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i Paper IF Citations

128 MetabolicKremodelingKmaintainsKaKreducingKenvironmentKforKrapidKactivationKofKtheKyeastKxNuK
replicationKcheckpointbbKEMBOiJournalYK2022YKeedlfmd 13 2

127 TORKcomplexKfKcontributesKtoKregulationKofKgeneKexpressionKviaKinhibitingKGcniKrecruitmentKtoK
subtelomericKandKxNuKreplicationKstressKgenesbbKPLoSiGeneticsYK2022YKelYKeededdje 6 0

126 ΔistonesKonKfirenKtheKeffectKofKxuneKandKMrceKonKoriginKfiringKandKreplicationKofKhyperaacetylatedK
genomesbKCurrentiGeneticsYK2021YKjkYKideaied 2.9 1

125 NoiseKbufferingKbyKbiomolecularKcondensatesKinKglucoseKsensingbKCurrentiOpinioniiniCelliBiologyYK
2021YKjmYKeaj 9 1

124 xNuKdamageKbypassKpathwaysKandKtheirKeffectKonKmutagenesisKinKyeastbKFEMSiMicrobiologyiReviews
YK2021YKhiYK 15.1 4

123 TheKumazingKucrobatnKYeastSsKΔistoneKΔgKijKJugglesKSeveralKImportantKRolesKWhileKMaintainingK
PerfectKvalancebKGenesYK2021YKefYK 4.2 1

122 uKnovelKroleKforKxuneKinKtheKregulationKofKoriginKfiringKuponKhyperaacetylationKofKΔgKijbKPLoSi
GeneticsYK2021YKekYKeeddmgme 6 3

121 uccessKtoKPwNuKbyKSrsfKandKylgeKwontrolsKtheKwhoiceKbetweenKulternativeKRepairKPathwaysKinK
SaccharomycesKcerevisiaebKMBioYK2020YKeeYK 7.8 9

120 ΔowKyeastKcellsKdealKwithKstalledKreplicationKforksbKCurrentiGeneticsYK2020YKjjYKmeeamei 2.9 5

119 GfGnKuKwebaserverKforKtheKpredictionKofKhumanKsyntheticKlethalKinteractionsbKComputationaliandi
StructuraliBiotechnologyiJournalYK2020YKelYKedflaedge 6.8 1

118 TORKwomplexKfaKindependentKmutationsKinKtheKregulatoryKPIzKpocketKofKGadluKTecSGKeKdefineK
separateKbranchesKofKtheKstressKresponseKmechanismsKinKfissionKyeastbKPLoSiGeneticsYK2020YKejYKeeddmemj6 1

117 TelomeresKandKstressKinKyeastKcellsnKWhenKgenesKandKenvironmentKinteractbKFungaliBiologyYK2020YK
efhYKgeeagei 2.8 3

116 uKroleKforKtheKyeastKPwNuKunloaderKylgeKinKelicitingKtheKxNuKdamageKcheckpointbKCurrentiGeneticsYK
2020YKjjYKkmalh 2.9 6

115 GenomeKarchitectureKandKstabilityKinKtheKSaccharomycesKcerevisiaeKknockoutKcollectionbKNatureYK
2019YKikgYKhejahfd 50.4 24

114 warbonKcataboliteKrepressionnKnotKonlyKforKglucosebKCurrentiGeneticsYK2019YKjiYKegfeaegfg 2.9 6

113 TheKYeastKPwNuKUnloaderKylgeKRzwaLikeKwomplexKPlaysKaKRoleKinKylicitingKtheKxNuKxamageK
wheckpointbKMBioYK2019YKedYK 7.8 7

112 warbonKwataboliteKRepressionKinKYeastKisKNotKLimitedKtoKGlucosebKScientificiReportsYK2019YKmYKjhme 4.9 22
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111 womparativeKunalysisKofKNormalizationKMethodsKforKNetworkKPropagationbKFrontiersiiniGeneticsYK
2019YKedYKh 4.5 8

