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n Paper IF Citations

127 GenomecwideOassociationsOforObirthOweightOandOcorrelationsOwithOadultOdiseasedONaturebO2016bOkinbOhjnchkh50.4 266

126 GenomecwideOassociationOanalysisOidentifiesOthreeOnewOsusceptibilityOlociOforOchildhoodObodyOmassO
indexdOHumaneMoleculareGeneticsbO2016bOhkbOinocjfi 5.6 202

125 MaternalOandOfetalOgeneticOeffectsOonObirthOweightOandOtheirOrelevanceOtoOcardiocmetabolicOriskO
factorsdONatureeGeneticsbO2019bOkgbOnfjcngj 36.3 181

124 LinearOandOthresholdOmodelOgeneticOparametersOforOdiseasebOfertilityOandOmilkOproductionOinOdairyO
cattledOAnimaleSciencebO2000bOmgbOjggcjgo 144

123 GeneticOparametersOandOevaluationsOfromOsinglecOandOmultiplectraitOanalysisOofOdairyOcowOfertilityO
andOmilkOproductiondOLivestockeSciencebO2003bOngbOgnicgok 97

122 MulticomicOdataOintegrationOandOanalysisOusingOsystemsOgenomicsOapproachespOmethodsOandO
applicationsOinOanimalOproductionbOhealthOandOwelfaredOGeneticseSelectioneEvolutionbO2016bOjnbOin 4.9 96

121 LiverOtranscriptomicOnetworksOrevealOmainObiologicalOprocessesOassociatedOwithOfeedOefficiencyOinO
beefOcattledOBMCeGenomicsbO2015bOglbOgfmi 4.5 80

120 GenomecwideOassociationOandOsystemsOgeneticOanalysesOofOresidualOfeedOintakebOdailyOfeedO
consumptionbObackfatOandOweightOgainOinOpigsdOBMCeGeneticsbO2014bOgkbOhm 2.6 71

119 IdentificationOofOcocexpressionOgeneOnetworksbOregulatoryOgenesOandOpathwaysOforOobesityObasedOonO
adiposeOtissueORNwOSequencingOinOaOporcineOmodeldOBMCeMedicaleGenomicsbO2014bOmbOkm 3.7 66

118 GeneticOparametersOforOdifferentOmeasuresOofOfeedOefficiencyOandOrelatedOtraitsOinOboarsOofOthreeO
pigObreedsdOJournaleofeAnimaleSciencebO2013bOogbOjflocmo 0.7 64

117 PyITpOanOROpackageOforOweightedOgeneOcocexpressionOnetworksObasedOonOpartialOcorrelationOandO
informationOtheoryOapproachesdOBioinformaticsbO2010bOhlbOjggci 7.2 63

116 üromOgeneticalOgenomicsOtoOsystemsOgeneticspOpotentialOapplicationsOinOquantitativeOgenomicsOandO
animalObreedingdOMammalianeGenomebO2006bOgmbOkjnclj 3.2 61

115 RNwcSeqOtranscriptomicsOandOpathwayOanalysesOrevealOpotentialOregulatoryOgenesOandOmolecularO
mechanismsOinOhighcOandOlowcresidualOfeedOintakeOinONordicOdairyOcattledOBMCeGenomicsbO2017bOgnbOhkn 4.5 57

114 GenomecwideOassociationOandOpathwayOanalysisOofOfeedOefficiencyOinOpigsOrevealOcandidateOgenesO
andOpathwaysOforOresidualOfeedOintakedOFrontierseineGeneticsbO2014bOkbOifm 4.5 56

113 GenomicsOtoOsystemsObiologyOinOanimalOandOveterinaryOsciencespOProgressbOlessonsOandO
opportunitiesdOLivestockeSciencebO2014bOgllbOhihchjn 1.7 55

112 GenomecwideOassociationOstudyOrevealsOgeneticOarchitectureOofOeatingObehaviorOinOpigsOandOitsO
implicationsOforOhumansOobesityObyOcomparativeOmappingdOPLoSeONEbO2013bOnbOemgkfo 3.7 52

111 GeneticsOofOosteochondralOdiseaseOandOitsOrelationshipOwithOmeatOqualityOandOquantitybOgrowthbOandO
feedOconversionOtraitsOinOpigsdOJournaleofeAnimaleSciencebO2004bOnhbOiggnchm 0.7 49

