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h Paper IF Citations

685 ²keletalGmuscleGphenotypingGofGsippoGgeneTmutatedGmiceGrevealsGthatGwatsXGdeletionGincreasesGtheG
percentageGofGtypeGtGmuscleGfibersUUGTransgenicVResearchSG2022SGZXSGYYb 3.3 0

684 renomeTwideGmetaTanalysisGofGphytosterolsGrevealsGfiveGnovelGlociGandGaGdetrimentalGeffectGonG
coronaryGatherosclerosisUUGNatureVCommunicationsSG2022SGXZSGX[Z 17.4 3

683 lnimalGwelfareG2022SGcXTXXX

682 pxtensiveGidentificationGofGgenesGinvolvedGinGcongenitalGandGstructuralGheartGdisordersGandG
cardiomyopathyG2022SGXSGX]bTXbZ 2

681 ×heGrermanGrestationalGoiabetesG²tudyGO–RprPSGaGprospectiveGmulticentreGcohortGstudyeGrationaleSG
methodologyGandGdesignUUGBMJVOpenSG2022SGXYSGeW]cYac 3 0

680 pxomenhipTbasedGrareGvariantGassociationGstudyGinGrestlessGlegsGsyndromeUUGSleepVMedicineSG2022SG
d[SGYaTZW 4.6

679 ooesGaGsypertrophyingGxuscleGqibreGReprogrammeGitsGxetabolismG²imilarGtoGaGnancerGnelljUGSportsV
MedicineSG2022SGX 10.6 0

678 oietaryGinterventionGimprovesGhealthGmetricsGandGlifeGexpectancyGofGtheGgeneticallyGobeseG×itanG
mouseUUGCommunicationsVBiologySG2022SG]SG[Wc 6.7

677 xiceGlackingGtheGmitochondrialGexonucleaseGxrxpXGdevelopGinflammatoryGkidneyGdiseaseGwithG
glomerularGdysfunctionUUGPLoSVGeneticsSG2022SGXcSGeXWXWXdW 6 0

676
znGtheGyatureGofGxurineGRadiationTtnducedG²ubcapsularGnataractseGzpticalGnoherenceG
×omographyTmasedGqineGnlassificationSGtnGöivoGoynamicsGandGtmpactGonGöisualGlcuityUGRadiationV
ResearchSG2021SG

3.1 6

675 ²usceptibilityGtoGdietTinducedGobesityGatGthermoneutralGconditionsGisGindependentGofGän–XUUG
AmericanVJournalVofVPhysiologyViVEndocrinologyVandVMetabolismSG2021SG 6 1

674 nharacterisingGaGhomozygousGtwoTexonGdeletionGinGä nRseGcomparingGhumanGandGmouseG
phenotypesUGEMBOVMolecularVMedicineSG2021SGXZSGeX[Zdb 12 0

673 RareGvariantGanalysisGinGeczemaGidentifiesGexonicGvariantsGinGoä²–XSGyz×ns[GandG²wndl[UGNatureV
CommunicationsSG2021SGXYSGaaXc 17.4 2

672 oifferentialGpffectsGofGtnsulinToeficientGoiabetesGxellitusGonGöisceralGvsUG²ubcutaneousGldiposeG
×issueTxultiTomicsGtnsightsGqromGtheGxunichGxtoYG–igGxodelUGFrontiersVinVMedicineSG2021SGcSGb]XYbb 4.9 1

671 pxerciseGpreventsGfattyGliverGbyGmodifyingGtheGcompensatoryGresponseGofGmitochondrialGmetabolismG
toGexcessGsubstrateGavailabilityUGMolecularVMetabolismSG2021SGXWXZ]d 8.8 0

670 nzötoTXdGandGmetabolicGdiseaseeGmechanismsGandGclinicalGmanagementUGLancetVDiabetesVandV
EndocrinologyhtheSG2021SGdSGbcaTbdc 18.1 33