110 TheKcytosolicKformKofKaspartateKaminotransferaseKisKrequiredKforKfullKactivationKofKTORKcomplexKeKinK
fissionKyeastbKJournaliofiBiologicaliChemistryYK2019YKfmhYKelfhhaelfii 5.4 4

109 WebPropagatenKuKWebKServerKforKNetworkKPropagationbKJournaliofiMoleculariBiologyYK2018YKhgdYKffgeaffgj6.5 3

108 SpontaneousKwhangesKinKPloidyKureKwommonKinKYeastbKCurrentiBiologyYK2018YKflYKlfialgibeh 6.3 35

107 PivotalKrolesKofKPwNuKloadingKandKunloadingKinKheterochromatinKfunctionbKProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYK2018YKeeiYKyfdgdayfdgm 11.5 20

106 RnreSsKroleKinKtelomereKelongationKcannotKbeKreplacedKbyKRnrgnKaKroleKbeyondKdNTPssbKCurrenti
GeneticsYK2018YKjhYKihkaiid 2.9 7

105 uKreversibleKliquidKdropKaggregationKcontrolsKglucoseKresponseKinKyeastbKCurrentiGeneticsYK2018YKjhYKkliakll2.9 15

104 TightKRegulationKofKSrsfKΔelicaseKuctivityKIsKwrucialKforKProperKzunctioningKofKxNuKRepairK
MechanismsbKG3:iGenesyiGenomesyiGeneticsYK2018YKlYKejeiaejfj 3.2 8

103 zrequentKploidyKchangesKinKgrowingKyeastKculturesbKCurrentiGeneticsYK2018YKjhYKeddeaeddh 2.9 23

102 xoKlongKtelomeresKaffectKcellularKfitnesssbKCurrentiGeneticsYK2018YKjhYKekgaekj 2.9 10

101 TheKMainKRoleKofKSrsfKinKxNuKRepairKxependsKonKItsKΔelicaseKuctivityYKRatherKthanKonKItsK
InteractionsKwithKPwNuKorKRadiebKMBioYK2018YKmYK 7.8 6

100 TheKextentKofKribosomeKqueuingKinKbuddingKyeastbKPLoSiComputationaliBiologyYK2018YKehYKeeddimie 5 40

99 TheKevolutionarilyKconservedKfactorKSusecyNYfKplaysKaKroleKinKtelomereKlengthKmaintenancebK
CurrentiGeneticsYK2018YKjhYKjgiajhh 2.9 4

98 MeceKisKneededKforKextensiveKtelomereKelongationKinKresponseKtoKethanolKinKyeastbKCurrentiGeneticsYK
2018YKjhYKffgafgh 2.9 9

97 TORKcomplexKfKinKfissionKyeastKisKrequiredKforKchromatinamediatedKgeneKsilencingKandKassemblyKofK
heterochromaticKdomainsKatKsubtelomeresbKJournaliofiBiologicaliChemistryYK2018YKfmgYKleglaleid 5.4 15

96 UbiquitylationadependentKoligomerizationKregulatesKactivityKofKNeddhKligasesbKEMBOiJournalYK2017YK
gjYKhfiahhd 13 37

95 uKstructureafunctionKanalysisKofKtheKyeastKylgeKproteinKrevealsKtheKimportanceKofKPwNuKunloadingKinK
genomeKstabilityKmaintenancebKNucleiciAcidsiResearchYK2017YKhiYKgelmagfdg 20.1 18

94 uKNewKMethodYKMReverseKYeastKTwoaΔybridKurrayMKTRYTΔuUYKIdentifiesKMutantsKthatKxissociateKtheK
PhysicalKInteractionKvetweenKylgeKandKSlxibKGeneticsYK2017YKfdjYKejlgaejmk 4

(2017-2019)
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93 LongKTelomeresKxoKNotKuffectKwellularKzitnessKinKYeastbKMBioYK2017YKlYK 7.8 6

92 TheKStdeKuctivatorKofKtheKSnfecuMPKKKinaseKwontrolsKGlucoseKResponseKinKYeastKbyKaKRegulatedK
ProteinKuggregationbKMoleculariCellYK2017YKjlYKeefdaeeggbeg 17.6 26