Haja N Kadarmideen

2



110 SystemsObiologyOofOovineOintestinalOparasiteOresistancepOdiseaseOgeneOmodulesOandObiomarkersdO
MoleculareBioSystemsbO2011bOmbOhikcjl 45

109 GeneticOparametersOforObodyOconditionOscoreOandOitsOrelationshipOwithOtypeOandOproductionOtraitsOinO
SwissOHolsteinsdOJournaleofeDairyeSciencebO2003bOnlbOilnkcoi 4 44

108 GeneticOandOphenotypicOparametersOforOconformationOandOyieldOtraitsOinOthreeOSwissOdairyOcattleO
breedsdOJournaleofeAnimaleBreedingeandeGeneticsbO2007bOghjbOghco 2.9 36

107 GeneticOcorrelationsOamongObodyOconditionOscorebOsomaticOcellOscorebOmilkOproductionbOfertilityOandO
conformationOtraitsOinOdairyOcowsdOAnimaleSciencebO2004bOmobOgogchfg 35

106
yopyOnumberOvariationsOandOgenomecwideOassociationsOrevealOputativeOgenesOandOmetabolicO
pathwaysOinvolvedOwithOtheOfeedOconversionOratioOinObeefOcattledOJournaleofeAppliedeGeneticsbO2016bO
kmbOjokckfj

2.5 34

105 PolymorphismsOofOtheOSLyggwgOgeneOandOresistanceOtoObovineOtuberculosisOinOwfricanOZebuOcattledO
AnimaleGeneticsbO2011bOjhbOlklcn 2.5 33

104 EvolutionaryOprocessOofOxosOtaurusOcattleOinOfavourableOversusOunfavourableOenvironmentsOandOitsO
implicationsOforOgeneticOselectiondOEvolutionaryeApplicationsbO2010bOibOjhhcii 4.8 31

103 PowerOofOquantitativeOtraitOlocusOmappingOforOpolygenicObinaryOtraitsOusingOgeneralizedOandO
regressionOintervalOmappingOinOmulticfamilyOhalfcsibOdesignsdOGeneticaleResearchbO2000bOmlbOifkcgm 1.1 31

102 wnOfhOpigOresourceOpopulationOasOaOmodelOforOgeneticOstudiesOofOobesityOandOobesitycrelatedO
diseasesOinOhumanspOdesignOandOgeneticOparametersdOFrontierseineGeneticsbO2013bOjbOho 4.5 30

101 SNPOannotationcbasedOwholeOgenomicOpredictionOandOselectionpOanOapplicationOtoOfeedOefficiencyO
andOitsOcomponentOtraitsOinOpigsdOJournaleofeAnimaleSciencebO2015bOoibOhfklcli 0.7 28

100 GeneticOandOeconomicOrelationshipsObetweenOsomaticOcellOcountOandOclinicalOmastitisOandOtheirOuseOinO
selectionOforOmastitisOresistanceOinOdairyOcattledOAnimaleSciencebO2001bOmibOgochn 27

99 GeneticOparametersOforOclinicalOmastitisOinOHolsteincüriesiansOinOtheOUnitedOKingdompOaOxayesianO
analysisdOAnimaleSciencebO2001bOmibOhhochjf 27

98 wnOintegrativeOsystemsOgeneticsOapproachOrevealsOpotentialOcausalOgenesOandOpathwaysOrelatedOtoO
obesitydOGenomeeMedicinebO2015bOmbOgfk 14.4 26

97 PopulationOandOsystemsOgeneticsOanalysesOofOcortisolOinOpigsOdivergentlyOselectedOforOstressdO
PhysiologicaleGenomicsbO2007bOhobOkmclk 3.6 26

96 GeneticOparametersOforOfunctionalOtraitsOinOdairyOcattleOfromOdailyOrandomOregressionOmodelsdO
JournaleofeDairyeSciencebO2006bOnobOmogcn 4 26

95 EvidenceOofOaOmajorOgeneOfromOxayesianOsegregationOanalysesOofOliabilityOtoOosteochondralOdiseasesO
inOpigsdOGeneticsbO2005bOgmgbOggokchfl 4 26

