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h Paper IF Citations

142 TheKcontextXspecificKroleKofKgermlineKpathogenicityKinKtumorigenesisYKNatureiGeneticsWK2021WKecWKaeggXaehe36.3 6

141 ynheritedKTPecKVariantsKandKRiskKofKProstateKsancerYKEuropeaniUrologyWK2021WK 10.2 4

140 slonalKhematopoiesisKisKassociatedKwithKriskKofKsevereKsovidXaiYKNatureiCommunicationsWK2021WKabWKeige 17.4 12

139 SequencingKatKlymphoidKneoplasmKsusceptibilityKlociKmapsKsixKmyelomaKriskKgenesYKHumani
MoleculariGeneticsWK2021WKc_WKaadbXaaec 5.6

138 NovelKultraXrareKexonicKvariantsKidentifiedKinKaKfounderKpopulationKimplicateKcadherinsKinK
schizophreniaYKNeuronWK2021WKa_iWKadfeXadghYed 13.9 8

137
TheKpredictiveKabilityKofKtheKcacKvariantXbasedKpolygenicKriskKscoreKforKcontralateralKbreastKcancerK
riskKpredictionKinKwomenKofKuuropeanKancestryKwithKaKheterozygousKrRsqaKorKrRsqbKpathogenicK
variantYKGeneticsiiniMedicineWK2021WKbcWKagbfXagcg

8.1 2

136 PrevalenceKofKwermlineKqlterationsKonKTargetedKTumorXNormalKSequencingKofKusophagogastricK
sancerYKJAMAiNetworkiOpenWK2021WKdWKebaadgec 10.4 4

135
vunctionalKannotationKofKtheKbqceKbreastKcancerKriskKlocusKimplicatesKaKstructuralKvariantKinK
influencingKactivityKofKaKlongXrangeKenhancerKelementYKAmericaniJournaliofiHumaniGeneticsWK2021WK
a_hWKaai_Xab_c

11 1

134 TargetingKwermlineXKandKTumorXqssociatedKNucleotideKuxcisionKRepairKtefectsKinKsancerYKClinicali
CanceriResearchWK2021WKbgWKaiigXb_a_ 12.9 2

133 wenomeXwideKhomozygosityKandKriskKofKfourKnonXxodgkinKlymphomaKsubtypesYKJournaliofi
TranslationaliGeneticsiandiGenomicsWK2021WKeWKb__Xbag 1.7

132 qKcaseXonlyKstudyKtoKidentifyKgeneticKmodifiersKofKbreastKcancerKriskKforKrRsqaZrRsqbKmutationK
carriersYKNatureiCommunicationsWK2021WKabWKa_gh 17.4 4

131 ProspectiveKpanXcancerKgermlineKtestingKusingKöS XyöPqsTKinformsKclinicalKtranslationKinKgeaK
patientsKwithKpediatricKsolidKtumorsYKNatureiCancerWK2021WKbWKcegXcfe 15.4 23

130 rreastKandKProstateKsancerKRisksKforKöaleKrRsqaKandKrRsqbKPathogenicKVariantKsarriersKUsingK
PolygenicKRiskKScoresYKJournaliofitheiNationaliCanceriInstituteWK2021WK 9.7 3

129 qKsomprehensiveKsomparisonKofKuarlyXOnsetKandKqverageXOnsetKsolorectalKsancersYKJournaliofithei
NationaliCanceriInstituteWK2021WK 9.7 12

128 öendelianKrandomisationKstudyKofKsmokingKexposureKinKrelationKtoKbreastKcancerKriskYKBritishi
JournaliofiCancerWK2021WKabeWKaaceXaade 8.7 0

127
sharacterizationKofKtheKsancerKSpectrumKinKöenKWithKwermlineKrRsqaKandKrRsqbKPathogenicK
VariantsjKResultsKvromKtheKsonsortiumKofKynvestigatorsKofKöodifiersKofKrRsqaZbKSsyörqTYKJAMAi
OncologyWK2020WKfWKabahXabc_

13.4 25

126 TranscriptomeXwideKassociationKstudyKofKbreastKcancerKriskKbyKestrogenXreceptorKstatusYKGenetici
EpidemiologyWK2020WKddWKddbXdfh 2.6 9
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125 sascadingKqfterKPeridiagnosticKsancerKweneticKTestingjKqnKqlternativeKtoKPopulationXrasedK
ScreeningYKJournaliofiClinicaliOncologyWK2020WKchWKacihXad_h 2.2 20