91 GLuxIuTORnKaKglobalKapproachKforKelucidatingKdiseaseKmodulesbKGenomeiMedicineYK2017YKmYKhl 14.4 10

90 RnreYKbutKnotKRnrgYKfacilitatesKtheKsustainedKtelomeraseadependentKelongationKofKtelomeresbKPLoSi
GeneticsYK2017YKegYKeeddkdlf 6 12

89 UtilizingKyeastKchemogenomicKprofilesKforKtheKpredictionKofKpharmacogenomicKassociationsKinK
humansbKScientificiReportsYK2016YKjYKfgkdg 4.9 3

88
GadlKProteinKIsKzoundKinKtheKNucleusKWhereKItKInteractsKwithKtheKMluIKwellKwycleKvoxabindingKzactorK
TMvzUKTranscriptionalKwomplexKtoKRegulateKtheKResponseKtoKxNuKReplicationKStressbKJournaliofi
BiologicaliChemistryYK2016YKfmeYKmgkeale

5.4 18

87 SystematicKidentificationKandKcorrectionKofKannotationKerrorsKinKtheKgeneticKinteractionKmapKofK
SaccharomycesKcerevisiaebKNucleiciAcidsiResearchYK2016YKhhYKeid 20.1 11

86 MixedKIntegerKLinearKProgrammingKbasedKmachineKlearningKapproachKidentifiesKregulatorsKofK
telomeraseKinKyeastbKNucleiciAcidsiResearchYK2016YKhhYKemg 20.1 8

85 RoleKofKtheKySwRTKwomplexesKinKTelomereKviologybKMBioYK2016YKkYK 7.8 8

84 ulternativeKclampKloaderscunloadersbKFEMSiYeastiResearchYK2016YKejYK 3.1 7

83 ylgeYKaKcentralKplayerKinKgenomeKstabilitybKMutationiResearchi-iReviewsiiniMutationiResearchYK2015YK
kjgYKfjkakm 7 12

82 wrossaTalkKbetweenKwarbonKMetabolismKandKtheKxNuKxamageKResponseKinKSbKcerevisiaebKCelli
ReportsYK2015YKefYKeljiaki 10.6 25

81 RegulationKofKylgeKactivityKbyKphosphorylationbKCelliCycleYK2015YKehYKgjlmamk 4.7 10

80 TORweKRegulatesKxevelopmentalKResponsesKtoKNitrogenKStressKviaKRegulationKofKtheKGuTuK
TranscriptionKzactorKGafebKMBioYK2015YKjYKeddmim 7.8 22

79 viologyKofKtelomeresnKlessonsKfromKbuddingKyeastbKFEMSiMicrobiologyiReviewsYK2014YKglYKehhake 15.1 62

78 uKmethodKforKpredictingKproteinaproteinKinteractionKtypesbKPLoSiONEYK2014YKmYKemdmdh 3.7 12

77
GlucoseKactivatesKTORwfaGadlKproteinKviaKpositiveKregulationKofKtheKcuMPccuMPadependentK
proteinKkinaseKuKTPKuUKpathwayKandKnegativeKregulationKofKtheKPmkeKproteinamitogenaactivatedK
proteinKkinaseKpathwaybKJournaliofiBiologicaliChemistryYK2014YKflmYKfekfkagk

5.4 29

76 GlycanKdegradationKTGlyxeRUKanalysisKpredictsKmammalianKgutKmicrobiotaKabundanceKandKhostK
dietaspecificKadaptationsbKMBioYK2014YKiYK 7.8 27
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75 IspkKIsKaKNovelKRegulatorKofKuminoKucidKUptakeKinKtheKTORKSignalingKPathwaybKMoleculariandi
CellulariBiologyYK2014YKghYKeigiaeigi 4.8 78

74 TelomereKlengthKkineticsKassayKTTyLKuUKsortsKtheKtelomereKlengthKmaintenanceKTtlmUKmutantsKintoK
functionalKgroupsbKNucleiciAcidsiResearchYK2014YKhfYKjgehafi 20.1 10