94 GeneOcocexpressionOnetworksOfromORNwOsequencingOofOdairyOcattleOidentifiesOgenesOandOpathwaysO
affectingOfeedOefficiencydOBMCeBioinformaticsbO2018bOgobOkgi 3.6 25

93 WeightedOInteractionOSNPOHubOWWISHYOnetworkOmethodOforObuildingOgeneticOnetworksOforOcomplexO
diseasesOandOtraitsOusingOwholeOgenomeOgenotypeOdatadOBMCeSystemseBiologybO2014bOnOSupplOhbOSk 3.5 24
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92 GeneticOparametersOforOandrostenoneOandOskatoleOasOindicatorsOofOboarOtaintOandOtheirOrelationshipO
toOproductionOandOlitterOsizeOtraitsOinOzanishOLandracedOJournaleofeAnimaleSciencebO2013bOogbOhknmcok 0.7 24

91 xuildingOgeneOcocexpressionOnetworksOusingOtranscriptomicsOdataOforOsystemsObiologyO
investigationspOyomparisonOofOmethodsOusingOmicroarrayOdatadOBioinformationbO2012bOnbOnkkclg 1.1 24

90 GeneticOparametersOforOmaleOfertilityOandOitsOrelationshipOtoOskatoleOandOandrostenoneOinOzanishO
LandraceOboarsdOJournaleofeAnimaleSciencebO2013bOogbOjlkocln 0.7 21

89 GenomicOstudyOandOMedicalOSubjectOHeadingsOenrichmentOanalysisOofOearlyOpregnancyOrateOandO
antralOfollicleOnumbersOinONeloreOheifersdOJournaleofeAnimaleSciencebO2017bOokbOjmolcjngh 0.7 20

88 PotentialOroleOofOlncRNwOcyphcogcproteinOinteractionsOonOdiseasesOofOtheOimmuneOsystemdOFrontierse
ineGeneticsbO2015bOlbOhkk 4.5 20

87 zifferentialOexpressionOandOcocexpressionOgeneOnetworksOrevealOcandidateObiomarkersOofOboarOtaintO
inOnonccastratedOpigsdOScientificeReportsbO2017bOmbOghhfk 4.9 19

86 üunctSNPpOanOROpackageOtoOlinkOSNPsOtoOfunctionalOknowledgeOandOdbwutoMakerpOaOsuiteOofOPerlO
scriptsOtoObuildOSNPOdatabasesdOBMCeBioinformaticsbO2010bOggbOigg 3.6 19

85 GeneticOcorrelationsObetweenObodyOconditionOscoresOandOfertilityOinOdairyOcattleOusingObivariateO
randomOregressionOmodelsdOJournaleofeAnimaleBreedingeandeGeneticsbO2007bOghjbOhmmcnk 2.9 19

84 ExpressionOstudiesOofOsixOhumanOobesitycrelatedOgenesOinOsevenOtissuesOfromOdivergentOpigObreedsdO
AnimaleGeneticsbO2014bOjkbOkocll 2.5 18

83 IntercTissueOGeneOyocExpressionONetworksObetweenOMetabolicallyOHealthyOandOUnhealthyOObeseO
IndividualsdOPLoSeONEbO2016bOggbOefglmkgo 3.7 18

82 GeneticOarchitectureOofOgeneOexpressionOinOovineOskeletalOmuscledOBMCeGenomicsbO2011bOghbOlfm 4.5 16

81 xayesianOsegregationOanalysisOofOmilkOflowOinOSwissOdairyOcattleOusingOGibbsOsamplingdOGeneticse
SelectioneEvolutionbO2004bOilbOklicml 4.9 16

80 wssessmentOofOgeneticOdiversityOandOpopulationOstructureOofOVietnameseOindigenousOcattleO
populationsObyOmicrosatellitesdOLivestockeSciencebO2013bOgkkbOgmchh 1.7 15

79 ValidationOofOgenomecwideOintervertebralOdiskOcalcificationOassociationsOinOdachshundOandOfurtherO
investigationOofOtheOchromosomeOghOsusceptibilityOlocusdOFrontierseineGeneticsbO2012bOibOhhk 4.5 15

78 GeneticalOsystemsObiologyOinOlivestockpOapplicationOtoOgonadotrophinOreleasingOhormoneOandO
reproductiondOIETeSystemseBiologybO2008bOhbOjhicjg 1.4 15