124 aapaeYeKepimutationsKinKchildrenKwithKWilmsKtumorKandKhepatoblastomaKdetectedKinKperipheralK
bloodYKCancerWK2020WKabfWKcaadXcaba 6.4 11

123 qssociationKofKwenomicKtomainsKinKandKwithKProstateKsancerKRiskKandKqggressivenessYKCanceri
ResearchWK2020WKh_WKfbdXfch 10.1 22

122 vineXmappingKofKae_KbreastKcancerKriskKregionsKidentifiesKaiaKlikelyKtargetKgenesYKNatureiGeneticsWK
2020WKebWKefXgc 36.3 56

121 sancerKSusceptibilityKöutationsKinKPatientsKWithKUrothelialKöalignanciesYKJournaliofiClinicali
OncologyWK2020WKchWKd_fXdad 2.2 31

120 PolygenicKriskKscoresKandKbreastKandKepithelialKovarianKcancerKrisksKforKcarriersKofKrRsqaKandKrRsqbK
pathogenicKvariantsYKGeneticsiiniMedicineWK2020WKbbWKafecXafff 8.1 34

119 qKRareKöutationKPredominantKinKqshkenaziKzewsKsonfersKRiskKofKöultipleKsancersYKCanceriResearchWK
2020WKh_WKcgcbXcgdd 10.1 7

118 öutationKRatesKinKsancerKSusceptibilityKwenesKinKPatientsKWithKrreastKsancerKWithKöultipleKPrimaryK
sancersYKJCOiPrecisioniOncologyWK2020WKdWK 3.6 2

117 ynheritedKvariantsKatKcqacYccKandKcpbdYaKareKassociatedKwithKriskKofKdiffuseKlargeKrXcellKlymphomaK
andKimplicateKimmuneKpathwaysYKHumaniMoleculariGeneticsWK2020WKbiWKg_Xgi 5.6 12

116 vumarateKhydrataseKvxKcYadca_adccdupqqqKSpYLysdggdupTKvariantKisKnotKassociatedKwithKcancerK
includingKrenalKcellKcarcinomaYKHumaniMutationWK2020WKdaWKa_cXa_i 4.7 11

115 LipidKTraitKVariantsKandKtheKRiskKofKNonXxodgkinKLymphomaKSubtypesjKqKöendelianKRandomizationK
StudyYKCanceriEpidemiologyiBiomarkersiandiPreventionWK2020WKbiWKa_gdXa_gh 4 4

114 TwoKtruncatingKvariantsKinKvqNssKandKbreastKcancerKriskYKScientificiReportsWK2019WKiWKabebd 4.9 2

113 wenomeXwideKassociationKandKtranscriptomeKstudiesKidentifyKtargetKgenesKandKriskKlociKforKbreastK
cancerYKNatureiCommunicationsWK2019WKa_WKagda 17.4 47

112 öicrosatelliteKynstabilityKysKqssociatedKWithKtheKPresenceKofKLynchKSyndromeKPanXsancerYKJournaliofi
ClinicaliOncologyWK2019WKcgWKbhfXbie 2.2 203

111 saseXcontrolKanalysisKidentifiesKsharedKpropertiesKofKrareKgermlineKvariationKinKcancerKpredisposingK
genesYKEuropeaniJournaliofiHumaniGeneticsWK2019WKbgWKhbdXhbh 5.3 1

110 weneticallyKteterminedKxeightKandKRiskKofKNonXhodgkinKLymphomaYKFrontiersiiniOncologyWK2019WKiWKaeci5.3 1

109 NovelKsommonKweneticKSusceptibilityKLociKforKsolorectalKsancerYKJournaliofitheiNationaliCanceri
InstituteWK2019WKaaaWKadfXaeg 9.7 67

108 weneticKoverlapKbetweenKautoimmuneKdiseasesKandKnonXxodgkinKlymphomaKsubtypesYKGenetici
EpidemiologyWK2019WKdcWKhddXhfc 2.6 15

(2019-2020)
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107 TowardKautomationKofKgermlineKvariantKcurationKinKclinicalKcancerKgeneticsYKGeneticsiiniMedicineWK
2019WKbaWKbaafXbabe 8.1 14

