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l Paper IF Citations

209
RisksKandKbenefitsKofKestrogenKplusKprogestinKinKhealthyKpostmenopausalKwomenkKprincipalKresultsK
wromKtheKWomenRsKyealthKznitiativeKrandomizedKcontrolledKtrialYKJAMAfufJournalfoffthefAmericanf
MedicalfAssociationWK2002WKciiWKdcbXdd

27.4 12115

208 xeneticKstudiesKofKbodyKmassKindexKyieldKnewKinsightsKforKobesityKbiologyYKNatureWK2015WKfbiWKbjhXcag 50.4 2687

207 rKreferenceKpanelKofKgeWjhgKhaplotypesKforKgenotypeKimputationYKNaturefGeneticsWK2016WKeiWKbchjXid 36.3 1447

206 uefiningKtheKroleKofKcommonKvariationKinKtheKgenomicKandKbiologicalKarchitectureKofKadultKhumanK
heightYKNaturefGeneticsWK2014WKegWKbbhdXig 36.3 1339

205 NewKgeneticKlociKlinkKadiposeKandKinsulinKbiologyKtoKbodyKfatKdistributionYKNatureWK2015WKfbiWKbihXbjg 50.4 920

204 LossXofXfunctionKmutationsKinKrPOtdWKtriglyceridesWKandKcoronaryKdiseaseYKNewfEnglandfJournalfoff
MedicineWK2014WKdhbWKccXdb 59.2 721

203 MultiancestryKgenomeXwideKassociationKstudyKofKfcaWaaaKsubjectsKidentifiesKdcKlociKassociatedKwithK
strokeKandKstrokeKsubtypesYKNaturefGeneticsWK2018WKfaWKfceXfdh 36.3 536

202 rssociationKstudiesKofKupKtoKbYcKmillionKindividualsKyieldKnewKinsightsKintoKtheKgeneticKetiologyKofK
tobaccoKandKalcoholKuseYKNaturefGeneticsWK2019WKfbWKcdhXcee 36.3 516

201 vxomeKsequencingKidentifiesKrareKLuLRKandKrPOrfKallelesKconferringKriskKforKmyocardialKinfarctionYK
NatureWK2015WKfbiWKbacXg 50.4 463

200 RareKandKlowXfrequencyKcodingKvariantsKalterKhumanKadultKheightYKNatureWK2017WKfecWKbigXbja 50.4 412

199 rssociationKbetweenKalcoholKandKcardiovascularKdiseasekKMendelianKrandomisationKanalysisKbasedK
onKindividualKparticipantKdataYKBMJtfTheWK2014WKdejWKgebge 5.9 406

198
zmprovedKrecognitionKofKnativeXlikeKproteinKstructuresKusingKaKcombinationKofKsequenceXdependentK
andKsequenceXindependentKfeaturesKofKproteinsYKProteins:fStructuretfFunctionfandfBioinformaticsWK
1999WKdeWKicXjf

4.2 337

197 vxomeXwideKassociationKstudyKofKplasmaKlipidsKinKodaaWaaaKindividualsYKNaturefGeneticsWK2017WKejWKbhfiXbhgg36.3 310

196 xeneticKanalysesKofKdiverseKpopulationsKimprovesKdiscoveryKforKcomplexKtraitsYKNatureWK2019WKfhaWKfbeXfbi50.4 291

195 SequencingKofKfdWidbKdiverseKgenomesKfromKtheKNyLszKTOPMedKProgramYKNatureWK2021WKfjaWKcjaXcjj 50.4 268

194 LogicKRegressionYKJournalfoffComputationalfandfGraphicalfStatisticsWK2003WKbcWKehfXfbb 1.4 238

193 rssociationKofKlowXfrequencyKandKrareKcodingXsequenceKvariantsKwithKbloodKlipidsKandKcoronaryK
heartKdiseaseKinKfgWaaaKwhitesKandKblacksYKAmericanfJournalfoffHumanfGeneticsWK2014WKjeWKccdXdc 11 233
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192 LargeXscaleKgenomicKanalysesKlinkKreproductiveKagingKtoKhypothalamicKsignalingWKbreastKcancerK
susceptibilityKandKsRtrbXmediatedKuNrKrepairYKNaturefGeneticsWK2015WKehWKbcjeXbdad 36.3 226

191 xenomeXwideKassociationKstudyKidentifiesKmultipleKsusceptibilityKlociKforKpancreaticKcancerYKNaturef
GeneticsWK2014WKegWKjjeXbaaa 36.3 226

190 LargeXscaleKgeneXcentricKmetaXanalysisKacrossKdcKstudiesKidentifiesKmultipleKlipidKlociYKAmericanf
JournalfoffHumanfGeneticsWK2012WKjbWKicdXdi 11 189

189 ProteinXalteringKvariantsKassociatedKwithKbodyKmassKindexKimplicateKpathwaysKthatKcontrolKenergyK
intakeKandKexpenditureKinKobesityYKNaturefGeneticsWK2018WKfaWKcgXeb 36.3 186

188 wifteenKnewKriskKlociKforKcoronaryKarteryKdiseaseKhighlightKarterialXwallXspecificKmechanismsYKNaturef
GeneticsWK2017WKejWKbbbdXbbbj 36.3 184

187 uiscoveryKofKcommonKandKrareKgeneticKriskKvariantsKforKcolorectalKcancerYKNaturefGeneticsWK2019WKfbWKhgXih36.3 177

186 zdentifyingKinteractingKSNPsKusingKMonteKtarloKlogicKregressionYKGeneticfEpidemiologyWK2005WKciWKbfhXha 2.6 174

185 WholeXexomeKsequencingKidentifiesKrareKandKlowXfrequencyKcodingKvariantsKassociatedKwithKLuLK
cholesterolYKAmericanfJournalfoffHumanfGeneticsWK2014WKjeWKcddXef 11 170

184 MetaXanalysisKidentifiesKcommonKandKrareKvariantsKinfluencingKbloodKpressureKandKoverlappingKwithK
metabolicKtraitKlociYKNaturefGeneticsWK2016WKeiWKbbgcXha 36.3 152

183
xenomeKrnalysesKofKocaaWaaaKzndividualsKzdentifyKfiKLociKforKthronicKznflammationKandKyighlightK
PathwaysKthatKLinkKznflammationKandKtomplexKuisordersYKAmericanfJournalfoffHumanfGeneticsWK
2018WKbadWKgjbXhag

