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47 LimitedLevolutionaryLconservationLofLimprintingLinLtheLhumanLplacentabLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaZL2006ZLedgZLkkfgam 11.5 208

46 ImprintingLofLIGFfLPdLtranscriptLandLnovelLalternativelyLsplicedLINSaIGFfLisoformsLshowLdifferencesL
betweenLmouseLandLhumanbLHumanhMolecularhGeneticsZL2006ZLeiZLefinakn 5.6 123

45 xonservedLmethylationLimprintsLinLtheLhumanLandLmouseLGRwedLgenesLwithLdivergentLallelicL
expressionLsuggestsLdifferentialLreadingLofLtheLsameLmarkbLHumanhMolecularhGeneticsZL2003ZLefZLeddiaen5.6 121

44 yeepLsequencingLandLdeLnovoLassemblyLofLtheLmouseLoocyteLtranscriptomeLdefineLtheL
contributionLofLtranscriptionLtoLtheLyNvLmethylationLlandscapebLGenomehBiologyZL2015ZLekZLfdn 18.3 117

43 HistoneLmethylationLisLmechanisticallyLlinkedLtoLyNvLmethylationLatLimprintingLcontrolLregionsLinL
mammalsbLHumanhMolecularhGeneticsZL2009ZLemZLggliamg 5.6 105

42 zpigeneticLpropertiesLandLidentificationLofLanLimprintLmarkLinLtheLNespaGnasxlLdomainLofLtheL
mouseLGnasLimprintedLlocusbLMolecularhandhCellularhBiologyZL2003ZLfgZLihliamm 4.8 102

41 ImprovedLthermostabilityLofLtheLNorthLvmericanLfireflyLluciferaseoLsaturationLmutagenesisLatL
positionLgihbLBiochemicalhJournalZL1996ZLgenLULPtLfVZLghgaid 3.8 98

40 RingewLandLSuvgnheLdelineateLdistinctLchromatinLstatesLatLbivalentLgenesLduringLearlyLmouseL
lineageLcommitmentbLDevelopmenthsCambridgetZL2010ZLeglZLfhmganf 6.6 90

39 zpigeneticLderegulationLofLgenomicLimprintingLinLhumanLdisordersLandLfollowingLassistedL
reproductionbLBirthhDefectshResearchhParthC:hEmbryohTodayhReviewsZL2005ZLliZLmeanl 79

38 SINzLretroposonsLcanLbeLusedLinLvivoLasLnucleationLcentersLforLdeLnovoLmethylationbLMolecularhandh
CellularhBiologyZL2000ZLfdZLghghahe 4.8 79

37 GenomicLimprintingLinLgermLcellsoLimprintsLareLunderLcontrolbLReproductionZL2010ZLehdZLheeafg 3.8 71

36 ReciprocalLimprintingLofLhumanLGRwedLinLplacentalLtrophoblastLandLbrainoLevolutionaryL
conservationLofLreversedLallelicLexpressionbLHumanhMolecularhGeneticsZL2009ZLemZLgdkkalh 5.6 70

35 IdentificationLofLtheLimprintedLKLFehLtranscriptionLfactorLundergoingLhumanaspecificLacceleratedL
evolutionbLPLoShGeneticsZL2007ZLgZLeki 6 70

34
xomparativeLanalysisLofLhumanLchromosomeLlqfeLandLmouseLproximalLchromosomeLkLrevealsLaL
placentalaspecificLimprintedLgeneZLTFPIfcTfpifZLwhichLrequiresLzHMTfLandLzzyLforLallelicasilencingbL
GenomehResearchZL2008ZLemZLefldame

9.7 69

33 vLmonoaallelicLbivalentLchromatinLdomainLcontrolsLtissueaspecificLimprintingLatLGrbedbLEMBOh
JournalZL2008ZLflZLfifgagf 13 63

32 TranscriptionLandLhistoneLmethylationLchangesLcorrelateLwithLimprintLacquisitionLinLmaleLgermL
cellsbLEMBOhJournalZL2012ZLgeZLkdkaei 13 62
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30 IxRLnoncodingLRNvLexpressionLcontrolsLimprintingLandLyNvLreplicationLatLtheLylkeayiogLdomainbL
DevelopmentalhCellZL2014ZLgeZLenagg 10.2 53

29 TheLmouseLZaceLlocusoLbasisLforLimprintingLandLcomparisonLwithLhumanLZvxbLGeneZL2002ZLfnfZLedeaef 3.8 46

28 GenomeawideLidentificationLofLnewLimprintedLgenesbLBriefingshinhFunctionalhGenomicsZL2010ZLnZLgdhaeh 4.9 40

27
SynergicLreprogrammingLofLmammalianLcellsLbyLcombinedLexposureLtoLmitoticLXenopusLeggL
extractsLandLtranscriptionLfactorsbLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaZL2011ZLedmZLelggeak

11.5 36

26 LiverLxLreceptorsLprotectLfromLdevelopmentLofLprostaticLintraaepithelialLneoplasiaLinLmicebLPLoSh
GeneticsZL2013ZLnZLeeddghmg 6 33

25 ImprintingLcontrolLregionsLUIxRsVLareLmarkedLbyLmonoaallelicLbivalentLchromatinLwhenL
transcriptionallyLinactivebLNucleichAcidshResearchZL2016ZLhhZLkfeagi 20.1 29

24 vnalysisLofLtheLSINzLSeLPolLIIILpromoterLfromLwrassicapLimpactLofLmethylationLandLinfluenceLofL
externalLsequencesbLPlanthJournalZL2001ZLfkZLfniagdi 6.9 27