106 UnderstandingKinheritedKriskKinKunselectedKnewlyKdiagnosedKpatientsKwithKendometrialKcancerYKJCOi
PrecisioniOncologyWK2019WKcWK 3.6 2

105 wermlineKdeletionKofKinKfamilialKacuteKlymphoblasticKleukemiaYKBloodiAdvancesWK2019WKcWKa_ciXa_df 7.8 13

104 PolygenicKRiskKScoresKforKPredictionKofKrreastKsancerKandKrreastKsancerKSubtypesYKAmericani
JournaliofiHumaniGeneticsWK2019WKa_dWKbaXcd 11 363

103 tiscoveryKofKcommonKandKrareKgeneticKriskKvariantsKforKcolorectalKcancerYKNatureiGeneticsWK2019WKeaWKgfXhg36.3 177

102 ProspectiveKuvaluationKofKwermlineKqlterationsKinKPatientsKWithKuxocrineKPancreaticKNeoplasmsYK
JournaliofitheiNationaliCanceriInstituteWK2018WKaa_WKa_fgXa_gd 9.7 103

101 öutationalKspectrumKinKaKworldwideKstudyKofKbiWg__KfamiliesKwithKrRsqaKorKrRsqbKmutationsYK
HumaniMutationWK2018WKciWKeicXfb_ 4.7 138

100 xighXdepthKwholeKgenomeKsequencingKofKanKqshkenaziKzewishKreferenceKpaneljKenhancingK
sensitivityWKaccuracyWKandKimputationYKHumaniGeneticsWK2018WKacgWKcdcXcee 6.3 16

99 wermlineKLysineXSpecificKtemethylaseKaKSTKöutationsKsonferKSusceptibilityKtoKöultipleKöyelomaYK
CanceriResearchWK2018WKghWKbgdgXbgei 10.1 32

98 xLqKslassKyKandKyyKtiversityKsontributesKtoKtheKutiologicKxeterogeneityKofKNonXxodgkinKLymphomaK
SubtypesYKCanceriResearchWK2018WKghWKd_hfXd_if 10.1 18

97 wermlineKmutationsKinKchildrenKandKadultsKwithKcancerYKJournaliofiPhysicaliEducationiandiSportsi
ManagementWK2018WKdWK 2.8 20

96 vrequencyKofKactionableKcancerKpredisposingKgermlineKmutationsKinKpatientsKwithKlungKcancersYYK
JournaliofiClinicaliOncologyWK2018WKcfWKae_dXae_d 2.2 2

95 tNqKdamageKrepairKSttRTKgermlineKmutationsKinKpatientsKSPtsTKwithKurothelialKcarcinomaKSUsTYYK
JournaliofiClinicaliOncologyWK2018WKcfWKaeafXaeaf 2.2 2

94 NovelKpedigreeKanalysisKimplicatesKtNqKrepairKandKchromatinKremodelingKinKmultipleKmyelomaKriskYK
PLoSiGeneticsWK2018WKadWKea__gaaa 6 20

93 ynheritedKmutationsKinKbreastKcancerKpatientsKwithKandKwithoutKmultipleKprimaryKcancersYYKJournaliofi
ClinicaliOncologyWK2018WKcfWKae_cXae_c 2.2

92 TwoKhighXriskKsusceptibilityKlociKatKfpbeYcKandKadqcbYacKforKWaldenstrˆ¶mKmacroglobulinemiaYK
NatureiCommunicationsWK2018WKiWKdahb 17.4 8

91 PrevalenceKofKwermlineKöutationsKinKsancerKSusceptibilityKwenesKinKPatientsKWithKqdvancedKRenalK
sellKsarcinomaYKJAMAiOncologyWK2018WKdWKabbhXabce 13.4 66

90 wenomeXwideKassociationKanalysisKimplicatesKdysregulationKofKimmunityKgenesKinKchronicK
lymphocyticKleukaemiaYKNatureiCommunicationsWK2017WKhWKadage 17.4 54
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89 TheKcontributionKofKpathogenicKvariantsKinKbreastKcancerKsusceptibilityKgenesKtoKfamilialKbreastK
cancerKriskYKNpjiBreastiCancerWK2017WKcWKbb 7.8 78

88 ydentificationKofKabKnewKsusceptibilityKlociKforKdifferentKhistotypesKofKepithelialKovarianKcancerYK
NatureiGeneticsWK2017WKdiWKfh_Xfia 36.3 190