11 151

182 zncreasingKtheKpowerKofKidentifyingKgeneKxKgeneKinteractionsKinKgenomeXwideKassociationKstudiesYK
GeneticfEpidemiologyWK2008WKdcWKcffXgd 2.6 146

181 MetaXanalysisKofKgeneXlevelKtestsKforKrareKvariantKassociationYKNaturefGeneticsWK2014WKegWKcaaXe 36.3 142

180 TheKNextKPrxvKinKunderstandingKcomplexKtraitskKdesignKforKtheKanalysisKofKPopulationKrrchitectureK
UsingKxeneticsKandKvpidemiologyKSPrxvTKStudyYKAmericanfJournalfoffEpidemiologyWK2011WKbheWKiejXfj 3.8 141

179 znheritedKcausesKofKclonalKhaematopoiesisKinKjhWgjbKwholeKgenomesYKNatureWK2020WKfigWKhgdXhgi 50.4 127

178 rKPopulationXsasedKStudyKofKxenesKPreviouslyKzmplicatedKinKsreastKtancerYKNewfEnglandfJournalfoff
MedicineWK2021WKdieWKeeaXefb 59.2 115

177 xenomeXwideKassociationKstudyKofKcolorectalKcancerKidentifiesKsixKnewKsusceptibilityKlociYKNaturef
CommunicationsWK2015WKgWKhbdi 17.4 106

176 xenomeXwideKmetaXanalysisKofKcebWcfiKadultsKaccountingKforKsmokingKbehaviourKidentifiesKnovelK
lociKforKobesityKtraitsYKNaturefCommunicationsWK2017WKiWKbejhh 17.4 105

175 xenomeXwideKmetaXanalysisKidentifiesKfiveKnewKsusceptibilityKlociKforKpancreaticKcancerYKNaturef
CommunicationsWK2018WKjWKffg 17.4 103

(2018-2015)
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174 xenomeXwideKphysicalKactivityKinteractionsKinKadiposityKXKrKmetaXanalysisKofKcaaWefcKadultsYKPLoSf
GeneticsWK2017WKbdWKebaagfci 6 103

173 RiskKpredictionKusingKgenomeXwideKassociationKstudiesYKGeneticfEpidemiologyWK2010WKdeWKgedXfc 2.6 98

172 SequenceKanalysisKusingKlogicKregressionYKGeneticfEpidemiologyWK2001WKcbKSupplKbWKSgcgXdb 2.6 98

171 zmprovedKbackgroundKcorrectionKforKspottedKuNrKmicroarraysYKJournalfoffComputationalfBiologyWK
2002WKjWKffXgg 1.7 97

170 TwoXstageKtestingKproceduresKwithKindependentKfilteringKforKgenomeXwideKgeneXenvironmentK
interactionYKBiometrikaWK2012WKjjWKjcjXjee 2 94

169 RareKandKlowXfrequencyKcodingKvariantsKinKtXtRcKandKotherKgenesKareKassociatedKwithK
hematologicalKtraitsYKNaturefGeneticsWK2014WKegWKgcjXde 36.3 92

168
UseKofKobaaWaaaKNyLszKTransXOmicsKforKPrecisionKMedicineKSTOPMedTKtonsortiumKwholeKgenomeK
sequencesKimprovesKimputationKqualityKandKdetectionKofKrareKvariantKassociationsKinKadmixedK
rfricanKandKyispanicZLatinoKpopulationsYKPLoSfGeneticsWK2019WKbfWKebaaifaa

6 90

167 xenomeXwideKassociationKstudyKofKbreastKcancerKinKLatinasKidentifiesKnovelKprotectiveKvariantsKonK
gqcfYKNaturefCommunicationsWK2014WKfWKfcga 17.4 89

166 rKmetaXanalysisKandKgenomeXwideKassociationKstudyKofKplateletKcountKandKmeanKplateletKvolumeKinK
africanKamericansYKPLoSfGeneticsWK2012WKiWKebaacejb 6 84

165 rKphenomicsXbasedKstrategyKidentifiesKlociKonKrPOtbWKsRrPWKandKPLtxbKassociatedKwithKmetabolicK
syndromeKphenotypeKdomainsYKPLoSfGeneticsWK2011WKhWKebaacdcc 6 78

164 tharacterizationKofKlargeKstructuralKgeneticKmosaicismKinKhumanKautosomesYKAmericanfJournalfoff
HumanfGeneticsWK2015WKjgWKeihXjh 11 77

163
zmputationKandKsubsetXbasedKassociationKanalysisKacrossKdifferentKcancerKtypesKidentifiesKmultipleK
independentKriskKlociKinKtheKTvRTXtLPTMbLKregionKonKchromosomeKfpbfYddYKHumanfMolecularf
GeneticsWK2014WKcdWKggbgXdd

5.6 77

162 zmprovingKreportingKstandardsKforKpolygenicKscoresKinKriskKpredictionKstudiesYKNatureWK2021WKfjbWKcbbXcbj50.4 70

161 uNrKmethylationXbasedKestimatorKofKtelomereKlengthYKAgingWK2019WKbbWKfijfXfjcd 5.6 69

160 ThreeKnewKpancreaticKcancerKsusceptibilityKsignalsKidentifiedKonKchromosomesKbqdcYbWKfpbfYddKandK
iqceYcbYKOncotargetWK2016WKhWKggdciXggded 3.3 66

159 rdultKheightWKcoronaryKheartKdiseaseKandKstrokekKaKmultiXlocusKMendelianKrandomizationK
metaXanalysisYKInternationalfJournalfoffEpidemiologyWK2016WKefWKbjchXbjdh 7.8 65

158 xenomicKandKtranscriptomicKassociationKstudiesKidentifyKbgKnovelKsusceptibilityKlociKforKvenousK
thromboembolismYKBloodWK2019WKbdeWKbgefXbgfh 2.2 63

157 tommonKandKrareKvonKWillebrandKfactorKSVWwTKcodingKvariantsWKVWwKlevelsWKandKfactorKVzzzKlevelsKinK
rfricanKrmericanskKtheKNyLszKvxomeKSequencingKProjectYKBloodWK2013WKbccWKfjaXh 2.2 60
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156 MultiXancestryKgenomeXwideKgeneXsmokingKinteractionKstudyKofKdihWchcKindividualsKidentifiesKnewK
lociKassociatedKwithKserumKlipidsYKNaturefGeneticsWK2019WKfbWKgdgXgei 36.3 59