73
uKhighathroughputKchemicalKscreenKwithKzxuKapprovedKdrugsKrevealsKthatKtheKantihypertensiveK
drugKSpironolactoneKimpairsKcancerKcellKsurvivalKbyKinhibitingKhomologyKdirectedKrepairbKNucleici
AcidsiResearchYK2014YKhfYKijlmakde

20.1 28

72 GenomeawideKstudiesKofKtelomereKbiologyKinKbuddingKyeastbKMicrobialiCellYK2014YKeYKkdald 3.9 4

71 GenomicKinstabilityKandKrepairKmediatedKbyKcommonKrepeatedKsequencesbKProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYK2013YKeedYKemjjhai 11.5 2

70 yffectKofKnuclearKarchitectureKonKtheKefficiencyKofKdoubleastrandKbreakKrepairbKNatureiCelliBiologyYK
2013YKeiYKjmham 23.4 88

69 ynvironmentalKstressesKdisruptKtelomereKlengthKhomeostasisbKPLoSiGeneticsYK2013YKmYKeeddgkfe 6 70

68 NatureKvsKnurturenKinterplayKbetweenKtheKgeneticKcontrolKofKtelomereKlengthKandKenvironmentalK
factorsbKCelliCycleYK2013YKefYKghjiakd 4.7 15

67 TORwfKisKrequiredKtoKmaintainKgenomeKstabilityKduringKSKphaseKinKfissionKyeastbKJournaliofiBiologicali
ChemistryYK2013YKfllYKemjhmajd 5.4 21

66 GeneticKandKphysicalKinteractionsKbetweenKtheKyeastKyLGeKgeneKandKorthologsKofKtheKzanconiK
anemiaKpathwaybKCelliCycleYK2013YKefYKejfiagj 4.7 12

65 uKgeneticKscreenKforKhighKcopyKnumberKsuppressorsKofKtheKsyntheticKlethalityKbetweenKelge˛�KandK
srsf˛�KinKyeastbKG3:iGenesyiGenomesyiGeneticsYK2013YKgYKmekafj 3.2 8

64 SystematicKidentificationKofKgeneKannotationKerrorsKinKtheKwidelyKusedKyeastKmutationKcollectionsbK
NatureiMethodsYK2012YKmYKgkgal 21.6 58

63 TheKimportanceKofKbeingKmodifiednKPwNuKmodificationKandKxNuKdamageKresponsebKCelliCycleYK2012YK
eeYKfjfdag 4.7 17

62 TORKlinksKstarvationKresponsesKtoKtelomereKlengthKmaintenancebKCelliCycleYK2012YKeeYKffjlake 4.7 10

61 whromosomalKduplicationKisKaKtransientKevolutionaryKsolutionKtoKstressbKProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYK2012YKedmYKfededai 11.5 232

60 TheKRadeaRadedKnucleaseKpromotesKchromosomeKtranslocationsKbetweenKdispersedKrepeatsbK
NatureiStructuraliandiMoleculariBiologyYK2012YKemYKmjhake 17.6 33

59 wompositeKeffectsKofKgeneKdeterminantsKonKtheKtranslationKspeedKandKdensityKofKribosomesbK
GenomeiBiologyYK2011YKefYKReed 18.3 151

58 TorKcomplexKeKcontrolsKtelomereKlengthKbyKaffectingKtheKlevelKofKKubKCurrentiBiologyYK2011YKfeYKfeeiafd 6.3 26

(2011-2014)
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57 TheKroleKofKΔollidayKjunctionKresolvasesKinKtheKrepairKofKspontaneousKandKinducedKxNuKdamagebK
NucleiciAcidsiResearchYK2011YKgmYKkddmaem 20.1 37

56 RolesKofKRSwYKRadimYKandKcohesinKinKdoubleastrandKbreakKrepairbKMoleculariandiCellulariBiologyYK2011
YKgeYKgmfeag 4.8 5

55 ylgeYKtheKmajorKsubunitKofKanKalternativeKRzwKcomplexYKinteractsKwithKSUMOaprocessingKproteinsbK
CelliCycleYK2011YKedYKflmhamdg 4.7 22

