforensicLancestryLtestkLrssayLenhancementsXLstandardLreferenceL
sampleLgenotypesLandLextendedLpopulationLstudies[LForensiclSciencelInternational:lGeneticsXL2013XL
hXLgdYhe

4.3 87

117 ®erformanceLofLaLnextLgenerationLsequencingLS–®LassayLonLdegradedLu–r[LForensiclSciencel
International:lGeneticsXL2015XLbjXLbYj 4.3 76

116 vvaluatingLselfYdeclaredLancestryLofLU[S[LrmericansLwithLautosomalXLYYchromosomalLandL
mitochondrialLu–r[LHumanlMutationXL2010XLdbXLvbihfYjd 4.7 74

115 rLcgplexLautosomalLSTRLassayLtoLaidLhumanLidentityLtestingV[LJournalloflForensiclSciencesXL2009XLfeXLbaaiYbf1.8 72

114 znhibitionLmechanismsLofLhemoglobinXLimmunoglobulinLxXLandLwholeLbloodLinLdigitalLandLrealYtimeL
®tR[LAnalyticallandlBioanalyticallChemistryXL2018XLebaXLcfgjYcfid 4.4 66

113 yighYthroughputLYYSTRLtypingLofLU[S[LpopulationsLwithLchLregionsLofLtheLYLchromosomeLusingLtwoL
multiplexL®tRLassays[LForensiclSciencelInternationalXL2004XLbdjXLbahYcb 2.6 63

112 ”eltingLstudiesLofLshortLu–rLhairpinskLinfluenceLofLloopLsequenceLandLadjoiningLbaseLpairLidentityL
onLhairpinLthermodynamicLstability[LBiopolymersXL1999XLfaXLecfYec 2.2 60

111 worensicLperformanceLofLtwoLinsertionYdeletionLmarkerLassays[LInternationallJournalloflLegall
MedicineXL2012XLbcgXLhcfYdh 3.1 56
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110 ”ultiplexL®tRLdesignLstrategyLusedLforLtheLsimultaneousLamplificationLofLbaLYLchromosomeLshortL
tandemLrepeatLTSTRULloci[LAnalyticallandlBioanalyticallChemistryXL2003XLdhfXLdddYed 4.4 54

109 worensicLtypingLofLautosomalLS–®sLwithLaLcjLS–®YmultiplexYYresultsLofLaLcollaborativeLvu–r®L
exercise[LForensiclSciencelInternational:lGeneticsXL2008XLcXLbhgYid 4.3 53

108 STRSeqkLrLcatalogLofLsequenceLdiversityLatLhumanLidentificationLShortLTandemLRepeatLloci[LForensicl
SciencelInternational:lGeneticsXL2017XLdbXLbbbYbbh 4.3 52

107 uemonstrationLofLrapidLmultiplexL®tRLamplificationLinvolvingLbgLgeneticLloci[LForensiclSciencel
International:lGeneticsXL2008XLdXLecYf 4.3 46

106 SequenceYbasedLU[S[LpopulationLdataLforLchLautosomalLSTRLloci[LForensiclSciencelInternational:l
GeneticsXL2018XLdhXLbagYbbf 4.3 44

105 rlleleLfrequenciesLforLchLYYSTRLlociLwithLU[S[LtaucasianXLrfricanLrmericanXLandLyispanicLsamples[L
ForensiclSciencelInternationalXL2006XLbfgXLcfaYga 2.6 43

104
uevelopmentalLvalidationLofLaLfullyLintegratedLsampleYtoYprofileLrapidLhumanLidentificationLsystemL
forLprocessingLsingleYsourceLreferenceLbuccalLsamples[LForensiclSciencelInternational:lGeneticsXL2015
XLbgXLbibYbje

4.3 41

103 xenotypingLofLtwoLmutationsLinLtheLywvLgeneLusingLsingleYbaseLextensionLandLhighYperformanceL
liquidLchromatography[LAnalyticallChemistryXL2001XLhdXLgcaYe 7.8 37