23
SeLSINzLretroposonsLareLmethylatedLatLsymmetricalLandLnonasymmetricalLpositionsLinLwrassicaL
napusoLidentificationLofLaLpreferredLtargetLsiteLforLasymmetricalLmethylationbLPlanthMolecularh
BiologyZL1999ZLgnZLfhgaii

4.6 27

22 vLtranscriptionalLanalysisLofLtheLSewnLUwrassicaLnapusVLfamilyLofLSINzLretroposonsbLPlanthMolecularh
BiologyZL1996ZLgfZLmknalm 4.6 25

21 vnLannotatedLlistLofLbivalentLchromatinLregionsLinLhumanLzSLcellsoLaLnewLtoolLforLcancerLepigeneticL
researchbLOncotargetZL2017ZLmZLheedahefh 3.3 24

20 xhromatinLImmunoprecipitationLUxhIPVLonLUnfixedLxhromatinLfromLxellsLandLTissuesLtoLvnalyzeL
HistoneLModificationsbLColdhSpringhHarborhProtocolsZL2007ZLfddlZLpdbbprothlkl 1.2 22

19 xharacterizationLofLnovelLpaternalLncRNvsLatLtheLPlagleLlocusZLincludingLHymaiZLpredictedLtoL
interactLwithLregulatorsLofLactiveLchromatinbLPLoShONEZL2012ZLlZLegmndl 3.7 21

18 HumanLimprintedLretrogenesLexhibitLnonacanonicalLimprintLchromatinLsignaturesLandLresideLinL
nonaimprintedLhostLgenesbLNucleichAcidshResearchZL2011ZLgnZLhillamk 20.1 18

17 TranscriptionalLalterationsLinLgliomaLresultLprimarilyLfromLyNvLmethylationaindependentL
mechanismsbLGenomehResearchZL2019ZLfnZLekdiaekfe 9.7 17

16
yNvLmethylationLprofilingLrevealsLaLpathologicalLsignatureLthatLcontributesLtoLtranscriptionalL
defectsLofLxyghLxyeiLcellsLinLearlyLchronicaphaseLchronicLmyeloidLleukemiabLMolecularhOncologyZL
2018ZLefZLmehamfn

7.9 17

15 TheLlongLnonacodingLRNvLisLtranscriptionallyLactivatedLbyLHOXvnLandLisLanLindependentLprognosticL
markerLinLpatientsLwithLmalignantLgliomabLOncotargetZL2018ZLnZLeilhdaeilik 3.3 17

14 IdentificationLandLpropertiesLofLimprintedLgenesLandLtheirLcontrolLelementsbLCytogenetichandh
GenomehResearchZL2004ZLediZLggiahi 1.9 15

13 yetectionLofLtheLalternativeLlengtheningLofLtelomeresLpathwayLinLmalignantLgliomasLforLimprovedL
molecularLdiagnosisbLJournalhofhNeuroxOncologyZL2017ZLegiZLgmeagnd 4.8 14
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12 MzyzvLtakesLcontrolLofLitsLownLimprintingbLCellZL2006ZLefhZLhkmald 56.2 13

11 ImprintedLmethylationLprofilesLforLproximalLmouseLchromosomesLeeLandLlLasLrevealedLbyL
methylationasensitiveLrepresentationalLdifferenceLanalysisbLMammalianhGenomeZL2003ZLehZLmdiaek 3.2 13

10 InLVitroLxorticogenesisLfromLzmbryonicLStemLxellsLRecapitulatesLtheLInLVivoLzpigeneticLxontrolLofL
ImprintedLGeneLzxpressionbLCerebralhCortexZL2017ZLflZLfhemafhgg 5.1 11

9 HOXLgeneLclusterLUdeVregulationLinLbrainoLfromLneurodevelopmentLtoLmalignantLglialLtumoursbL
CellularhandhMolecularhLifehSciencesZL2020ZLllZLglnlagmfe 10.3 10

8 TheLtumoralLvLgenotypeLofLtheLMGMTLrsghemdemdLsingleanucleotideLpolymorphismLinLaggressiveL
gliomasLisLassociatedLwithLshorterLpatientsTLsurvivalbLCarcinogenesisZL2016ZLglZLeknaelk 4.6 10

7 PlantLSeLSINzsLasLaLmodelLtoLstudyLretropositionbLGeneticaZL1997ZLeddZLeiiaekd 1.5 7

6 xLIFinderoLidentificationLofLLINzaeLchimericLtranscriptsLinLRNvaseqLdatabLBioinformaticsZL2018ZLghZLkmmaknd7.2 6

5 zarlyLmouseLembryoLdevelopmentoLcouldLepigeneticsLinfluenceLcellLfateLdeterminationtbLBioEssaysZL
2007ZLfnZLifdah 4.1 3

4 PxRawasedLvnalysisLofLImmunoprecipitatedLxhromatinbLColdhSpringhHarborhProtocolsZL2007ZLfddlZLpdbbprothlkm1.2 3

3 TzTgLcontrolsLtheLexpressionLofLtheLHgKflmegLdemethylaseLKdmkbLduringLneuralLcommitmentbL
CellularhandhMolecularhLifehSciencesZL2021ZLlmZLlilalkm 10.3 3

2
WidespreadLoverexpressionLfromLtheLfourLyNvLhypermethylatedLHOXLclustersLinLaggressiveL
UIyHwtVLgliomaLisLassociatedLwithLHgKflmegLdepletionLandLalternativeLpromoterLusagebLMolecularh
OncologyZL2021ZLeiZLenniafded

7.9 1

1 zpigeneticLReprogrammingLinLtheLMammalianLGermlineL2013ZLgagh
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