54 unKantiacheckpointKactivityKforKrifebKPLoSiGeneticsYK2011YKkYKeeddfhfe 6 4

53 ylgeYKanKalternativeKsubunitKofKtheKRzwKclampKloaderYKpreferentiallyKinteractsKwithKSUMOylatedK
PwNubKEMBOiJournalYK2010YKfmYKfjeeaff 13 76

52 ProteasomeKnuclearKactivityKaffectsKchromosomeKstabilityKbyKcontrollingKtheKturnoverKofKMmsffYKaK
proteinKimportantKforKxNuKrepairbKPLoSiGeneticsYK2010YKjYKeedddlif 6 42

51 TheKyLGeKclampKloaderKplaysKaKroleKinKsisterKchromatidKcohesionbKPLoSiONEYK2009YKhYKeihmk 3.7 48

50 ΔigheraorderKgenomicKorganizationKofKcellularKfunctionsKinKyeastbKJournaliofiComputationaliBiologyYK
2009YKejYKgdgaej 1.7 8

49 TowardKaccurateKreconstructionKofKfunctionalKproteinKnetworksbKMoleculariSystemsiBiologyYK2009YKiYKfhl 12.2 80

48 uKgenomeawideKscreenKforKessentialKyeastKgenesKthatKaffectKtelomereKlengthKmaintenancebKNucleici
AcidsiResearchYK2009YKgkYKglhdam 20.1 63

47 uKcomplexacentricKviewKofKproteinKnetworkKevolutionbKNucleiciAcidsiResearchYK2009YKgkYKell 20.1 23

46 xevelopmentallyKregulatedKMuPKKpathwaysKmodulateKheterochromatinKinKSaccharomycesK
cerevisiaebKNucleiciAcidsiResearchYK2009YKgkYKhlgmahm 20.1 8

45 TORKcomplexKfKcontrolsKgeneKsilencingYKtelomereKlengthKmaintenanceYKandKsurvivalKunderK
xNuadamagingKconditionsbKMoleculariandiCellulariBiologyYK2009YKfmYKhilhamh 4.8 49

44 unalysisKofKrepairKmechanismKchoiceKduringKhomologousKrecombinationbKNucleiciAcidsiResearchYK
2009YKgkYKidleamf 20.1 47

43 udaptiveKpredictionKofKenvironmentalKchangesKbyKmicroorganismsbKNatureYK2009YKhjdYKffdah 50.4 371

42 zindingKaKmatchnKhowKdoKhomologousKsequencesKgetKtogetherKforKrecombinationsbKNatureiReviewsi
GeneticsYK2008YKmYKfkagk 30.1 137

41 uKsystemsalevelKapproachKtoKmappingKtheKtelomereKlengthKmaintenanceKgeneKcircuitrybKMoleculari
SystemsiBiologyYK2008YKhYKekf 12.2 45

40 zromKyaMuPsKtoKmoduleKmapsnKdissectingKquantitativeKgeneticKinteractionsKusingKphysicalK
interactionsbKMoleculariSystemsiBiologyYK2008YKhYKfdm 12.2 59
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39 uKroleKforKtheKyeastKcellKcyclecsplicingKfactorKwdchdKinKtheKGecSKtransitionbKCurrentiGeneticsYK2007YK
ieYKefgahd 2.9 16

38 GeneticKinteractionsKinKyeastnKisKrobustnessKgoingKbustsbKMoleculariSystemsiBiologyYK2007YKgYKmk 12.2 6

37 TheKylgeKreplicationKfactorKwalikeKcomplexnKaKnovelKguardianKofKgenomeKstabilitybKDNAiRepairYK2005YK
hYKhdmaek 4.3 38

36 yvidenceKforKabundantKtranscriptionKofKnonacodingKregionsKinKtheKSaccharomycesKcerevisiaeK
genomebKBMCiGenomicsYK2005YKjYKmg 4.5 19