102 ®roductionLandLcertificationLofL–zSTLStandardLReferenceL”aterialLcdhcLyumanLu–rLQuantitationL
Standard[LAnalyticallandlBioanalyticallChemistryXL2009XLdjeXLbbidYjc 4.4 34

101 StudiesLofLu–rLdumbbellsLVzzkLevaluationLofLtheLnextYnearestYneighborLsequenceYdependentL
interactionsLinLduplexLu–r[LBiopolymersXL1999XLfcXLcjYfg 2.2 34

100 RapidL®tRLofLSTRLmarkerskLrpplicationsLtoLhumanLidentification[LForensiclSciencelInternational:l
GeneticsXL2015XLbiXLjaYj 4.3 33

99 tapillaryLelectrophoresisLasLaLtoolLforLoptimizationLofLmultiplexL®tRLreactions[LFreseniusslJournallofl
AnalyticallChemistryXL2001XLdgjXLcaaYf 33

98 YYS–®LTypingLofLU[S[LrfricanLrmericanLandLtaucasianLSamplesLUsingLrlleleYSpecificLyybridizationL
andL®rimerLvxtension[LJournalloflForensiclSciencesXL2004XLejXLbYba 1.8 32

97 uevelopmentalLvalidationLofLtheLu–rscanâ�¢LRapidLu–rLrnalysisâ�¢LinstrumentLandLexpertLsystemL
forLreferenceLsampleLprocessing[LForensiclSciencelInternational:lGeneticsXL2016XLcfXLbefYbfg 4.3 32

96 vffectiveLstrategiesLforLforensicLanalysisLinLtheLmitochondrialLu–rLcodingLregion[LInternationall
JournalloflLegallMedicineXL2006XLbcaXLchYdc 3.1 31

95 ThermodynamicXLspectroscopicXLandLequilibriumLbindingLstudiesLofLu–rLsequenceLcontextLeffectsL
inLfourLeaLbaseLpairLdeoxyoligonucleotides[LBiochemistryXL2000XLdjXLhidfYeg 3.2 31

94
uevelopmentalLvalidationLofLtheLr–uvâ�¢LrapidLu–rLsystemLwithLwlex®lexâ�¢LassayLforLarresteeLandL
referenceLbuccalLswabLprocessingLandLdatabaseLsearching[LForensiclSciencelInternational:lGeneticsXL
2019XLeaXLbcaYbda

4.3 31

93 TheLimpactLofLcommonL®tRLinhibitorsLonLforensicL”®SLanalysis[LForensiclSciencelInternational:l
GeneticsXL2019XLeaXLbicYbjb 4.3 29

(2019-2003)
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92 “inkageLdisequilibriumLanalysisLofLubcSdjbLandLvWrLinLU[S[LpopulationLandLpaternityLsamples[L
ForensiclSciencelInternational:lGeneticsXL2011XLfXLfdiYea 4.3 28

91 ”eltingLstudiesLofLshortLu–rLhairpinsLcontainingLtheLuniversalLbaseLfYnitroindole[LNucleiclAcidsl
ResearchXL1999XLchXLdfijYjg 20.1 26

90 ThermodynamicXLspectroscopicXLandLequilibriumLbindingLstudiesLofLu–rLsequenceLcontextLeffectsL
inLsixLccYbaseLpairLdeoxyoligonucleotides[LBiochemistryXL1999XLdiXLbbbjhYcai 3.2 26

89 uevelopmentalLvalidationLofLtheL®ower®lex´fiLbiuLSystemXLaLrapidLSTRLmultiplexLforLanalysisLofL
referenceLsamples[LForensiclSciencelInternational:lGeneticsXL2013XLhXLbcjYdf 4.3 25

88 TowardLincreasedLutilityLofLmtu–rLinLforensicLidentifications[LForensiclSciencelInternationalXL2004XL
begLSupplXLSbehYj 2.6 24

87 rlleleLfrequenciesLforLhaLautosomalLS–®LlociLwithLU[S[LtaucasianXLrfricanYrmericanXLandLyispanicL
samples[LForensiclSciencelInternationalXL2005XLbejXLchjYig 2.6 23