77 yomparativeOwnalysesOofOQTLsOInfluencingOObesityOandOMetabolicOPhenotypesOinOPigsOandOHumansdO
PLoSeONEbO2015bOgfbOefgimikl 3.7 15

76 zetectionOofOyocexpressedOPathwayOModulesOwssociatedOWithOMineralOyoncentrationOandOMeatO
QualityOinONeloreOyattledOFrontierseineGeneticsbO2019bOgfbOhgf 4.5 14

75 GeneOcocexpressionOnetworksOinOliverOandOmuscleOtranscriptomeOrevealOsexcspecificOgeneOexpressionO
inOlambsOfedOwithOaOmixOofOessentialOoilsdOBMCeGenomicsbO2018bOgobOhil 4.5 14
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74 SystemsOgeneticsOofOobesityOinOanOühOpigOmodelObyOgenomecwideOassociationbOgeneticOnetworkbOandO
pathwayOanalysesdOFrontierseineGeneticsbO2014bOkbOhgj 4.5 14

73 MolecularOgeneticOdiversityOandOgeneticOstructureOofOVietnameseOindigenousOpigOpopulationsdO
JournaleofeAnimaleBreedingeandeGeneticsbO2014bOgigbOimocnl 2.9 14

72 SelectionOonOmultipleOQTLOwithOcontrolOofOgeneOdiversityOandOinbreedingOforOlongctermObenefitdO
JournaleofeAnimaleBreedingeandeGeneticsbO2008bOghkbOihfco 2.9 14

71 wOgenomecwideOassociationOstudyOofOthyroidOstimulatingOhormoneOandOfreeOthyroxineOinOzanishO
childrenOandOadolescentsdOPLoSeONEbO2017bOghbOefgmjhfj 3.7 14

70 wnOEpigenomecWideOzNwOMethylationOMapOofOTestisOinOPigsOforOStudyOofOyomplexOTraitsdOFrontierseine
GeneticsbO2019bOgfbOjfk 4.5 13

69 MetabolomicsOwnalysesOinOHighcLowOüeedOEfficientOzairyOyowsORevealONovelOxiochemicalO
MechanismsOandOPredictiveOxiomarkersdOMetabolitesbO2019bOobO 5.6 13

68 GeneticsOofOparitycdependantOproductionOincreaseOandOitsOrelationshipOwithOhealthbOfertilitybO
longevitybOandOconformationOinOswissOholsteinsdOJournaleofeDairyeSciencebO2005bOnnbOgkjfckg 4 13

67 GenomecWideOEpistaticOInteractionONetworksOwffectingOüeedOEfficiencyOinOzurocOandOLandraceOPigsdO
FrontierseineGeneticsbO2020bOggbOghg 4.5 12

66
LateOgestationOundercOandOovernutritionOhaveOdifferentialOimpactsOwhenOcombinedOwithOaOpostcnatalO
obesogenicOdietOonOglucoseclactatecinsulinOadaptationsOduringOmetabolicOchallengesOinOadolescentO
sheepdOActaePhysiologicabO2015bOhgibOkgocil

5.6 12

65
SystematicOinOvitroOandOinOvivoOcharacterizationOofOLeukemiacinhibitingOfactorcOandOüibroblastOgrowthO
factorcderivedOporcineOinducedOpluripotentOstemOcellsdOMoleculareReproductioneandeDevelopmentbO
2017bOnjbOhhochjk

2.6 11

64 MetabolomicOnetworksOandOpathwaysOassociatedOwithOfeedOefficiencyOandOrelatedctraitsOinOzurocO
andOLandraceOpigsdOScientificeReportsbO2020bOgfbOhkk 4.9 11

63 GeneralizedOmarkerOregressionOandOintervalOQTLOmappingOmethodsOforObinaryOtraitsOinOhalfcsibOfamilyO
designsdOJournaleofeAnimaleBreedingeandeGeneticsbO2001bOggnbOhomcifo 2.9 11

62
PrecOandOearlycpostnatalOnutritionOmodifyOgeneOandOproteinOexpressionsOofOmuscleOenergyO
metabolismOmarkersOandOphospholipidOüattyOwcidOcompositionOinOaOmuscleOtypeOspecificOmannerOinO
sheepdOPLoSeONEbO2013bOnbOelkjkh

