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Molecular structure of an amyloid fibril formed by FUS low-complexity domain. IScience, 2022, 25,
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SARS-CoV-2 impairs the disassembly of stress granules and promotes ALS-associated amyloid 1.0 15
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Generic amyloid fibrillation of TMEM106B in patient with Parkinson&€™s disease dementia and normal
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Wild-type I+-synuclein inherits the structure and exacerbated neuropathology of E46K mutant fibril
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Hsp70 chaperones TDP-43 in dynamic, liquid-like phase and prevents it from amyloid aggregation. Cell
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Genetic prion diseasei€ “related mutation E196K displays a novel amyloid fibril structure revealed by
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The hereditary mutation G51D unlocks a distinct fibril strain transmissible to wild-type +-synuclein.
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Parkinsona€™s disease-related phosphorylation at Tyr39 rearranges I=-synuclein amyloid fibril structure
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Cryo-EM structure of full-length T+-synuclein amyloid fibril with Parkinsona€™s disease familial A53T
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