86 znternationalLtomparisonLofLvnumerationYsasedLQuantificationLofLu–rLtopyYtoncentrationLUsingL
wlowLtytometricLtountingLandLuigitalL®olymeraseLthainLReaction[LAnalyticallChemistryXL2016XLiiXLbcbgjYbcbhg7.8 22

85 TheLroleLofLtheLloopLinLbindingLofLanLactinomycinLuLanalogLtoLhairpinsLformedLbyLsingleYstrandedL
u–r[LArchivesloflBiochemistrylandlBiophysicsXL2000XLdieXLbjjYcad 4.1 21

84 ReportLonLzSwxLS–®L®anelLuiscussion[LForensiclSciencelInternational:lGeneticslSupplementlSeriesXL
2008XLbXLehbYehc 0.5 20

83 tautionaryL–oteLonLtontaminationLofLReagentsLUsedLforL”olecularLuetectionLofLSrRSYtoVYc[L
ClinicallChemistryXL2020XLggXLbdgjYbdhc 5.5 20

82 rlleleLfrequenciesLforLbfLautosomalLSTRLlociLonLU[S[LtaucasianXLrfricanLrmericanXLandLyispanicL
populations[LJournalloflForensiclSciencesXL2003XLeiXLjaiYbb 1.8 20

81 worensicLancestryLanalysisLwithLtwoLcapillaryLelectrophoresisLancestryLinformativeLmarkerLTrz”UL
panelskLResultsLofLaLcollaborativeLvu–r®Lexercise[LForensiclSciencelInternational:lGeneticsXL2015XLbjXLfgYgh4.3 18

80 ufScfaaLisLanLambiguouslyLcharacterizedLSTRkLzdentificationLandLdescriptionLofLforensicL
microsatellitesLinLtheLgenomicsLage[LForensiclSciencelInternational:lGeneticsXL2016XLcdXLbjYce 4.3 18

79 SequenceYbasedLUSLpopulationLdataLforLtheLSvddLlocus[LElectrophoresisXL2018XLdjXLcgjeYchab 3.6 18

78 rccurateLuigitalL®olymeraseLthainLReactionLQuantificationLofLthallengingLSamplesLrpplyingL
znhibitorYTolerantLu–rL®olymerases[LAnalyticallChemistryXL2017XLijXLbgecYbgej 7.8 17

77 tollaborativeLvu–r®LexerciseLonLtheLzris®lexLsystemLforLu–rYbasedLpredictionLofLhumanLeyeL
colour[LForensiclSciencelInternational:lGeneticsXL2014XLbbXLcebYfb 4.3 17

76 rutosomalLS–®LtypingLofLforensicLsamplesLwithLtheLxen®lexâ�¢LyzuLSystemkLresultsLofLaL
collaborativeLstudy[LForensiclSciencelInternational:lGeneticsXL2011XLfXLdgjYhf 4.3 16

75 QualityLcontrolLofL®tRLprimersLusedLinLmultiplexLSTRLamplificationLreactions[LForensiclSciencel
InternationalXL2001XLbbjXLihYjg 2.6 16
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74 tharacterizationLofL–zSTLhumanLmitochondrialLu–rLSR”YcdjcLandLSR”YcdjcYzLstandardLreferenceL
materialsLbyLnextLgenerationLsequencing[LForensiclSciencelInternational:lGeneticsXL2017XLcjXLbibYbjc 4.3 15

73 vvidenceLforLmultiYcopyL”egaY–U”TsLinLtheLhumanLgenome[LNucleiclAcidslResearchXL2021XLejXLbfbhYbfdb20.1 15

72 TheLnextLdimensionLinLSTRLsequencingkL®olymorphismsLinLflankingLregionsLandLtheirLallelicL
associations[LForensiclSciencelInternational:lGeneticslSupplementlSeriesXL2015XLfXLebcbYebcd 0.5 14