87 ydentificationKofKtenKvariantsKassociatedKwithKriskKofKestrogenXreceptorXnegativeKbreastKcancerYK
NatureiGeneticsWK2017WKdiWKagfgXaggh 36.3 186

86 ProspectiveKwenomicKProfilingKofKProstateKsancerKqcrossKtiseaseKStatesKRevealsKwermlineKandK
SomaticKqlterationsKThatKöayKqffectKslinicalKtecisionKöakingYKJCOiPrecisioniOncologyWK2017WKb_agWK 3.6 151

85 PredictionKofKrreastKandKProstateKsancerKRisksKinKöaleKrRsqaKandKrRsqbKöutationKsarriersKUsingK
PolygenicKRiskKScoresYKJournaliofiClinicaliOncologyWK2017WKceWKbbd_Xbbe_ 2.2 101

84
öutationKtetectionKinKPatientsKWithKqdvancedKsancerKbyKUniversalKSequencingKofKsancerXRelatedK
wenesKinKTumorKandKNormalKtNqKvsKwuidelineXrasedKwermlineKTestingYKJAMAiwiJournaliofithei
AmericaniMedicaliAssociationWK2017WKcahWKhbeXhce

27.4 235

83 yntegrativeKclinicalKgenomicsKofKmetastaticKcancerYKNatureWK2017WKedhWKbigXc_c 50.4 440

82 LupusXrelatedKsingleKnucleotideKpolymorphismsKandKriskKofKdiffuseKlargeKrXcellKlymphomaYKLupusi
ScienceiandiMedicineWK2017WKdWKe___ahg 4.6 10

81
qssociationKofKbreastKcancerKriskKinKrRsqaKandKrRsqbKmutationKcarriersKwithKgeneticKvariantsK
showingKdifferentialKallelicKexpressionjKidentificationKofKaKmodifierKofKbreastKcancerKriskKatKlocusK
aaqbbYcYKBreastiCanceriResearchiandiTreatmentWK2017WKafaWKaagXacd

4.4 15

80 ProspectiveKassessmentKforKpathogenicKgermlineKalterationsKSPwqTKinKpancreasKcancerKSPqsTYYK
JournaliofiClinicaliOncologyWK2017WKceWKda_bXda_b 2.2 4

79
uvaluatingKtheKassociationKofKmultipleKsingleKnucleotideKpolymorphismsKwithKresponseKtoK
gemcitabineKandKplatinumKcombinationKchemotherapyKinKurothelialKcarcinomaKofKthe´ bladderoYK
InternationaliJournaliofiClinicaliPharmacologyiandiTherapeuticsWK2017WKeeWKb_cXb_i

2 2

78 NoKclinicalKutilityKofK RqSKvariantKrsfagfdcg_KforKovarianKorKbreastKcancerYKGynecologiciOncologyWK
2016WKadaWKchfXd_a 4.9 15

77 wenomeKSequencingKofKöultipleKPrimaryKTumorsKRevealsKaKNovelKPqLrbKVariantYKJournaliofiClinicali
OncologyWK2016WKcdWKefaXg 2.2 6

76 vunctionalKmechanismsKunderlyingKpleiotropicKriskKallelesKatKtheKaipacYaKbreastXovarianKcancerK
susceptibilityKlocusYKNatureiCommunicationsWK2016WKgWKabfge 17.4 53

75 öetaXanalysisKofKgenomeXwideKassociationKstudiesKdiscoversKmultipleKlociKforKchronicKlymphocyticK
leukemiaYKNatureiCommunicationsWK2016WKgWKa_icc 17.4 70

74 slinicalKuvaluationKofKsisplatinKSensitivityKofKwermlineKPolymorphismsKinKNeoadjuvantK
shemotherapyKforKUrothelialKsancerYKClinicaliGenitourinaryiCancerWK2016WKadWKeaaXeag 3.3 4

73 wermlineKVariantsKinKTargetedKTumorKSequencingKUsingKöatchedKNormalKtNqYKJAMAiOncologyWK
2016WKbWKa_dXaa 13.4 198

72 weneticallyKpredictedKlongerKtelomereKlengthKisKassociatedKwithKincreasedKriskKofKrXcellKlymphomaK
subtypesYKHumaniMoleculariGeneticsWK2016WKbeWKaffcXgf 5.6 39