35 TheKyeastKVPSKgenesKaffectKtelomereKlengthKregulationbKCurrentiGeneticsYK2005YKhkYKelafl 2.9 36

34 TheKSaccharomycesKcerevisiaeKgeneKwxwhdcPRPekKcontrolsKcellKcycleKprogressionKthroughKsplicingK
ofKtheKuNweKgenebKNucleiciAcidsiResearchYK2004YKgfYKfifmahd 20.1 33

33 uKgenomeawideKscreenKforKSaccharomycesKcerevisiaeKdeletionKmutantsKthatKaffectKtelomereKlengthbK
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYK2004YKedeYKljilajg 11.5 268

32 TheKwxKKregulatesKrepairKofKdoubleastrandKbreaksKbyKhomologousKrecombinationKduringKtheKcellK
cyclebKEMBOiJournalYK2004YKfgYKhljlaki 13 303

31 xSvKrepairnKtheKyeastKparadigmbKDNAiRepairYK2004YKgYKkmkakmk 4.3

30 xSvKrepairnKtheKyeastKparadigmbKDNAiRepairYK2004YKgYKkmkalei 4.3 129

29 TheKcompactKchromatinKstructureKofKaKTyKrepeatedKsequenceKsuppressesKrecombinationKhotspotK
activityKinKSaccharomycesKcerevisiaebKMoleculariCellYK2004YKeiYKffeage 17.6 40

28 NewKinsightsKintoKtheKmechanismKofKhomologousKrecombinationKinKyeastbKMutationiResearchi-i
ReviewsiiniMutationiResearchYK2004YKijjYKfgeahl 7 62

27 yLGeYKaKyeastKgeneKrequiredKforKgenomeKstabilityYKformsKaKcomplexKrelatedKtoKreplicationKfactorKwbK
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaYK2003YKeddYKmmdjaee 11.5 109

26 PitfallsKofKtheKsyntheticKlethalityKscreenKinKSaccharomycesKcerevisiaenKanKimprovedKdesignbKCurrenti
GeneticsYK2003YKhgYKjfam 2.9 19

25 MolecularKdissectionKofKmitoticKrecombinationKinKtheKyeastKSaccharomycesKcerevisiaebKMoleculariandi
CellulariBiologyYK2003YKfgYKehdgaek 4.8 99

24 TheKcheckpointKproteinKRadfhKofKSaccharomycesKcerevisiaeKisKinvolvedKinKprocessingKdoubleastrandK
breakKendsKandKinKrecombinationKpartnerKchoicebKMoleculariandiCellulariBiologyYK2003YKfgYKjiliamj 4.8 54

23 wontrolKofKmeioticKrecombinationKinitiationnKaKroleKforKtheKenvironmentsbKCurrentiGeneticsYK2002YKhfYKefmagm2.9 28

22 MutationsKinKgenesKofKSaccharomycesKcerevisiaeKencodingKpreamRNuKsplicingKfactorsKcauseKcellK
cycleKarrestKthroughKactivationKofKtheKspindleKcheckpointbKNucleiciAcidsiResearchYK2002YKgdYKhgjeakd 20.1 40

(2002-2007)
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21 xeletionKofKtheKSRSfKgeneKsuppressesKelevatedKrecombinationKandKxNuKdamageKsensitivityKinKradiK
andKradelKmutantsKofKSaccharomycesKcerevisiaebKMutationiResearchiDNAiRepairYK2001YKhljYKegkahj 53

20 RecombinationKbetweenKdivergentKsequencesKleadsKtoKcellKdeathKinKaKmismatcharepairaindependentK
mannerbKCurrentiGeneticsYK2000YKglYKfgagf 2.9 12

19 zunctionalKanalysesKofKinteractingKfactorsKinvolvedKinKbothKpreamRNuKsplicingKandKcellKcycleK
progressionKinKSaccharomycesKcerevisiaebKRnaYK2000YKjYKeijiakf 5.8 48

18 TheKrelationshipKbetweenKhomologyKlengthKandKcrossingKoverKduringKtheKrepairKofKaKbrokenK
chromosomebKJournaliofiBiologicaliChemistryYK2000YKfkiYKgdlggal 5.4 55