71 SequenceYbasedLanalysisLofLstutterLatLSTRLlocikLtharacterizationLandLutility[LForensiclSciencel
International:lGeneticslSupplementlSeriesXL2015XLfXLeefgYeefi 0.5 14

70 TheLimpactLofLadditionalLYYSTRLlociLonLresolvingLcommonLhaplotypesLandLcloselyLrelatedLindividuals[L
ForensiclSciencelInternational:lGeneticsXL2007XLbXLcbfYh 4.3 14

69 worensicLapplicationLofLtheLrffymetrixLhumanLmitochondrialLresequencingLarray[LForensiclSciencel
International:lGeneticsXL2007XLbXLbjgYi 4.3 14

68 talculatingLsequenceYdependentLmeltingLstabilityLofLduplexLu–rLoligomersLandLmultiplexL
sequenceLanalysisLbyLgraphs[LMethodslinlEnzymologyXL2001XLdeaXLbgfYjc 1.7 14

67 vthicalLpublicationLofLresearchLonLgeneticsLandLgenomicsLofLbiologicalLmaterialkLguidelinesLandL
recommendations[LForensiclSciencelInternational:lGeneticsXL2020XLeiXLbaccjj 4.3 13

66 RapidL®tRLprotocolsLforLforensicLu–rLtypingLonLsixLthermalLcyclingLplatforms[LElectrophoresisXL2014
XLdfXLdafdYgb 3.6 13

65 –zSTLvalidationLstudiesLonLtheLdfaaLxeneticLrnalyzer[LForensiclSciencelInternational:lGeneticsl
SupplementlSeriesXL2011XLdXLebieYebif 0.5 13

64 zdentificationLofLWestLvurasianLmitochondrialLhaplogroupsLbyLmtu–rLS–®LscreeningkLresultsLofLtheL
caagYcaahLvu–r®LcollaborativeLexercise[LForensiclSciencelInternational:lGeneticsXL2008XLcXLgbYi 4.3 13

63 rlleleLfrequencyLdistributionLofLtwelveLXYchromosomalLshortLtandemLrepeatLmarkersLinLfourLU[S[L
populationLgroups[LForensiclSciencelInternational:lGeneticslSupplementlSeriesXL2011XLdXLeeibYeeid 0.5 12

62 RapidLamplificationLofLcommercialLSTRLtypingLkits[LForensiclSciencelInternational:lGeneticsl
SupplementlSeriesXL2009XLcXLbbbYbbc 0.5 12

61 ResultsLofLtheLcabiLRapidLu–rL”aturityLrssessment[LJournalloflForensiclSciencesXL2020XLgfXLjfdYjfj 1.8 11

60
™neLinLsevenLpathogenicLvariantsLcanLbeLchallengingLtoLdetectLbyL–xSkLanLanalysisLofLefaXaaaL
patientsLwithLimplicationsLforLclinicalLsensitivityLandLgeneticLtestLimplementation[LGeneticslinl
MedicineXL2021XLcdXLbghdYbgia

8.1 10

59 S–®LgenotypingLusingLmultiplexLsingleLbaseLprimerLextensionLassays[LMethodslinlMolecularlBiologyXL
2009XLfhiXLdhjYjb 1.4 9

58 vstimatingLnumberLofLcontributorsLinLmassivelyLparallelLsequencingLdataLofLSTRLloci[LForensicl
SciencelInternational:lGeneticsXL2019XLdiXLbfYcc 4.3 9

57 ”itochondrialLu–rLtypingLscreensLwithLcontrolLregionLandLcodingLregionLS–®s[LJournalloflForensicl
SciencesXL2005XLfaXLdhhYif 1.8 9

(2005-2017)
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56 StudiesLofLu–rLdumbbellsLVzzz[L”eltingLanalysisLofLu–rLdumbbellsLwithLdinucleotideLrepeatLstemL
sequences[LBiopolymersXL2006XLicXLbjjYccb 2.2 8

55
rLstrategyLforLexaminingLcomplexLmixturesLofLdeoxyoligonucleotidesLusingLionYpairYreverseYphaseL
highYperformanceLliquidLchromatographyXLmatrixYassistedLlaserLdesorptionLionizationLtimeYofYflightL
massLspectrometryXLandLinformatics[LAnalyticallBiochemistryXL2002XLdaeXLcfhYgf