(2016-2017)
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71
ydentificationKofKaKnovelKsusceptibilityKlocusKatKacqcdKandKrefinementKofKtheKb_pabYbKregionKasKaK
multiXsignalKlocusKassociatedKwithKbladderKcancerKriskKinKindividualsKofKuuropeanKancestryYKHumani
MoleculariGeneticsWK2016WKbeWKab_cXad

5.6 20

70 rreastKcancerKriskKvariantsKatKfqbeKdisplayKdifferentKphenotypeKassociationsKandKregulateKuSRaWK
RöNtaKandKsstsag_YKNatureiGeneticsWK2016WKdhWKcgdXhf 36.3 93

69
sollaborativeKscienceKinKtheKnextXgenerationKsequencingKerajKaKviewpointKonKhowKtoKcombineK
exomeKsequencingKdataKacrossKsitesKtoKidentifyKnovelKdiseaseKsusceptibilityKgenesYKBriefingsiini
BioinformaticsWK2016WKagWKfgbXg

13.4 5

68 qKwermlineKVariantKonKshromosomeKdqcaYaKqssociatesKwithKSusceptibilityKtoKtevelopingKsolonK
sancerKöetastasisYKPLoSiONEWK2016WKaaWKe_adfdce 3.7 1

67 vineXScaleKöappingKatKipbbYbKydentifiesKsandidateKsausalKVariantsKThatKöodifyKOvarianKsancerKRiskK
inKrRsqaKandKrRsqbKöutationKsarriersYKPLoSiONEWK2016WKaaWKe_aehh_a 3.7 7

66 ynheritedKtNqXRepairKweneKöutationsKinKöenKwithKöetastaticKProstateKsancerYKNewiEnglandi
JournaliofiMedicineWK2016WKcgeWKddcXec 59.2 791

65 ydentificationKofKindependentKassociationKsignalsKandKputativeKfunctionalKvariantsKforKbreastKcancerK
riskKthroughKfineXscaleKmappingKofKtheKabpaaKlocusYKBreastiCanceriResearchWK2016WKahWKfd 8.3 25

64
uvaluationKofKqsöwXwuidelineXrasedKVariantKslassificationKofKsancerKSusceptibilityKandK
NonXsancerXqssociatedKwenesKinKvamiliesKqffectedKbyKrreastKsancerYKAmericaniJournaliofiHumani
GeneticsWK2016WKihWKh_aXhag

11 86

63 öaleKbreastKcancerKinKrRsqaKandKrRsqbKmutationKcarriersjKpathologyKdataKfromKtheKsonsortiumKofK
ynvestigatorsKofKöodifiersKofKrRsqaZbYKBreastiCanceriResearchWK2016WKahWKae 8.3 58

62 sonflictingKynterpretationKofKweneticKVariantsKandKsancerKRiskKbyKsommercialKLaboratoriesKasK
qssessedKbyKtheKProspectiveKRegistryKofKöultiplexKTestingYKJournaliofiClinicaliOncologyWK2016WKcdWKd_gaXd_gh2.2 110

61 qKRecurrentKuRsscKTruncatingKöutationKsonfersKöoderateKRiskKforKrreastKsancerYKCanceriDiscovery
WK2016WKfWKabfgXabge 24.4 30

60 ydentificationKofKsixKnewKsusceptibilityKlociKforKinvasiveKepithelialKovarianKcancerYKNatureiGeneticsWK
2015WKdgWKafdXga 36.3 177

59 vqNsöKcYegiasnTKnonsenseKmutationKSrsaddefgfebTKinducesKexonKskippingWKaffectsKtNqKrepairK
activityKandKisKaKfamilialKbreastKcancerKriskKfactorYKHumaniMoleculariGeneticsWK2015WKbdWKecdeXee 5.6 68

58 qnKanalysisKofKtheKassociationKbetweenKprostateKcancerKriskKlociWKPSqKlevelsWKdiseaseKaggressivenessK
andKdiseaseXspecificKmortalityYKBritishiJournaliofiCancerWK2015WKaacWKaffXgb 8.7 8

57 qssociationKofKtypeKandKlocationKofKrRsqaKandKrRsqbKmutationsKwithKriskKofKbreastKandKovarianK
cancerYKJAMAiwiJournaliofitheiAmericaniMedicaliAssociationWK2015WKcacWKacdgXfa 27.4 286