155 rKLargeXScaleKMultiXancestryKxenomeXwideKStudyKrccountingKforKSmokingKsehaviorKzdentifiesK
MultipleKSignificantKLociKforKsloodKPressureYKAmericanfJournalfoffHumanfGeneticsWK2018WKbacWKdhfXeaa 11 59

154 wemaleKchromosomeKXKmosaicismKisKageXrelatedKandKpreferentiallyKaffectsKtheKinactivatedKXK
chromosomeYKNaturefCommunicationsWK2016WKhWKbbied 17.4 59

153 SingleXtraitKandKmultiXtraitKgenomeXwideKassociationKanalysesKidentifyKnovelKlociKforKbloodKpressureK
inKrfricanXancestryKpopulationsYKPLoSfGeneticsWK2017WKbdWKebaaghci 6 58

152 xenomeXwideKassociationKanalysisKofKvenousKthromboembolismKidentifiesKnewKriskKlociKandKgeneticK
overlapKwithKarterialKvascularKdiseaseYKNaturefGeneticsWK2019WKfbWKbfheXbfhj 36.3 56

151 rKmetaXanalysisKofKbcaKcegKindividualsKidentifiesKbiKnewKlociKforKfibrinogenKconcentrationYKHumanf
MolecularfGeneticsWK2016WKcfWKdfiXha 5.6 54

150 wourKSusceptibilityKLociKforKxallstoneKuiseaseKzdentifiedKinKaKMetaXanalysisKofKxenomeXWideK
rssociationKStudiesYKGastroenterologyWK2016WKbfbWKdfbXdgdYeci 13.3 54

149 SimultaneouslyKtestingKforKmarginalKgeneticKassociationKandKgeneXenvironmentKinteractionYK
AmericanfJournalfoffEpidemiologyWK2012WKbhgWKbgeXhd 3.8 53

148 SignificanceKtestingKforKsmallKmicroarrayKexperimentsYKStatisticsfinfMedicineWK2005WKceWKccibXji 2.3 51

147 uiscoveryKandKrefinementKofKgeneticKlociKassociatedKwithKcardiometabolicKriskKusingKdenseK
imputationKmapsYKNaturefGeneticsWK2016WKeiWKbdadXbdbc 36.3 51

146 TransXethnicKkidneyKfunctionKassociationKstudyKrevealsKputativeKcausalKgenesKandKeffectsKonK
kidneyXspecificKdiseaseKaetiologiesYKNaturefCommunicationsWK2019WKbaWKcj 17.4 51

145 xeneticKlociKassociatedKwithKheartKrateKvariabilityKandKtheirKeffectsKonKcardiacKdiseaseKriskYKNaturef
CommunicationsWK2017WKiWKbfiaf 17.4 50

144 TvRTKgeneKharborsKmultipleKvariantsKassociatedKwithKpancreaticKcancerKsusceptibilityYKInternationalf
JournalfoffCancerWK2015WKbdhWKcbhfXid 7.5 46

143 LeveragingKpopulationKadmixtureKtoKcharacterizeKtheKheritabilityKofKcomplexKtraitsYKNaturefGeneticsWK
2014WKegWKbdfgXgc 36.3 45

142 TransXethnicKmetaXanalysisKofKwhiteKbloodKcellKphenotypesYKHumanfMolecularfGeneticsWK2014WKcdWKgjeeXga5.6 45

141 RareKandKlowXfrequencyKvariantsKandKtheirKassociationKwithKplasmaKlevelsKofKfibrinogenWKwVzzWKwVzzzWK
andKvWwYKBloodWK2015WKbcgWKebjXcj 2.2 45

140
LeukocyteKTelomereKLengthKandKRisksKofKzncidentKtoronaryKyeartKuiseaseKandKMortalityKinKaK
RaciallyKuiverseKPopulationKofKPostmenopausalKWomenYKArteriosclerosistfThrombosistfandfVascularf
BiologyWK2015WKdfWKcccfXdb

9.4 45

139 MetaXanalysisKofKupKtoKgccWeajKindividualsKidentifiesKeaKnovelKsmokingKbehaviourKassociatedK
geneticKlociYKMolecularfPsychiatryWK2020WKcfWKcdjcXceaj 15.1 45

(2020-2019)

5



138 MetaXrnalysisKofKxenomeXWideKrssociationKStudiesKzdentifiesKxeneticKRiskKwactorsKforKStrokeKinK
rfricanKrmericansYKStrokeWK2015WKegWKcagdXi 6.7 44

137 MetaXanalysisKofKlociKassociatedKwithKageKatKnaturalKmenopauseKinKrfricanXrmericanKwomenYKHumanf
MolecularfGeneticsWK2014WKcdWKddchXec 5.6 44

136 TransXethnicKwineKMappingKyighlightsKKidneyXwunctionKxenesKLinkedKtoKSaltKSensitivityYKAmericanf
JournalfoffHumanfGeneticsWK2016WKjjWKgdgXgeg 11 44

135 vfficientKVariantKSetKMixedKModelKrssociationKTestsKforKtontinuousKandKsinaryKTraitsKinKLargeXScaleK
WholeXxenomeKSequencingKStudiesYKAmericanfJournalfoffHumanfGeneticsWK2019WKbaeWKcgaXche 11 43

134 MultiancestryKxenomeXWideKrssociationKStudyKofKLipidKLevelsKzncorporatingKxeneXrlcoholK
znteractionsYKAmericanfJournalfoffEpidemiologyWK2019WKbiiWKbaddXbafe 3.8 39

133 RareKandKtodingKRegionKxeneticKVariantsKrssociatedKWithKRiskKofKzschemicKStrokekKTheKNyLszK
vxomeKSequenceKProjectYKJAMAfNeurologyWK2015WKhcWKhibXi 17.2 37

132 xeneXcentricKmetaXanalysisKofKlipidKtraitsKinKrfricanWKvastKrsianKandKyispanicKpopulationsYKPLoSfONEWK
2012WKhWKefabji 3.7 37

131 SNPsKandKbreastKcancerKriskKpredictionKforKrfricanKrmericanKandKyispanicKwomenYKBreastfCancerf
ResearchfandfTreatmentWK2015WKbfeWKfidXj 4.4 35