3.1 8

54 tlassificationLofLSTRLallelicLvariationLusingLmassivelyLparallelLsequencingLandLassessmentLofL
flankingLregionLpower[LForensiclSciencelInternational:lGeneticsXL2020XLeiXLbacdfg 4.3 8

53 ueterminingL®erformanceL”etricsLforLTargetedL–extYxenerationLSequencingL®anelsLUsingL
ReferenceL”aterials[LJournalloflMolecularlDiagnosticsXL2018XLcaXLfidYfja 5.1 7

52 worensicLperformanceLofLinsertionâ��deletionLmarkerLsystems[LForensiclSciencelInternational:lGeneticsl
SupplementlSeriesXL2011XLdXLeeedYeeee 0.5 7

51
torrigendumLtoLâ��“inkageLdisequilibriumLanalysisLofLubcSdjbLandLvWrLinLU[S[LpopulationLandL
paternityLsamplesâ��L[worensicLSci[Lznt[kLxenet[LTinLpressUXLdoikba[babg]j[fsigen[caba[aj[aad][LForensicl
SciencelInternational:lGeneticsXL2011XLfXLfebYfec

4.3 7

50 uevelopmentLandLusageLofLaL–zSTLstandardLreferenceLmaterialLforLrealLtimeL®tRLquantitationLofL
humanLu–r[LForensiclSciencelInternational:lGeneticslSupplementlSeriesXL2008XLbXLiaYic 0.5 7

49 UnderstandingLtheLcharacteristicsLofLsequenceYbasedLsingleYsourceLu–rLprofiles[LForensiclSciencel
International:lGeneticsXL2020XLeeXLbacbjc 4.3 7

48 ®latinumYQualityL”itogenomeLyaplotypesLfromLUnitedLStatesL®opulations[LGenesXL2020XLbbXL 4.2 7

47 YYS–®LtypingLofLU[S[LrfricanLrmericanLandLtaucasianLsamplesLusingLalleleYspecificLhybridizationLandL
primerLextension[LJournalloflForensiclSciencesXL2004XLejXLhcdYdc 1.8 7

46 u–rLpurificationLfromLcrudeLsamplesLforLhumanLidentificationLusingLgradientLelutionL
isotachophoresis[LElectrophoresisXL2013XLdeXLcfccYda 3.6 6

45 rlleleLfrequenciesLforLeaLautosomalLS–®LlociLtypedLforLUSLpopulationLsamplesLusingLelectrosprayL
ionizationLmassLspectrometry[LCroatianlMedicallJournalXL2013XLfeXLccfYdb 1.6 5

44 toncordanceLstudyLofLdirectL®tRLkitskL®ower®lexLbiuLandLzdentifilerLuirect[LForensiclSciencel
International:lGeneticslSupplementlSeriesXL2011XLdXLedfdYedfe 0.5 5

43 SequencingLofLtheLhighlyLpolymorphicLSTRLlocusLSvdd[LForensiclSciencelInternational:lGeneticsl
SupplementlSeriesXL2017XLgXLedccYedcd 0.5 4

42 tomparisonLofLbaseLcompositionLanalysisLandLSangerLsequencingLofLmitochondrialLu–rLforLfourL
U[S[LpopulationLgroups[LForensiclSciencelInternational:lGeneticsXL2014XLiXLccgYdc 4.3 4

41 RapidLu–rLmaturityLassessment[LForensiclSciencelInternational:lGeneticslSupplementlSeriesXL2015XLfXLebYec0.5 4

40 xenotypingLS–®sLusingLaLUVYphotocleavableLoligonucleotideLinL”r“uzYT™wL”S[LMethodslinl
MolecularlBiologyXL2005XLcjhXLbgjYhi 1.4 4

