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50 MxLβIdTOFNmassNspectrometryqNanNemergingNtechnologyNforNmicrobialNidentificationNandNdiagnosiseN
FrontiersiiniMicrobiologycN2015cNmcNnph 5.7 659

49 PredictionNofNRNxNbindingNsitesNinNaNproteinNusingNSVMNandNPSSMNprofileeNProteins:iStructure,i
FunctioniandiBioinformaticscN2008cNnhcNhopdpk 4.2 212

48 IdentificationNofNβNxdbindingNproteinsNusingNsupportNvectorNmachinesNandNevolutionaryNprofileseN
BMCiBioinformaticscN2007cNocNkmj 3.6 174
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informationeNJournaliofiMoleculariRecognitioncN2011cNikcNjgjdhj 2.6 88

45 PredictionNofNmitochondrialNproteinsNusingNsupportNvectorNmachineNandNhiddenNMarkovNmodeleN
JournaliofiBiologicaliChemistrycN2006cNiohcNljlndmj 5.4 80

44 PalmPredqNanNSVMNbasedNpalmitoylationNpredictionNmethodNusingNsequenceNprofileNinformationeN
PLoSiONEcN2014cNpcNeopikm 3.7 45

43 ylaPredqNPredictingNandNclassifyingN˛†dlactamaseNusingNaNjdtierNpredictionNsystemNviaNzhouVsNgeneralN
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40 LowNcomplexityNandNdisorderedNregionsNofNproteinsNhaveNdifferentNstructuralNandNaminoNacidN
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39 EvaluationNofNyileNSaltNHydrolasescNzholesteroldLoweringNzapabilitiescNandNProbioticNPotentialNofN
IsolatedNFromNRhizosphereeNFrontiersiiniMicrobiologycN2019cNhgcNhlmn 5.7 22

38 MxLβIdTOFNMSNinNclinicalNparasitologyqNapplicationscNconstraintsNandNprospectseNParasitologycN2016cN
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37 LPSdannotateqNcompleteNannotationNofNcompositionallyNbiasedNregionsNinNtheNproteinN
knowledgebaseeNDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationcN2011cNighhcNbaqgjh 5 19

36 IndsilicoNdesignNofNaNmultivalentNepitopedbasedNvaccineNagainstNzandidaNauriseNMicrobialiPathogenesis
cN2021cNhllcNhgkonp 3.8 19

35 ProteomedwideNpredictionNandNannotationNofNmitochondrialNandNsubdmitochondrialNproteinsNbyN
incorporatingNdomainNinformationeNMitochondrioncN2018cNkicNhhdii 4.9 18

34 ProteinNsubdnuclearNlocalizationNpredictionNusingNSVMNandNPfamNdomainNinformationeNPLoSiONEcN
2014cNpcNepojkl 3.7 18
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33 ProteomeNprofilingNofNcarbapenemdresistantNKeNpneumoniaeNclinicalNisolateNWNβMdkYqNExploringNtheN
mechanismNofNresistanceNandNpotentialNdrugNtargetseNJournaliofiProteomicscN2019cNiggcNhgidhhg 3.9 15

32 PredictionNofNendoplasmicNreticulumNresidentNproteinsNusingNfragmentedNaminoNacidNcompositionN
andNsupportNvectorNmachineeNPeerJcN2017cNlcNejlmh 3.1 15

31 MolecularNanalysisNofN˛†dlactamaseNgenesNtoNunderstandNtheirNdifferentialNexpressionNinNstrainsNofN
YersiniaNenterocoliticaNbiotypeNhxeNScientificiReportscN2014cNkcNling 4.9 13

30 mRNxLocqNaNnovelNmachinedlearningNbasedNindsilicoNtoolNtoNpredictNmRNxNsubcellularNlocalizationeN
NucleiciAcidsiResearchcN2020cNkocNWijpdWikj 20.1 13

29 PredictionNofNzincNbindingNsitesNinNproteinsNusingNsequenceNderivedNinformationeNJournaliofi
BiomoleculariStructureiandiDynamicscN2018cNjmcNkkhjdkkij 3.6 13

28 SupportNvectorNmachineNbasedNpredictionNofNglutathioneNSdtransferaseNproteinseNProteiniandiPeptidei
LetterscN2007cNhkcNlnldog 1.9 12

27 NRfamPredqNaNproteomedscaleNtwoNlevelNmethodNforNpredictionNofNnuclearNreceptorNproteinsNandN
theirNsubdfamilieseNScientificiReportscN2014cNkcNmohg 4.9 9

26 PredHSPqNSequenceNyasedNProteomedWideNHeatNShockNProteinNPredictionNandNzlassificationNToolNtoN
UnlockNtheNStressNyiologyeNPLoSiONEcN2016cNhhcNeghlloni 3.7 9

25 βowndRegulationNofNFlagellarcNFimbriaecNandNPiliNProteinsNinNzarbapenemdResistantNWNβMdkYNzlinicalN
IsolatesqNxNNovelNLinkageNtoNβrugNResistanceeNFrontiersiiniMicrobiologycN2019cNhgcNioml 5.7 9

24 zrxgβbddaNdatabaseNofNannotatedNchaperoneNrepertoireNinNarchaealNgenomeseNFEMSiMicrobiologyi
LetterscN2016cNjmjcN 2.9 7

23 miPepyaseqNxNβatabaseNofNExperimentallyNVerifiedNPeptidesNInvolvedNinNMolecularNMimicryeN
FrontiersiiniMicrobiologycN2017cNocNiglj 5.7 7