130 vxomeKthipKMetaXanalysisKwineKMapsKtausalKVariantsKandKvlucidatesKtheKxeneticKrrchitectureKofK
RareKtodingKVariantsKinKSmokingKandKrlcohol´ UseYKBiologicalfPsychiatryWK2019WKifWKjegXjff 7.9 35

129 xenomeXwideKinteractionKstudyKofKsmokingKandKbladderKcancerKriskYKCarcinogenesisWK2014WKdfWKbhdhXee 4.6 33

128 NovelKgeneticKassociationsKforKbloodKpressureKidentifiedKviaKgeneXalcoholKinteractionKinKupKtoKfhaKK
individualsKacrossKmultipleKancestriesYKPLoSfONEWK2018WKbdWKeabjibgg 3.7 31

127 MultiXancestryKsleepXbyXSNPKinteractionKanalysisKinKbcgWjcgKindividualsKrevealsKlipidKlociKstratifiedKbyK
sleepKdurationYKNaturefCommunicationsWK2019WKbaWKfbcb 17.4 31

126 rssociationKofKexomeKsequencesKwithKplasmaKtXreactiveKproteinKlevelsKinKojaaaKparticipantsYK
HumanfMolecularfGeneticsWK2015WKceWKffjXhb 5.6 31

125 PrematureKMenopauseWKtlonalKyematopoiesisWKandKtoronaryKrrteryKuiseaseKinKPostmenopausalK
WomenYKCirculationWK2021WKbedWKebaXecd 16.7 31

124 andKLociKzdentifiedKthroughKLargeXScaleKvxomeKthipKrnalysisKRegulateKKidneyKuevelopmentKandK
wunctionYKJournalfoffthefAmericanfSocietyfoffNephrology:fJASNWK2017WKciWKjibXjje 12.7 30

123 PostmenopausalKestrogenKandKprogestinKeffectsKonKtheKserumKproteomeYKGenomefMedicineWK2009WK
bWKbcb 14.4 29

122 tanKbiomarkersKidentifyKwomenKatKincreasedKstrokeKriskpKTheKWomenRsKyealthKznitiativeKyormoneK
TrialsYKPLOSfClinicalfTrialsWK2007WKcWKeci 29

121 LeukocyteKtelomereKlengthWKTKcellKcompositionKandKuNrKmethylationKageYKAgingWK2017WKjWKbjidXbjjf 5.6 29
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120 xeneticKinsightsKintoKbiologicalKmechanismsKgoverningKhumanKovarianKageingYKNatureWK2021WKfjgWKdjdXdjh50.4 28

119 uiscoveryKofKrareKvariantsKassociatedKwithKbloodKpressureKregulationKthroughKmetaXanalysisKofKbYdK
millionKindividualsYKNaturefGeneticsWK2020WKfcWKbdbeXbddc 36.3 26

118 vxomeXchipKmetaXanalysisKidentifiesKnovelKlociKassociatedKwithKcardiacKconductionWKincludingK
rurMTSgYKGenomefBiologyWK2018WKbjWKih 18.3 25

117 rKTranscriptomeXWideKrssociationKStudyKzdentifiesKNovelKtandidateKSusceptibilityKxenesKforK
PancreaticKtancerYKJournalfoffthefNationalfCancerfInstituteWK2020WKbbcWKbaadXbabc 9.7 25

116 rssociationKofKLeukocyteKTelomereKLengthKWithKMortalityKrmongKrdultKParticipantsKinKdK
LongitudinalKStudiesYKJAMAfNetworkfOpenWK2020WKdWKecaaacd 10.4 24

115 TheKpowerKofKgeneticKdiversityKinKgenomeXwideKassociationKstudiesKofKlipidsYKNatureWK2021WK 50.4 24

114
TransXethnicKfineXmappingKofKgeneticKlociKforKbodyKmassKindexKinKtheKdiverseKancestralKpopulationsK
ofKtheKPopulationKrrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKStudyKrevealsKevidenceK
forKmultipleKsignalsKatKestablishedKlociYKHumanfGeneticsWK2017WKbdgWKhhbXiaa

6.3 23

113
zmpactKofKRareKandKtommonKxeneticKVariantsKonKuiabetesKuiagnosisKbyKyemoglobinKrbcKinK
MultiXrncestryKtohortskKTheKTransXOmicsKforKPrecisionKMedicineKProgramYKAmericanfJournalfoff
HumanfGeneticsWK2019WKbafWKhagXhbi

11 22

112 wineXmappingKofKlipidKregionsKinKglobalKpopulationsKdiscoversKethnicXspecificKsignalsKandKrefinesK
previouslyKidentifiedKlipidKlociYKHumanfMolecularfGeneticsWK2016WKcfWKffaaXffbc 5.6 22

111 LogicKregressionKforKanalysisKofKtheKassociationKbetweenKgeneticKvariationKinKtheKreninXangiotensinK
systemKandKmyocardialKinfarctionKorKstrokeYKAmericanfJournalfoffEpidemiologyWK2007WKbgfWKddeXed 3.8 22

110
rssociationKofKcancerKsusceptibilityKvariantsKwithKriskKofKmultipleKprimaryKcancerskKTheKpopulationK
architectureKusingKgenomicsKandKepidemiologyKstudyYKCancerfEpidemiologyfBiomarkersfandf
PreventionWK2014WKcdWKcfgiXhi

4 21

109
zdentificationKofKaKnovelKsusceptibilityKlocusKatKbdqdeKandKrefinementKofKtheKcapbcYcKregionKasKaK
multiXsignalKlocusKassociatedKwithKbladderKcancerKriskKinKindividualsKofKvuropeanKancestryYKHumanf
MolecularfGeneticsWK2016WKcfWKbcadXbe

5.6 20

108 TheKbjqbcKbladderKcancerKxWrSKsignalkKassociationKwithKcyclinKvKfunctionKandKaggressiveKdiseaseYK
CancerfResearchWK2014WKheWKfiaiXbi 10.1 19

107 TriogramKModelsYKJournalfoffthefAmericanfStatisticalfAssociationWK1998WKjdWKbabXbbj 2.8 19

106 VariantKuiscoveryKandKwineKMappingKofKxeneticKLociKrssociatedKwithKsloodKPressureKTraitsKinK
yispanicsKandKrfricanKrmericansYKPLoSfONEWK2016WKbbWKeabgebdc 3.7 19