39 rnLinterlaboratoryLstudyLofLcomplexLvariantLdetection 4
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38 tharacterizationLandLperformanceLofLnewL”iniSTRLlociLforLtypingLdegradedLsamples[LInternationall
CongresslSeriesXL2006XLbciiXLfaeYfag 3

37 ™neLinLsevenLpathogenicLvariantsLcanLbeLchallengingLtoLdetectLbyL–xSkLrnLanalysisLofLefaXaaaL
patientsLwithLimplicationsLforLclinicalLsensitivityLandLgeneticLtestLimplementation 3

36 vxaminingLperformanceLandLlikelihoodLratiosLforLtwoLlikelihoodLratioLsystemsLusingLtheL®R™VvuztL
dataset[LPLoSlONEXL2021XLbgXLeacfghbe 3.7 3

35
seyondLtheLSTRskLrLcomprehensiveLviewLofLcurrentLforensicLu–rLmarkersLcharacterizedLinLtheL
®tRYbasedLu–rLprofilingLstandardLSR”Lcdjbu[LForensiclSciencelInternational:lGeneticslSupplementl
SeriesXL2017XLgXLeecgYeech

0.5 2

34 TheLtaoLofL”®SkLtommonLnovelLvariants[LForensiclSciencelInternational:lGeneticslSupplementlSeriesXL
2017XLgXLefhjYefib 0.5 2

33 vstablishingLtraceabilityLtoL–zSTLSR”LcdjbckL®tRYsasedLu–rL®rofilingLStandard[LForensiclSciencel
International:lGeneticslSupplementlSeriesXL2015XLfXLebbcYebbd 0.5 2

32 tharacterizationLofLU[S[LpopulationLsamplesLusingLaLdeplexLancestryLinformativeLS–®Lmultiplex[L
ForensiclSciencelInternational:lGeneticslSupplementlSeriesXL2011XLdXLebicYebid 0.5 2

31 –ewLautosomalLSTRLloci[LForensiclSciencelInternational:lGeneticslSupplementlSeriesXL2008XLbXLjfYjg 0.5 2

30 SettingLstandardsLandLdevelopingLtechnologyLtoLaidLtheLhumanLidentityLtestingLcommunity[L
InternationallCongresslSeriesXL2006XLbciiXLgciYgdf 2

29 R–rLreferenceLmaterialsLwithLdefinedLviralLR–rLloadsLofLSrRSYtoVYcYrLusefulLtoolLtowardsLaLbetterL
®tRLassayLharmonization[[LPLoSlONEXL2022XLbhXLeacgcgfg 3.7 2

28 rLmultiYdimensionalLevaluationLofLtheLS–zSTLbadcSLsampleLsetLacrossLfourLforensicLYYSTRL
multiplexes[[LForensiclSciencelInternational:lGeneticsXL2021XLfhXLbacgff 4.3 2

27 UnderstandingLtheLbehaviorLofLstutterLthroughLtheLsequencingLofLSTRLalleles[LForensiclSciencel
International:lGeneticslSupplementlSeriesXL2019XLhXLbbfYbbg 0.5 2

26 UnleashingLnovelLSTRSLviaLcharacterizationLofLgenomeLinLaLbottleLreferenceLsamples[LForensicl
SciencelInternational:lGeneticslSupplementlSeriesXL2019XLhXLcbiYcca 0.5 2

25 rreLreportedLlikelihoodLratiosLwellLcalibratedp[LForensiclSciencelInternational:lGeneticslSupplementl
SeriesXL2019XLhXLfhcYfhe 0.5 2

24 vxploringLu–rLinterpretationLsoftwareLusingLtheL®R™VvuztLdataset[LForensiclSciencelInternational:l
GeneticslSupplementlSeriesXL2019XLhXLhceYhcg 0.5 2

23 rffineLanalysisLforLquantitativeL®tRLmeasurements[LAnalyticallandlBioanalyticallChemistryXL2020XL
ebcXLhjhhYhjii 4.4 2

22 ®redictingLsequenceYdependentLmeltingLstabilityLofLshortLduplexLu–rLoligomers 2