56 sandidateKgeneticKmodifiersKforKbreastKandKovarianKcancerKriskKinKrRsqaKandKrRsqbKmutationK
carriersYKCanceriEpidemiologyiBiomarkersiandiPreventionWK2015WKbdWKc_hXaf 4 20

55 qnKoriginalKphylogeneticKapproachKidentifiedKmitochondrialKhaplogroupKTaaaKasKinverselyK
associatedKwithKbreastKcancerKriskKinKrRsqbKmutationKcarriersYKBreastiCanceriResearchWK2015WKagWKfa 8.3 16

54 weneticKsusceptibilityKtoKdiffuseKlargeKrXcellKlymphomaKinKaKpooledKstudyKofKthreeKuasternKqsianK
populationsYKEuropeaniJournaliofiHaematologyWK2015WKieWKddbXh 3.8 26

Vijai Joseph

6



53 qssessingKassociationsKbetweenKtheKqUR qXxööRXTPXbXTUrwaKfunctionalKmoduleKandKbreastK
cancerKriskKinKrRsqaZbKmutationKcarriersYKPLoSiONEWK2015WKa_WKe_ab__b_ 3.7 26

52 wermlineKuTVfKöutationsKsonferKSusceptibilityKtoKqcuteKLymphoblasticKLeukemiaKandK
ThrombocytopeniaYKPLoSiGeneticsWK2015WKaaWKea__ebfb 6 99

51 qKgenomeXwideKassociationKstudyKofKmarginalKzoneKlymphomaKshowsKassociationKtoKtheKxLqKregionYK
NatureiCommunicationsWK2015WKfWKegea 17.4 44

50 PredictionKofKbreastKcancerKriskKbasedKonKprofilingKwithKcommonKgeneticKvariantsYKJournaliofithei
NationaliCanceriInstituteWK2015WKa_gWK 9.7 324

49 TissueXSpecificKunrichmentKofKLymphomaKRiskKLociKinKRegulatoryKulementsYKPLoSiONEWK2015WKa_WKe_acicf_3.7 5

48 wenomeXwideKassociationKstudyKidentifiesKmultipleKsusceptibilityKlociKforKdiffuseKlargeKrKcellK
lymphomaYKNatureiGeneticsWK2014WKdfWKabccXh 36.3 108

47 wenomeXwideKassociationKstudyKidentifiesKfiveKsusceptibilityKlociKforKfollicularKlymphomaKoutsideK
theKxLqKregionYKAmericaniJournaliofiHumaniGeneticsWK2014WKieWKdfbXga 11 74

46 sancerKgenomicsKandKinheritedKriskYKJournaliofiClinicaliOncologyWK2014WKcbWKfhgXih 2.2 100

45 SequencingKanKqshkenaziKreferenceKpanelKsupportsKpopulationXtargetedKpersonalKgenomicsKandK
illuminatesKzewishKandKuuropeanKoriginsYKNatureiCommunicationsWK2014WKeWKdhce 17.4 115

44 tNqKglycosylasesKinvolvedKinKbaseKexcisionKrepairKmayKbeKassociatedKwithKcancerKriskKinKrRsqaKandK
rRsqbKmutationKcarriersYKPLoSiGeneticsWK2014WKa_WKea__dbef 6 33

43
RefinedKhistopathologicalKpredictorsKofKrRsqaKandKrRsqbKmutationKstatusjKaKlargeXscaleKanalysisKofK
breastKcancerKcharacteristicsKfromKtheKrsqsWKsyörqWKandKuNywöqKconsortiaYKBreastiCanceriResearch
WK2014WKafWKcdai

8.3 82

42 qssociationsKofKcommonKbreastKcancerKsusceptibilityKallelesKwithKriskKofKbreastKcancerKsubtypesKinK
rRsqaKandKrRsqbKmutationKcarriersYKBreastiCanceriResearchWK2014WKafWKcdaf 8.3 46

41 VariantsKatKyRXdKasKprostateKcancerKexpressionKquantitativeKtraitKlociYKEuropeaniJournaliofiHumani
GeneticsWK2014WKbbWKeehXfc 5.3 27