105 uiscoveryKofKnovelKheartKrateXassociatedKlociKusingKtheKvxomeKthipYKHumanfMolecularfGeneticsWK2017
WKcgWKcdegXcdgd 5.6 17

104 LeisureXtimeKphysicalKactivityKandKleukocyteKtelomereKlengthKamongKolderKwomenYKExperimentalf
GerontologyWK2017WKjfWKbebXbeh 4.5 17

103 trossXcancerKpleiotropicKanalysisKofKendometrialKcancerkKPrxvKandKvctcKconsortiaYKCarcinogenesisWK
2014WKdfWKcagiXhd 4.6 17

(2014-2021)
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102 SemiparametricKestimationKexploitingKcovariateKindependenceKinKtwoXphaseKrandomizedKtrialsYK
BiometricsWK2009WKgfWKbhiXih 1.8 17

101 ProspectiveKassociationsKofKcoronaryKheartKdiseaseKlociKinKrfricanKrmericansKusingKtheKMetabothipkK
theKPrxvKstudyYKPLoSfONEWK2014WKjWKebbdcad 3.7 17

100 LossXofXfunctionKgenomicKvariantsKhighlightKpotentialKtherapeuticKtargetsKforKcardiovascularK
diseaseYKNaturefCommunicationsWK2020WKbbWKgebh 17.4 17

99 MultiXancestryKxWrSKofKtheKelectrocardiographicKPRKintervalKidentifiesKcacKlociKunderlyingKcardiacK
conductionYKNaturefCommunicationsWK2020WKbbWKcfec 17.4 16

98 TransethnicKinsightKintoKtheKgeneticsKofKglycaemicKtraitskKfineXmappingKresultsKfromKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKconsortiumYKDiabetologiaWK2017WKgaWKcdieXcdji 10.3 16

97 topyKnumberKalterationsKdetectedKbyKwholeXexomeKandKwholeXgenomeKsequencingKofKesophagealK
adenocarcinomaYKHumanfGenomicsWK2015WKjWKcc 6.8 16

96 ReplicationKofKassociationsKbetweenKxWrSKSNPsKandKmelanomaKriskKinKtheKPopulationKrrchitectureK
UsingKxenomicsKandKvpidemiologyKSPrxvTKStudyYKJournalfoffInvestigativefDermatologyWK2014WKbdeWKcaejXcafc4.3 16

95 vvaluatingKtestKstatisticsKtoKselectKinterestingKgenesKinKmicroarrayKexperimentsYKHumanfMolecularf
GeneticsWK2002WKbbWKcccdXdc 5.6 16

94 rgnosticKPathwayZxeneKSetKrnalysisKofKxenomeXWideKrssociationKuataKzdentifiesKrssociationsKforK
PancreaticKtancerYKJournalfoffthefNationalfCancerfInstituteWK2019WKbbbWKffhXfgh 9.7 16

93 SupplementalKrssociationKofKtlonalKyematopoiesisKWithKzncidentKyeart´ wailureYKJournalfoffthef
AmericanfCollegefoffCardiologyWK2021WKhiWKecXfc 15.1 16

92
wineKmappingKofKQTKintervalKregionsKinKglobalKpopulationsKrefinesKpreviouslyKidentifiedKQTKintervalK
lociKandKidentifiesKsignalsKuniqueKtoKrfricanKandKyispanicKdescentKpopulationsYKHeartfRhythmWK2017WK
beWKfhcXfia

6.7 15

91 LeveragingKlinkageKevidenceKtoKidentifyKlowXfrequencyKandKrareKvariantsKonKbgpbdKassociatedKwithK
bloodKpressureKusingKTOPMedKwholeKgenomeKsequencingKdataYKHumanfGeneticsWK2019WKbdiWKbjjXcba 6.3 14

90 xeneticsKofKthronicKKidneyKuiseaseKStagesKrcrossKrncestrieskKTheKPrxvKStudyYKFrontiersfinfGeneticsWK
2019WKbaWKeje 4.5 14

89
TheKgeneticKunderpinningsKofKvariationKinKagesKatKmenarcheKandKnaturalKmenopauseKamongKwomenK
fromKtheKmultiXethnicKPopulationKrrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKStudykKrK
transXethnicKmetaXanalysisYKPLoSfONEWK2018WKbdWKeacaaeig

3.7 14

88 PleiotropicKandKsexXspecificKeffectsKofKcancerKxWrSKSNPsKonKmelanomaKriskKinKtheKpopulationK
architectureKusingKgenomicsKandKepidemiologyKSPrxvTKstudyYKPLoSfONEWK2015WKbaWKeabcaejb 3.7 14

87 PleiotropyKofKcancerKsusceptibilityKvariantsKonKtheKriskKofKnonXyodgkinKlymphomakKtheKPrxvK
consortiumYKPLoSfONEWK2014WKjWKeijhjb 3.7 14

86 vxomethipXWideKrnalysisKofKjfKgcgKzndividualsKzdentifiesKbaKNovelKLociKrssociatedKWithKQTKandK TK
zntervalsYKCirculationfGenomicfandfPrecisionfMedicineWK2018WKbbWKeaabhfi 5.2 14

85 rssociationKofKrccelerometerXMeasuredKPhysicalKrctivityKWithKLeukocyteKTelomereKLengthKrmongK
OlderKWomenYKJournalsfoffGerontologyfufSeriesfAfBiologicalfSciencesfandfMedicalfSciencesWK2017WKhcWKbfdcXbfdh6.4 13
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84 xenomeXwideKassociationKstudyKofKheartKrateKandKitsKvariabilityKinKyispanicZLatinoKcohortsYKHeartf
RhythmWK2017WKbeWKbghfXbgie 6.7 11

83 rKlargeXscaleKexomeKarrayKanalysisKofKvenousKthromboembolismYKGeneticfEpidemiologyWK2019WKedWKeejXefh2.6 11

82 LeveragingKMultiXethnicKvvidenceKforKMappingKtomplexKTraitsKinKMinorityKPopulationskKrnKvmpiricalK
sayesKrpproachYKAmericanfJournalfoffHumanfGeneticsWK2015WKjgWKheaXfc 11 11

81 xeneticKarchitectureKofKlipidKtraitsKinKtheKyispanicKcommunityKhealthKstudyZstudyKofKLatinosYKLipidsfinf
HealthfandfDiseaseWK2017WKbgWKcaa 4.4 11

