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and BRCA-Deficient Tumors. Molecular Cancer Therapeutics, 2017, 16, 2543-2551. 4.1 25

52 SEL1L-dependent Substrates Require Derlin2/3 and Herp1/2 for Endoplasmic Reticulum-associated
Degradation. Cell Structure and Function, 2017, 42, 81-94. 1.1 13

53 Complementation of aprataxin deficiency by base excision repair enzymes in mitochondrial extracts.
Nucleic Acids Research, 2017, 45, 10079-10088. 14.5 24

54 Selective cytotoxicity of the anti-diabetic drug, metformin, in glucose-deprived chicken DT40 cells.
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61 Deazaflavin Inhibitors of Tyrosyl-DNA Phosphodiesterase 2 (TDP2) Specific for the Human Enzyme and
Active against Cellular TDP2. ACS Chemical Biology, 2016, 11, 1925-1933. 3.4 32

62 Determination of genotoxic potential by comparison of structurally related azo dyes using DNA
repair-deficient DT40 mutant panels. Chemosphere, 2016, 164, 106-112. 8.2 11

63
Proteomics Analysis with a Nano Random Forest Approach Reveals Novel Functional Interactions
Regulated by SMC Complexes on Mitotic Chromosomes. Molecular and Cellular Proteomics, 2016, 15,
2802-2818.

3.8 20
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