3.7 10

61 xiochemicalbOEyügnRbOandORYRgOgeneOpolymorphismsOandOtheirOassociationsOwithOosteochondralO
diseasesOandOproductionOtraitsOinOpigsdOBiochemicaleGeneticsbO2008bOjlbOjgcki 2.4 10

60 SingleONucleotideOPolymorphismOziscoveryOinOxovineOPituitaryOGlandOUsingORNwcSeqOTechnologydO
PLoSeONEbO2016bOggbOefglgimf 3.7 10

59 GenomecwideOzNwOmethylationOanalysisOusingOnextcgenerationOsequencingOtoOrevealOcandidateO
genesOresponsibleOforOboarOtaintOinOpigsdOAnimaleGeneticsbO2019bOkfbOljjclko 2.5 9

58 SystemsOgenomicsOstudyOrevealsOexpressionOquantitativeOtraitOlocibOregulatorOgenesOandOpathwaysO
associatedOwithOboarOtaintOinOpigsdOPLoSeONEbO2018bOgibOefgohlmi 3.7 9

57 wdditiveOandOepistaticOgenomecwideOassociationOforOgrowthOandOultrasoundOscanOmeasuresOofO
carcasscrelatedOtraitsOinOxrahmanOcattledOJournaleofeAnimaleBreedingeandeGeneticsbO2015bOgihbOgnmcom 2.9 8
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56 WISHcRcOaOfastOandOefficientOtoolOforOconstructionOofOepistaticOnetworksOforOcomplexOtraitsOandO
diseasesdOBMCeBioinformaticsbO2018bOgobOhmm 3.6 8

55 yharacterizationOofOeQTLsOassociatedOwithOandrostenoneObyORNwOsequencingOinOporcineOtestisdO
PhysiologicaleGenomicsbO2019bOkgbOjnncjoo 3.6 8

54
wnOadultcbasedOinsulinOresistanceOgeneticOriskOscoreOassociatesOwithOinsulinOresistancebOmetabolicO
traitsOandOalteredOfatOdistributionOinOzanishOchildrenOandOadolescentsOwhoOareOoverweightOorOobesedO
DiabetologiabO2018bOlgbOgmlocgmmo

10.3 8

53 yharacterizationOofOtheOendometrialOtranscriptomeOinOearlyOdiestrusOinfluencingOpregnancyOstatusOinO
dairyOcattleOafterOtransferOofOinOvitrocproducedOembryosdOPhysiologicaleGenomicsbO2020bOkhbOhlochmo 3.6 7

52 GenomicOanalysesOsuggestOadaptiveOdifferentiationOofOnorthernOEuropeanOnativeOcattleObreedsdO
EvolutionaryeApplicationsbO2019bOghbOgfolcgggi 4.8 7

51 GenecenvironmentOinteractionsOinOcomplexOdiseasespOgeneticOmodelsOandOmethodsOforOQTLOmappingO
inOmultipleOhalfcsibOpopulationsdOGeneticaleResearchbO2006bOnnbOggocig 1.1 7

50 wrthrogryposisOmultiplexOcongenitaOWwMyYbOaOhereditaryOdiseaseOinOswinebOmapsOtoOchromosomeOkObyO
linkageOanalysisdOMammalianeGenomebO2004bOgkbOoikcjg 3.2 7

49
GeneticOParametersOandOGenomecWideOwssociationOStudiesOforOwnticMˆ…llerianOHormoneOLevelsOandO
wntralOüollicleOPopulationsOMeasuredOwfterOEstrusOSynchronizationOinONelloreOyattledOAnimalsbO2020bO
gfbO

3.1 7

48 GeneticOSusceptibilityOforOyhildhoodOxMIOhasOnoOImpactOonOWeightOLossOüollowingOLifestyleO
InterventionOinOzanishOyhildrendOObesitybO2018bOhlbOgogkcgohh 8 7

47 TranscriptomicOchangesOinObovineOskeletalOmuscleOcellsOafterOresveratrolOtreatmentdOGenebO2020bO
mkjbOgjjnjo 3.8 6

46 IdentificationOofOpotentialObiomarkersOinOdonorOcowsOforOinOvitroOembryoOproductionObyOgranulosaO
cellOtranscriptomicsdOPLoSeONEbO2017bOghbOefgmkjlj 3.7 6