80 WholeXexomeKimputationKofKsequenceKvariantsKidentifiedKtwoKnovelKallelesKassociatedKwithKadultK
bodyKheightKinKrfricanKrmericansYKHumanfMolecularfGeneticsWK2014WKcdWKggahXbf 5.6 11

79 RareKvariantsKinKfoxXbKhomologKrKSRswOXbTKareKassociatedKwithKlowerKbloodKpressureYKPLoSfGenetics
WK2017WKbdWKebaagghi 6 11

78 znheritedKtausesKofKtlonalKyematopoiesisKofKzndeterminateKPotentialKinKTOPMedKWholeKxenomes 11

77 tommonKandKRareKtodingKxeneticKVariationKUnderlyingKtheKvlectrocardiographicKPRKzntervalYK
CirculationfGenomicfandfPrecisionfMedicineWK2018WKbbWKeaacadh 5.2 11

76
ReplicationKofKxenomeXWideKrssociationKStudyKwindingsKofKLongevityKinKWhiteWKrfricanKrmericanWK
andKyispanicKWomenkKTheKWomenRsKyealthKznitiativeYKJournalsfoffGerontologyfufSeriesfAfBiologicalf
SciencesfandfMedicalfSciencesWK2017WKhcWKbeabXbeag

6.4 10

75 sivariateKuensityKvstimationKwithKanKrpplicationKtoKSurvivalKrnalysisYKJournalfoffComputationalfandf
GraphicalfStatisticsWK1998WKhWKdccXdeb 1.4 9

74 LinearKregressionKforKbivariateKcensoredKdataKviaKmultipleKimputationYKStatisticsfinfMedicineWK1999WK
biWKdbbbXcb 2.3 9

73 rssociationsKbetweenKxeneticallyKPredictedKsloodKProteinKsiomarkersKandKPancreaticKtancerKRiskYK
CancerfEpidemiologyfBiomarkersfandfPreventionWK2020WKcjWKbfabXbfai 4 9

72 yealthyKLifestyleKandKtlonalKyematopoiesisKofKzndeterminateKPotentialkKResultsKwromKtheKWomenRsK
yealthKznitiativeYKJournalfoffthefAmericanfHeartfAssociationWK2021WKbaWKeabihij 6 9

71 tlonalKhematopoiesisKassociatedKwithKepigeneticKagingKandKclinicalKoutcomesYKAgingfCellWK2021WKcaWKebddgg9.9 9

70 zmprovedKrecognitionKofKnativeXlikeKproteinKstructuresKusingKaKcombinationKofKsequenceXdependentK
andKsequenceXindependentKfeaturesKofKproteinsK1999WKdeWKic 9

69 RoleKofKRareKandKLowXwrequencyKVariantsKinKxeneXrlcoholKznteractionsKonKPlasmaKLipidKLevelsYK
CirculationfGenomicfandfPrecisionfMedicineWK2020WKbdWKeaachhc 5.2 8

68
uiscoveryWKfineXmappingWKandKconditionalKanalysesKofKgeneticKvariantsKassociatedKwithKtXreactiveK
proteinKinKmultiethnicKpopulationsKusingKtheKMetabochipKinKtheKPopulationKrrchitectureKusingK
xenomicsKandKvpidemiologyKSPrxvTKstudyYKHumanfMolecularfGeneticsWK2018WKchWKcjeaXcjfd

5.6 8

67 xWrSKofKtheKelectrocardiographicKQTKintervalKinKyispanicsZLatinosKgeneralizesKpreviouslyKidentifiedK
lociKandKidentifiesKpopulationXspecificKsignalsYKScientificfReportsWK2017WKhWKbhahf 4.9 8

(2017-2017)
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66 rKphenomeXwideKassociationKstudyKSPheWrSTKinKtheKPopulationKrrchitectureKusingKxenomicsKandK
vpidemiologyKSPrxvTKstudyKrevealsKpotentialKpleiotropyKinKrfricanKrmericansYKPLoSfONEWK2019WKbeWKeaccghhb3.7 8

65 TestingKtheKroleKofKpredictedKgeneKknockoutsKinKhumanKanthropometricKtraitKvariationYKHumanf
MolecularfGeneticsWK2016WKcfWKcaicXcajc 5.6 7

64 tlonalKyematopoiesisKzsKrssociatedKWithKyigherKRiskKofKStrokeYKStrokeWK2021WKSTROKvryrbcbadhdii 6.7 7

63 xenomeXWideKrssociationKStudyKMetaXrnalysisKofKStrokeKinKccKaaaKzndividualsKofKrfricanKuescentK
zdentifiesKNovelKrssociationsKWithKStrokeYKStrokeWK2020WKfbWKcefeXcegd 6.7 7

62 uiscoveryKandKfineXmappingKofKheightKlociKviaKhighXdensityKimputationKofKxWrSsKinKindividualsKofK
rfricanKancestryYKAmericanfJournalfoffHumanfGeneticsWK2021WKbaiWKfgeXfic 11 7

61 xeneticKdiscoveryKandKriskKcharacterizationKinKtypeKcKdiabetesKacrossKdiverseKpopulationsYKHumanf
GeneticsfandfGenomicsfAdvancesWK2021WKcWKbaaacjXbaaacj 0.8 7

60 xeneticKarchitecturesKofKproximalKandKdistalKcolorectalKcancerKareKpartlyKdistinctYKGutWK2021WKhaWKbdcfXbdde19.2 7

59 xenomeXwideKassociationKstudyKofKPRKintervalKinKyispanicsZLatinosKidentifiesKnovelKlocusKatYKHeartWK
2018WKbaeWKjaeXjbb 5.1 7

58 MultiXancestryKgeneticKstudyKofKtypeKcKdiabetesKhighlightsKtheKpowerKofKdiverseKpopulationsKforK
discoveryKandKtranslationYYKNaturefGeneticsWK2022WK 36.3 7

57 QuantificationKofKMultipleKTumorKtlonesKUsingKxeneKrrrayKandKSequencingKuataYKAnnalsfoffAppliedf
StatisticsWK2017WKbbWKjghXjjb 2.1 6

56 TriogramKModels 6

55 rugmentedKcaseXonlyKdesignsKforKrandomizedKclinicalKtrialsKwithKfailureKtimeKendpointsYKBiometricsWK
2016WKhcWKdaXi 1.8 6