21 ®redictingLsequenceYdependentLmeltingLstabilityLofLshortLduplexLu–rLoligomersL1997XLeeXLcbh 2

(1997-2006)
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20
znitialLassessmentLofLtheL®recisionLzuLxlobalfilerL”ixtureLzuLpanelLonLtheLzonLTorrentLSfX“Lu–rL
sequencerLandLtonvergeLvc[aLsoftware[LForensiclSciencelInternational:lGeneticslSupplementlSeriesXL
2017XLgXLejeYejf

0.5 1

19 vstimationLofLextractionLefficiencyLbyLdropletLdigitalL®tR[LForensiclSciencelInternational:lGeneticsl
SupplementlSeriesXL2019XLhXLfbfYfbh 0.5 1

18 tharacterizationLofL–zSTLstandardLreferenceLmaterialsLbyLnextLgenerationLsequencing[LForensicl
SciencelInternational:lGeneticslSupplementlSeriesXL2013XLeXLejhYeji 0.5 1

17 RecertificationLofLtheL–zSTLStandardLReferenceL”aterial´fiLcdhcXLhumanLu–rLquantitationLstandard[L
ForensiclSciencelInternational:lGeneticslSupplementlSeriesXL2013XLeXLecfgYecfh 0.5 1

16 S–®LtypingLofLforensicLsamplesLwithLtheLxen®lexâ�¢LyzuLsystemkLrLcollaborativeLstudy[LForensicl
SciencelInternational:lGeneticslSupplementlSeriesXL2009XLcXLfaiYfaj 0.5 1

15 TheLevaluationLofLanLautosomalLS–®LbcYplexLassay[LInternationallCongresslSeriesXL2006XLbciiXLgbYgd 1

14 ”ultiplexedLassaysLforLevaluationLofLYYS–®LmarkersLinLUSLpopulations[LInternationallCongresslSeriesXL
2004XLbcgbXLifYih 1

13
tapillaryLelectrophoresisLofLanLbbYplexLmtu–rLcodingLregionLS–®LsingleLbaseLextensionLassayLforL
discriminationLofLtheLmostLcommonLtaucasianLyVb]yVcLmitotype[LMethodslinlMolecularlBiologyXL
2012XLidaXLbfjYgh

1.4 1

12 ”eltingLstudiesLofLshortLu–rLhairpinskLznfluenceLofLloopLsequenceLandLadjoiningLbaseLpairLidentityL
onLhairpinLthermodynamicLstabilityL1999XLfaXLecf 1

11 SequenceLvariationLobservedLinLchLYYSTRLmarkersLwithLU[S[LpopulationLsamples[LForensiclSciencel
International:lGeneticslSupplementlSeriesXL2019XLhXLfcaYfcb 0.5 0

10
rLresponseLtoLaLcorrespondenceLletterLbyLsuckletonLetLal[LonkLRimanLetLal[LTcacbULvxaminingL
performanceLandLlikelihoodLratiosLforLtwoLlikelihoodLratioLsystemsLusingLtheL®R™VvuztLdatasetXL
®“oSL™neLbgTjUkeacfghbe[[LForensiclSciencelInternational:lGeneticsXL2022XLbachba

4.3 0

9 ®erformingLaLs“rSTLsearchLofLtheLSTRSeqLsio®roject[LForensiclSciencelInternational:lGeneticsl
SupplementlSeriesXL2017XLgXLedhcYedhe 0.5

8 znvestigatingLtheLeffectsLofLdifferentLlibraryLpreparationLprotocolsLonLSTRLsequencing[LForensicl
SciencelInternational:lGeneticslSupplementlSeriesXL2017XLgXLeebiYeeca 0.5

7 rLStrategyLforLtharacterizationLofLSingleL–ucleotideL®olymorphismsLinLaLReferenceL”aterial[L
ForensiclSciencelInternational:lGeneticslSupplementlSeriesXL2015XLfXLedgdYedge 0.5

6 SequenceYbasedLU[S[LpopulationLdataLforLhLXYSTRLloci[LForensiclSciencelInternational:lReportsXL2020XL
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