45 PredictionOofOtranscriptionOfactorObindingOsitesOusingOgeneticalOgenomicsOmethodsdOJournaleofe
BioinformaticseandeComputationaleBiologybO2007bOkbOmmicoi 1 6

44 RegressionOonOmarkersOwithOuncertainOalleleOtransmissionOforOQTLOmappingOinOhalfcsibOdesignsdO
GeneticseSelectioneEvolutionbO1999bOigbOjim 4.9 6

43 SingleOnucleotideOpolymorphismOdiscoveryOinObovineOliverOusingORNwcseqOtechnologydOPLoSeONEbO
2017bOghbOefgmhlnm 3.7 6

42
TransientOtreatmentOofOpregnantOMerinoOewesOwithOmodulatorsOofOcortisolObiosynthesisOcoincidingO
withOprimaryOwoolOfollicleOinitiationOaltersOlifetimeOwoolOgrowthdOAnimaleProductioneSciencebO2013bO
kibOggfg

1.4 6

41 SimulatedOphysiologicalOoocyteOmaturationOhasOsideOeffectsOonObovineOoocytesOandOembryosdOJournale
ofeAssistedeReproductioneandeGeneticsbO2019bOilbOjgicjhj 3.4 6

40 GenomeORegulationOandOGeneOInteractionONetworksOInferredOüromOMuscleOTranscriptomeO
UnderlyingOüeedOEfficiencyOinOPigsdOFrontierseineGeneticsbO2020bOggbOlkf 4.5 5

39 yharacterizationOofOGlobalOzNwOMethylationOinOzifferentOGeneORegionsORevealsOyandidateO
xiomarkersOinOPigsOwithOHighOandOLowOLevelsOofOxoarOTaintdOVeterinaryeSciencesbO2020bOmbO 2.4 5
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38
yomparisonsOofOimprovedOgenomicOpredictionsOgeneratedObyOdifferentOimputationOmethodsOforO
genotypingObyOsequencingOdataOinOlivestockOpopulationsdOJournaleofeAnimaleScienceeande
BiotechnologybO2020bOggbOi

6 5

37 yombinedOgeneticbOgenomicOandOtranscriptomicOmethodsOinOtheOanalysisOofOanimalOtraitsddOCABe
Reviews:ePerspectiveseineAgricultureseVeterinaryeScienceseNutritioneandeNaturaleResourcesbO2007bOhbO 3.2 5

36 SystemsOgeneticsOandOgenomecwideOassociationOapproachesOforOanalysisOofOfeedOintakebOfeedO
efficiencybOandOperformanceOinObeefOcattledOGeneticseandeMoleculareResearchbO2016bOgkbO 1.2 5

35 ImprovingOgenomicOpredictionsObyOcorrectionOofOgenotypesOfromOgenotypingObyOsequencingOinO
livestockOpopulationsdOJournaleofeAnimaleScienceeandeBiotechnologybO2019bOgfbOn 6 4

34 MetaboliteOGenomecWideOwssociationOStudyOWmGWwSYOandOGenecMetaboliteOInteractionONetworkO
wnalysisORevealOPotentialOxiomarkersOforOüeedOEfficiencyOinOPigsdOMetabolitesbO2020bOgfbO 5.6 4

33
zifferentialOimpactsOofOlateOgestationalOovercandOundernutritionOonOadiposeOtissueOtraitsOandO
associatedOvisceralOobesityOriskOuponOexposureOtoOaOpostnatalOhighcfatOdietOinOadolescentOsheepdO
PhysiologicaleReportsbO2020bOnbOegjiko

2.6 4

32 GeneticOparametersOofOinfectiousObovineOkeratoconjunctivitisOandOitsOrelationshipOwithOweightOandO
parasiteOinfestationsOinOwustralianOtropicalOxosOtaurusOcattledOGeneticseSelectioneEvolutionbO2012bOjjbOhh 4.9 4

31 xayesianOinferenceOonOmajorOlociOinOrelatedOmultigenerationOselectionOlinesOofOlayingOhensdOPoultrye
SciencebO2004bOnibOgoihco 3.9 4