54 rnalysesKofKbiomarkerKtraitsKinKdiverseKUKKbiobankKparticipantsKidentifyKassociationsKmissedKbyK
vuropeanXcentricKanalysisKstrategiesYKJournalfoffHumanfGeneticsWK2021WK 4.3 6

53 rssessingKtheKcontributionKofKrareKvariantsKtoKcomplexKtraitKheritabilityKfromKwholeXgenomeK
sequenceKdataYYKNaturefGeneticsWK2022WK 36.3 6

52 MinorityXcentricKmetaXanalysesKofKbloodKlipidKlevelsKidentifyKnovelKlociKinKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKstudyYKPLoSfGeneticsWK2020WKbgWKebaaigie 6 5

51 thromosomeKXqcdKisKassociatedKwithKlowerKatherogenicKlipidKconcentrationsKandKfavorableK
cardiometabolicKindicesYKNaturefCommunicationsWK2021WKbcWKcbic 17.4 5

50 WholeXgenomeKsequencingKassociationKanalysisKofKquantitativeKredKbloodKcellKphenotypeskKTheK
NyLszKTOPMedKprogramYKAmericanfJournalfoffHumanfGeneticsWK2021WKbaiWKiheXijd 11 5

49 vffectsKofKtolorectalKtancerKRiskKwactorsKonKtheKrssociationKsetweenKrspirinKandKtolorectalK
tancerYKAnticancerfResearchWK2019WKdjWKeihhXeiie 2.3 4
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48 SmokingXbyXgenotypeKinteractionKinKtypeKcKdiabetesKriskKandKfastingKglucoseYKPLoSfONEWK2020WKbfWKeacdaibf3.7 4

47
xenomeXWideKxeneXuiabetesKandKxeneXObesityKznteractionKScanKinKiWcffKtasesKandKbbWjaaK
tontrolsKfromKPanScanKandKPanteKtonsortiaYKCancerfEpidemiologyfBiomarkersfandfPreventionWK2020WK
cjWKbhieXbhjb

4 4

46 xeneralizationKandKfineKmappingKofKredKbloodKcellKtraitKgeneticKassociationsKtoKmultiXethnicK
populationskKTheKPrxvKStudyYKAmericanfJournalfoffHematologyWK2018WKjdWKbagb 7.1 4

45 tomparisonKofKParametricKandKsootstrapKrpproachesKtoKObtainingKtonfidenceKzntervalsKforK
LogsplineKuensityKvstimationYKJournalfoffComputationalfandfGraphicalfStatisticsWK2004WKbdWKbagXbcc 1.4 4

44 xeneticKueterminantsKofKvlectrocardiographicKPXWaveKuurationKandKRelationKtoKrtrialKwibrillationYK
CirculationfGenomicfandfPrecisionfMedicineWK2020WKbdWKdihXdjf 5.2 4

43
MultiXvthnicKxenomeXWideKrssociationKStudyKofKuecomposedKtardioelectricKPhenotypesKzllustratesK
StrategiesKtoKzdentifyKandKtharacterizeKvvidenceKofKSharedKxeneticKvffectsKforKtomplexKTraitsYK
CirculationfGenomicfandfPrecisionfMedicineWK2020WKbdWKeaacgia

5.2 3

42 xWrSKofKQRSKdurationKidentifiesKnewKlociKspecificKtoKyispanicZLatinoKpopulationsYKPLoSfONEWK2019WK
beWKeacbhhjg 3.7 3

41 MultiXancestryKgenomeXwideKgeneXsleepKinteractionsKidentifyKnovelKlociKforKbloodKpressureYK
MolecularfPsychiatryWK2021WK 15.1 3

40 NonXcodingKvariantsKinKMYybbWKwZudWKandKSORtSdKareKassociatedKwithKdementiaKinKwomenYK
AlzheimernsfandfDementiaWK2021WKbhWKcbfXccf 1.2 3

39 WholeKgenomeKsequenceKanalysesKofKexwRKinKcdWhdcKpeopleKrepresentingKmultipleKancestriesKinKtheK
NyLszKtransXomicsKforKprecisionKmedicineKSTOPMedTKconsortiumYKEBioMedicineWK2021WKgdWKbadbfh 8.8 3

38 MendelianKrandomizationKsupportsKbidirectionalKcausalityKbetweenKtelomereKlengthKandKclonalK
hematopoiesisKofKindeterminateKpotentialYYKSciencefAdvancesWK2022WKiWKeablgfhj 14.3 3

37 zdentifyingKdiseaseXassociatedKcopyKnumberKvariationsKbyKaKdoublyKpenalizedKregressionKmodelYK
BiometricsWK2018WKheWKbdebXbdfa 1.8 2

36 StructuredKdetectionKofKinteractionsKwithKtheKdirectedKlassoYKStatisticsfinfBiosciencesWK2017WKjWKghgXgjb 1.5 2

35 WholeXxenomeKSequencingKrssociationKrnalysesKofKStrokeKandKztsKSubtypesKinKrncestrallyKuiverseK
PopulationsKwromKTransXOmicsKforKPrecisionKMedicineKProjectYKStrokeWK2021WKSTROKvryrbcaadbhjc 6.7 2

34 vfficientKvariantKsetKmixedKmodelKassociationKtestsKforKcontinuousKandKbinaryKtraitsKinKlargeXscaleK
wholeKgenomeKsequencingKstudies 2

33 MendelianKRandomizationKrnalysisKofKnXgKPolyunsaturatedKwattyKrcidKLevelsKandKPancreaticKtancerK
RiskYKCancerfEpidemiologyfBiomarkersfandfPreventionWK2020WKcjWKchdfXchdj 4 2

32 yepcidinXregulatingKironKmetabolismKgenesKandKpancreaticKductalKadenocarcinomakKaKpathwayK
analysisKofKgenomeXwideKassociationKstudiesYKAmericanfJournalfoffClinicalfNutritionWK2021WKbbeWKbeaiXbebh7 2

31 SmokingKModifiesKPancreaticKtancerKRiskKLociKonKcqcbYdYKCancerfResearchWK2021WKibWKdbdeXdbed 10.1 2

(2021-2020)
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30 xenomeXWideKrssociationKStudyKuataKRevealKxeneticKSusceptibilityKtoKthronicKznflammatoryK
zntestinalKuiseasesKandKPancreaticKuuctalKrdenocarcinomaKRiskYKCancerfResearchWK2020WKiaWKeaaeXeabd 10.1 1