17 yxtensiveKgeneticKinteractionsKbetweenKPRPlKandKPRPekcwxwhdYKtwoKyeastKgenesKinvolvedKinK
preamRNuKsplicingKandKcellKcycleKprogressionbKGeneticsYK2000YKeihYKjeake 4 36

16 GeneticKandKphysicalKinteractionsKbetweenKfactorsKinvolvedKinKbothKcellKcycleKprogressionKandK
preamRNuKsplicingKinKSaccharomycesKcerevisiaebKGeneticsYK2000YKeijYKeidgaek 4 96

15 TheKidentificationKandKcharacterizationKofKaKnovelKsplicingKproteinYKIsyepYKofKSaccharomycesK
cerevisiaebKRnaYK1999YKiYKgjdal 5.8 35

14 wharacterizationKofKtheKroleKplayedKbyKtheKRuximKgeneKofKSaccharomycesKcerevisiaeKinKectopicK
recombinationbKCurrentiGeneticsYK1999YKgjYKegafd 2.9 33

13 ΔomologyKsearchKandKchoiceKofKhomologousKpartnerKduringKmitoticKrecombinationbKMoleculariandi
CellulariBiologyYK1999YKemYKheghahf 4.8 79

12
GeneticKinteractionsKbetweenKmutantsKofKtheKSerroraproneSKrepairKgroupKofKSaccharomycesK
cerevisiaeKandKtheirKeffectKonKrecombinationKandKmutagenesisbKMutationiResearchiDNAiRepairYK1998
YKhdkYKegiahi

72

11 IdentificationKandKfunctionalKanalysisKofKhPRPekYKtheKhumanKhomologueKofKtheKPRPekcwxwhdKyeastK
geneKinvolvedKinKsplicingKandKcellKcycleKcontrolbKRnaYK1998YKhYKegdhaef 5.8 35

10 xamageainducedKectopicKrecombinationKinKtheKyeastKSaccharomycesKcerevisiaebKMutationiResearchi
DNAiRepairYK1997YKglhYKggahh 12

9 TheKroleKofKSaccharomycesKcerevisiaeKwdchdpKinKxNuKreplicationKandKmitoticKspindleKformationK
andcorKmaintenancebKMoleculariGeneticsiandiGenomicsYK1995YKfhkYKefgagj 41

8 xonationKofKinformationKtoKtheKunbrokenKchromosomeKinKdoubleastrandKbreakKrepairbKCurrenti
GeneticsYK1993YKfgYKhehaff 2.9 13

7 yffectKofKdonorKcopyKnumberKonKtheKrateKofKgeneKconversionKinKtheKyeastKSaccharomycesKcerevisiaebK
MoleculariGeneticsiandiGenomicsYK1992YKfgiYKmkaedg 14

6 TheKRuxidKgeneKofKSaccharomycesKcerevisiaeKisKnotKessentialKforKvegetativeKgrowthbKCurrenti
GeneticsYK1986YKedYKhlkam 2.9 5

5 RegulationKofKtheKRuxjKgeneKofKSaccharomycesKcerevisiaeKinKtheKmitoticKcellKcycleKandKinKmeiosisbK
MoleculariGeneticsiandiGenomicsYK1986YKfdgYKiglahg 29

4 xNuarepairKcharacterizationKofKcdchdaeYKaKcellacycleKmutantKofKSaccharomycesKcerevisiaebKMutationi
Researchi-iFundamentaliandiMoleculariMechanismsiofiMutagenesisYK1986YKejfYKggahd 3.3 12
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3 wloningKandKmappingKofKwxwhdYKaKSaccharomycesKcerevisiaeKgeneKwithKaKroleKinKxNuKrepairbKCurrenti
GeneticsYK1985YKmYKfigak 2.9 27

2 urrestKofKtheKmitoticKcellKcycleKandKofKmeiosisKinKSaccharomycesKcerevisiaeKbyKMMSbKMoleculari
GeneticsiandiGenomicsYK1985YKfdeYKiilaijh 21

1 wloningKandKmappingKofKtheKRuxidKgeneKofKSaccharomycesKcerevisiaebKMoleculariGeneticsiandi
GenomicsYK1984YKemgYKifiage 21
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