30 ImpactOofOILcgmüOmjnnTeyOüunctionalOPolymorphismOonOProgressiveORheumatoidOwrthritispONovelO
InsightOfromOtheOMolecularOzynamicOSimulationsdOImmunologicaleInvestigationsbO2021bOkfbOjglcjhl 2.9 4

29 TranscriptionOüactorOyocexpressionONetworksOofOwdiposeORNwcSeqOzataORevealORegulatoryO
MechanismsOofOObesitydOCurrenteGenomicsbO2018bOgobOhnochoo 2.6 4

28 SystemsOgeneticsOanalysisOofOpharmacogenomicsOvariationOduringOantidepressantOtreatmentdO
PharmacogenomicseJournalbO2018bOgnbOgjjcgkh 3.5 3

27 wpplicationsOofOSystemsOGeneticsOandOxiologyOforOObesityOUsingOPigOModelsO2016bOhkcjh 3

26 InvestigationOofOgutOmicrobiomeOassociationOwithOinflammatoryObowelOdiseaseOandOdepressionpOaO
machineOlearningOapproachdOFywwwResearchbmbOmfh 3.6 3

25 MachineOlearningOapproachOtoOintegratedOendometrialOtranscriptomicOdatasetsOrevealsObiomarkersO
predictingOuterineOreceptivityOinOcattleOatOsevenOdaysOafterOestrousdOScientificeReportsbO2020bOgfbOglong 4.9 3

24
wpplicationOofOmulticomicsOdataOintegrationOandOmachineOlearningOapproachesOtoOidentifyOepigeneticO
andOtranscriptomicOdifferencesObetweenOinOvitroOandOinOvivoOproducedObovineOembryosdOPLoSeONEbO
2021bOglbOefhkhfol

3.7 3

23
TranscriptomicscgenomicsOdataOintegrationOandOexpressionOquantitativeOtraitOlociOanalysesOinOoocyteO
donorsOandOembryoOrecipientsOforOimprovingOinvitroOproductionOofOdairyOcattleOembryosdO
ReproductionseFertilityeandeDevelopmentbO2018bOigbOkkclm

1.8 2

22 yomputationalOMethodsOforOQualityOyheckbOPreprocessingOandONormalizationOofORNwcSeqOzataOforO
SystemsOxiologyOandOwnalysisO2016bOlgcmm 2

21 SystemsOxiologyOinOwnimalOProductionOandOHealthbOVoldOhO2016bO 2

(2016-2020)
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20 InvestigationOofOmajorOgeneOforOmilkOyieldbOmilkingOspeedbOdryOmatterOintakebOandObodyOweightOinO
dairyOcattledOJournaleofeAppliedeGeneticsbO2006bOjmbOiimcji 2.5 2

19 GeneticOevaluationsOandOparameterOestimatesOforOdairyOcowOfertilityOinOtheOUnitedOKingdomdO
ProceedingseofetheeBritisheSocietyeofeAnimaleSciencebO2001bOhffgbOilcil 2

18 SystemsOGeneticsOofOyomplexOziseasesOUsingORNwcSequencingOMethodsdOInternationaleJournaleofe
BioscienceseBiochemistryseBioinformaticsenIJBBBobO2015bOkbOhljchmo 0.3 2

17 InOvitroOproductionOofObovineOembryospOcumulusegranulosaOcellOgeneOexpressionOpatternsOpointOtoO
earlyOatresiaOasObeneficialOforOoocyteOcompetencedOAnimaleReproductionbO2017bOgjbOjnhcjno 1.7 2

16 wssociationObetweenOmicrosatelliteOmarkersOandObovineOtuberculosisOinOyhadianOZebuOcattledOOpene
JournaleofeAnimaleSciencesbO2013bOfibOhmcik 0.5 2

15 IdentificationOofOzifferentiallyOExpressedOGeneOTranscriptsOinOPorcineOEndometriumOduringOEarlyO
StagesOofOPregnancydOLifebO2020bOgfbO 3 1

14 yopyONumberOVariationsOandOExpressionOLevelsOofOGuanylatecxindingOProteinOlOGeneOwssociatedO
withOGrowthOTraitsOofOyhineseOyattledOAnimalsbO2020bOgfbO 3.1 1

13 ProximityOLoggerspOzataOHandlingOandOylassificationOforOQualityOyontroldOIEEEeSensorseJournalbO2011bO 4 1
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