29 xroupKassociationKtestKusingKaKhiddenKMarkovKmodelYKBiostatisticsWK2016WKbhWKccbXde 3.7 1

28 StochasticKOptimizationKMethodsKforKwittingKPolyclassKandKweedXworwardKNeuralKNetworkKModelsYK
JournalfoffComputationalfandfGraphicalfStatisticsWK1999WKiWKbgjXbij 1.4 1

27 xeneticKdeterminantsKofKtelomereKlengthKfromKbajWbccKancestrallyKdiverseKwholeXgenomeK
sequencesKinKTOPMedYYKCellfGenomicsWK2022WKcWKbaaaieXbaaaie 1

26 TakingKactionKtoKadvanceKtheKstudyKofKraceKandKethnicitykKtheKWomenRsKyealthKznitiativeKSWyzTYYK
WomennsfMidlifefHealthWK2022WKiWKb 2.3 1

25 MultiXethnicKxWrSKandKfineXmappingKofKglycaemicKtraitsKidentifyKnovelKlociKinKtheKPrxvKStudyYYK
DiabetologiaWK2021WKgfWKehh 10.3 1

24 zntegrationKofKrareKlargeXeffectKexpressionKvariantsKimprovesKpolygenicKriskKprediction 1

23 rKgeneralKframeworkKforKfunctionallyKinformedKsetXbasedKanalysiskKrpplicationKtoKaKlargeXscaleK
colorectalKcancerKstudyYKPLoSfGeneticsWK2020WKbgWKebaaijeh 6 1

22 PrediagnosticKznflammationKandKPancreaticKtancerKSurvivalYKJournalfoffthefNationalfCancerfInstituteWK
2021WKbbdWKbbigXbbjd 9.7 1

21 sinomiRarekKrKrobustKtestKforKassociationKofKaKrareKgeneticKvariantKwithKaKbinaryKoutcomeKforKmixedK
modelsKandKanyKcaseXcontrolKproportionYKHumanfGeneticsfandfGenomicsfAdvancesWK2021WKcWK 0.8 1

20
zdentificationKofKnovelKandKrareKvariantsKassociatedKwithKhandgripKstrengthKusingKwholeKgenomeK
sequenceKdataKfromKtheKNyLszKTransXOmicsKinKPrecisionKMedicineKSTOPMedTKProgramYKPLoSfONEWK
2021WKbgWKeacfdgbb

3.7 1

19 WholeXgenomeKsequencingKinKdiverseKsubjectsKidentifiesKgeneticKcorrelatesKofKleukocyteKtraitskKTheK
NyLszKTOPMedKprogramYKAmericanfJournalfoffHumanfGeneticsWK2021WKbaiWKbidgXbifb 11 1

18 PredictedKgeneKexpressionKinKancestrallyKdiverseKpopulationsKleadsKtoKdiscoveryKofKsusceptibilityK
lociKforKlifestyleKandKcardiometabolicKtraitsYYKAmericanfJournalfoffHumanfGeneticsWK2022WK 11 1

17 StatisticalKinferenceKofKgeneticKpathwayKanalysisKinKhighKdimensionsYKBiometrikaWK2019WKbagWKgfb 2 0

16 MultiXethnicKgenomeXwideKassociationKanalysesKofKwhiteKbloodKcellKandKplateletKtraitsKinKtheK
PopulationKrrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKstudyYKBMCfGenomicsWK2021WKccWKedc 4.5 0

15
RareKtodingKVariantsKrssociatedKWithKvlectrocardiographicKzntervalsKzdentifyKMonogenicK
rrrhythmiaKSusceptibilityKxeneskKrKMultiXrncestryKrnalysisYKCirculationfGenomicfandfPrecisionf
MedicineWK2021WKbeWKeaaddaa

5.2 0

14 PrefaceKtoKtheKzssueKofKStatisticsKinKsiosciencesKinKyonorKofKRossKPrenticeYKStatisticsfinfBiosciencesWK
2013WKfWKccbXccd 1.5

13 MicroarrayKrnalysesKinKaKtaseXtontrolKtohortKofKTXrLLKSamplesKzdentifiesKxeneKSignatureKofK
PotentialKPrognosticKSignificanceYYKBloodWK2005WKbagWKbeeiXbeei 2.2
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12 RareKcodingKvariantsKinKRtNdKareKassociatedKwithKbloodKpressureYYKBMCfGenomicsWK2022WKcdWKbei 4.5

11 MinorityXcentricKmetaXanalysesKofKbloodKlipidKlevelsKidentifyKnovelKlociKinKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKstudyK2020WKbgWKebaaigie

10 MinorityXcentricKmetaXanalysesKofKbloodKlipidKlevelsKidentifyKnovelKlociKinKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKstudyK2020WKbgWKebaaigie

9 MinorityXcentricKmetaXanalysesKofKbloodKlipidKlevelsKidentifyKnovelKlociKinKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKstudyK2020WKbgWKebaaigie

8 MinorityXcentricKmetaXanalysesKofKbloodKlipidKlevelsKidentifyKnovelKlociKinKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKstudyK2020WKbgWKebaaigie

7 MinorityXcentricKmetaXanalysesKofKbloodKlipidKlevelsKidentifyKnovelKlociKinKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKstudyK2020WKbgWKebaaigie

6 MinorityXcentricKmetaXanalysesKofKbloodKlipidKlevelsKidentifyKnovelKlociKinKtheKPopulationK
rrchitectureKusingKxenomicsKandKvpidemiologyKSPrxvTKstudyK2020WKbgWKebaaigie

5 SmokingXbyXgenotypeKinteractionKinKtypeKcKdiabetesKriskKandKfastingKglucoseK2020WKbfWKeacdaibf

4 SmokingXbyXgenotypeKinteractionKinKtypeKcKdiabetesKriskKandKfastingKglucoseK2020WKbfWKeacdaibf

3 SmokingXbyXgenotypeKinteractionKinKtypeKcKdiabetesKriskKandKfastingKglucoseK2020WKbfWKeacdaibf

2 SmokingXbyXgenotypeKinteractionKinKtypeKcKdiabetesKriskKandKfastingKglucoseK2020WKbfWKeacdaibf

1 TheKValueKofKRareKxeneticKVariationKinKtheKPredictionKofKtommonKObesityKinKvuropeanKrncestryK
PopulationsYYKFrontiersfinfEndocrinologyWK2022WKbdWKigdijd 5.7
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