22 IdentificationNofNfamilyNspecificNfingerprintsNinN˛†dlactamaseNfamilieseNScientificiWorldiJournal,iThecN
2014cNighkcNpoglni 2.2 6

21 yacEffluxPredqNxNtwodtierNsystemNtoNpredictNandNcategorizeNbacterialNeffluxNmediatedNantibioticN
resistanceNproteinseNScientificiReportscN2020cNhgcNpion 4.9 5

20 RhizosphericNLactobacillusNplantarumNWLactiplantibacillusNplantarumYNstrainsNexhibitNbileNsaltN
hydrolysiscNhypocholestrolemicNandNprobioticNcapabilitiesNinNvitroeNScientificiReportscN2021cNhhcNhlioo 4.9 4

19 zomparativeNfunctionalNanalysisNofNproteinsNcontainingNlowdcomplexityNpredictedNamyloidNregionseN
PeerJcN2018cNmcNeloij 3.1 3

18 UsingNmoleculardmimicrydinducingNpathwaysNofNpathogensNasNnovelNdrugNtargetseNDrugiDiscoveryi
TodaycN2019cNikcNhpkjdhpli 8.8 3

17 HighNPrevalenceNofNβrugNResistanceNandNzlassNhNIntegronsNinNIsolatedNFromNRiverNYamunacNIndiaqNxN
SeriousNPublicNHealthNRiskeNFrontiersiiniMicrobiologycN2021cNhicNmihlmk 5.7 3

16 xntimicrobialNresistanceNandNitsNrelationshipNwithNbiofilmNproductionNandNvirulencedrelatedNfactorsN
inNbiotypeNhxeNHeliyoncN2019cNlcNeghnnn 3.6 2
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15 MolecularNzharacteristicsNofNPylaydLikePNzhromosomalNInducibleNzephalosporinaseNofNyiotypeNhxN
StrainseNMicrobialiDrugiResistancecN2019cNilcNoikdoip 2.9 2

14 PredictionNofNRareNPalmitoylationNEventsNinNProteinseNJournaliofiComputationaliBiologycN2018cNilcNppndhggo1.7 2

13 StructuralNVariabilitiesNinN˛†dLactamaseNWblaxYNofNβifferentNyiovarsNofNYersiniaNenterocoliticaqN
ImplicationsNforN˛†dLactamNxntibioticNandN˛†dLactamaseNInhibitorNSusceptibilitieseNPLoSiONEcN2014cNhgcNeghijlmk3.7 2

12 MolecularNanalysisNofNampRNandNampβNtoNunderstandNvariabilityNinNinducibleNexpressionNofN
PylaydlikePNcephalosporinaseNinNYersiniaNenterocoliticaNbiotypeNhxeNGenecN2019cNngkcNildjg 3.8 1

11 ampβNhomologsNinNbiotypesNofNYersiniaNenterocoliticaqNImplicationsNinNregulationNofNchromosomalN
xmpzdtypeNcephalosporinaseseNInfection,iGeneticsiandiEvolutioncN2019cNmpcNihhdihl 4.5 1

10
ExploringNtheNgeneticNdeterminantsNunderlyingNtheNdifferentialNproductionNofNanNinducibleN
chromosomalNcephalosporinaseNdNylayNinNYersiniaNenterocoliticaNbiotypesNhxcNhycNiNandNkeNScientifici
ReportscN2020cNhgcNhghmn

4.9 1

9 zomparativeNindsilicoNproteomicNanalysisNdiscernsNpotentialNgranulomaNproteinsNofNYersiniaN
pseudotuberculosiseNScientificiReportscN2020cNhgcNjgjm 4.9 1

8 ExploringNtheNgeneticNmechanismsNunderlyingNamoxicillindclavulanateNresistanceNinNwaterborneN
EscherichiaNcolieNInfection,iGeneticsiandiEvolutioncN2021cNpgcNhgknmn 4.5 1

7 IdentifyingNresiduesNthatNdetermineNpalmitoylationNusingNassociationNruleNminingeNBioinformaticscN
2019cNjlcNioondiopg 7.2 1

6 yiophysicalNandNyiochemicalNzharacterizationNofNNascentNPolypeptidedxssociatedNzomplexNofNandN
ElucidationNofNItsNInteractingNPartnerseNFrontiersiiniMicrobiologycN2020cNhhcNphl 5.7 0

5 EfficacyNofNsignalNpeptideNpredictorsNinNidentifyingNsignalNpeptidesNinNtheNexperimentalNsecretomeNofN
PicrophilousNtorriduscNaNthermoacidophilicNarchaeoneNPLoSiONEcN2021cNhmcNegilloim 3.7 0

4 InvestigatingNtheNdisorderedNregionsNWMoRFscNSLiMsNandNLzRsYNandNfunctionsNofNmimicryN
proteinsfpeptidesNinNsilicoeeNPLoSiONEcN2022cNhncNegimlmln 3.7 0

3 zomparativeNProteomicsNofNzommensalNandNPathogenicNStrainsNofeNProteiniandiPeptideiLetterscN
2020cNincNhhnhdhhnn 1.9

2 IdentificationNofNyindingNPartnersNofNzsaxNdNxnNxrchaealNzhaperonicNProteinNofNPicrophilusNtorriduseN
ProteiniandiPeptideiLetterscN2021cNiocNmnldmnp 1.9

1 PublicNhealthNimplicationsNofNplasmiddmediatedNquinoloneNandNaminoglycosideNresistanceNgenesNinN
inhabitingNaNmajorNanthropogenicNriverNofNIndiaeeNEpidemiologyiandiInfectioncN2022cNhdih 4.3
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