40 weneticKassociationKanalysisKofKqTPKbindingKcassetteKproteinKfamilyKrevealsKaKnovelKassociationKofK
qrsraKgeneticKvariantsKwithKepilepsyKriskWKbutKnotKwithKdrugXresistanceYKPLoSiONEWK2014WKiWKehibec 3.7 14

39 weneticKvariationKinKtNqKrepairKpathwaysKandKriskKofKnonXxodgkinRsKlymphomaYKPLoSiONEWK2014WKiWKea_afhe3.7 12

38 sOöPLuXOjKidentifyingKtheKmissingKheritabilityKofKbreastKcancerKviaKnextKgenerationKcollaborationYK
BreastiCanceriResearchWK2013WKaeWKd_b 8.3 30

37 qKrecurrentKgermlineKPqXeKmutationKconfersKsusceptibilityKtoKpreXrKcellKacuteKlymphoblasticK
leukemiaYKNatureiGeneticsWK2013WKdeWKabbfXabca 36.3 205

36 öajorKvaultKproteinKSöVPTKgeneKpolymorphismsKandKdrugKresistanceKinKmesialKtemporalKlobeK
epilepsyKwithKhippocampalKsclerosisYKGeneWK2013WKebfWKddiXec 3.8 14

(2013-2015)
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35 PrevalenceKofKxOXracKmutationKinKaKpopulationKofKqshkenaziKzewishKmenKtreatedKforKprostateK
cancerYKFamilialiCancerWK2013WKabWKeigXf__ 3 8

34 wenomeXwideKassociationKstudyKidentifiesKmultipleKriskKlociKforKchronicKlymphocyticKleukemiaYK
NatureiGeneticsWK2013WKdeWKhfhXgf 36.3 147

33 wermlineKsingleKnucleotideKpolymorphismsKassociatedKwithKresponseKofKurothelialKcarcinomaKtoK
platinumXbasedKtherapyjKtheKroleKofKtheKhostYKAnnalsiofiOncologyWK2013WKbdWKbdadXba 10.3 10

32 ydentificationKofKaKrRsqbXspecificKmodifierKlocusKatKfpbdKrelatedKtoKbreastKcancerKriskYKPLoSi
GeneticsWK2013WKiWKea__cagc 6 90

31 qKrecessiveKfounderKmutationKinKregulatorKofKtelomereKelongationKhelicaseKaWKRTuLaWKunderliesK
severeKimmunodeficiencyKandKfeaturesKofKxoyeraalKxreidarssonKsyndromeYKPLoSiGeneticsWK2013WKiWKea__cfie6 85

30 wenomeXwideKassociationKstudyKinKrRsqaKmutationKcarriersKidentifiesKnovelKlociKassociatedKwithK
breastKandKovarianKcancerKriskYKPLoSiGeneticsWK2013WKiWKea__cbab 6 209

29 SusceptibilityKlociKassociatedKwithKspecificKandKsharedKsubtypesKofKlymphoidKmalignanciesYKPLoSi
GeneticsWK2013WKiWKea__cbb_ 6 38

28 wqrRwbWKrsbaa_cgKisKassociatedKwithKepilepsyKsusceptibilityWKbutKnotKwithKantiepilepticKdrugK
resistanceKandKfebrileKseizuresYKPharmacogeneticsiandiGenomicsWK2013WKbcWKf_eXa_ 1.9 31

27 qssessmentKofKSLXdKöutationsKinKxereditaryKrreastKsancersYKPLoSiONEWK2013WKhWKeffifa 3.7 24

26 SalivaKsamplesKforKgenomicKtestingKforKpreventiveKoncologyjKymprovingKtheKyieldYYKJournaliofiClinicali
OncologyWK2013WKcaWKeabeeeXeabeee 2.2

25 TranscriptionalKregulationKandKprostateKcancerKriskKlociYYKJournaliofiClinicaliOncologyWK2013WKcaWKaeedXaeed2.2

24 sommonKvariantsKatKabpaaWKabqbdWKipbaWKiqcaYbKandKinKZNvcfeKareKassociatedKwithKbreastKcancerK
riskKforKrRsqaKandZorKrRsqbKmutationKcarriersYKBreastiCanceriResearchWK2012WKadWKRcc 8.3 70

23 PrevalenceKofKrRsqaKandKrRsqbKmutationsKinKqshkenaziKzewishKfamiliesKwithKbreastKandKpancreaticK
cancerYKCancerWK2012WKaahWKdicXi 6.4 71
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