669 tonisingGradiationGcausesGvisionGimpairmentGinGneonatalGmanZqXGmiceUGExperimentalVEyeVResearchSG
2021SGYW[SGXWc[ZY 3.7 3
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668 renomeTwideGassociationGanalysisGinGdilatedGcardiomyopathyGrevealsGtwoGnewGplayersGinGsystolicG
heartGfailureGonGchromosomesGZpY]UXGandGYYqXXUYZUGEuropeanVHeartVJournalSG2021SG[YSGYWWWTYWXX 9.5 14

667 oeoxyribonucleaseGXG YYYRGsingleGnucleotideGpolymorphismGandGlongTtermGmortalityGafterGacuteG
myocardialGinfarctionUGBasicVResearchVinVCardiologySG2021SGXXaSGYd 11.8 2

666 remeinsamGschnellerGvomGwaborGzumG–atientUGDiabetesVAktuellSG2021SGXdSG][T][ 0

665 lGresourceGofGtargetedGmutantGmouseGlinesGforG]SWaXGgenesUGNatureVGeneticsSG2021SG]ZSG[XaT[Xd 36.3 22

664 pinflussGvonGrenetikGundGppigenetikGaufGdieGpntstehungGvonGoiabetesUGDiabetesVAktuellSG2021SGXdSGaYTa] 0

663 nisTepistasisGatGtheGw–lGlocusGandGriskGofGcardiovascularGdiseasesUGCardiovascularVResearchSG2021SG 9.9 6

662 lGcomprehensiveGphenotypicGcharacterizationGofGaGwholeTbodyGüdr[]GknockToutGmouseUG
MammalianVGenomeSG2021SGZYSGZZYTZ[d 3.2 1

661 oisruptionGofGpaternalGcircadianGrhythmGaffectsGmetabolicGhealthGinGmaleGoffspringGviaGnongermGcellG
factorsUGScienceVAdvancesSG2021SGbSG 14.3 3

660 nomparisonGofGgeneticGriskGpredictionGmodelsGtoGimproveGpredictionGofGcoronaryGheartGdiseaseGinG
twoGlargeGcohortsGofGtheGxzytnlVvzRlGstudyUGGeneticVEpidemiologySG2021SG[]SGaZZTa]W 2.6 2

659 lGmultiTethnicGepigenomeTwideGassociationGstudyGofGleukocyteGoylGmethylationGandGbloodGlipidsUG
NatureVCommunicationsSG2021SGXYSGZdcb 17.4 3

658 xovingGforwardGwithGforwardGgeneticseGlGsummaryGofGtheGtyqRlqRzy×tpRGqorwardGreneticsG–anelG
oiscussionUUGFmlllResearchSG2021SGXWSG[]a 3.6

657 nhronicallyGelevatedGbranchedGchainGaminoGacidGlevelsGareGproTarrhythmicUGCardiovascularVResearchSG
2021SG 9.9 6

656 nreldXGregulatesGmyocardialGdevelopmentGandGfunctionUGJournalVofVMolecularVandVCellularV
CardiologySG2021SGX]aSG[]T]a 5.8 3

655 rrowthGhormoneGreceptorGknockoutGtoGreduceGtheGsizeGofGdonorGpigsGforGpreclinicalG
xenotransplantationGstudiesUGXenotransplantationSG2021SGYcSGeXYaa[ 2.8 10

654 oiabetesGtypeGYGriskGgeneGouspcGisGassociatedGwithGalteredGsucroseGrewardGbehaviorGinGmiceGandG
humansUGBrainVandVBehaviorSG2021SGXXSGeWXdYc 3.4 1

653 ooseTdependentGlongTtermGeffectsGofGaGsingleGradiationGeventGonGbehaviourGandGglialGcellsUG
InternationalVJournalVofVRadiationVBiologySG2021SGdbSGX]aTXad 2.9 7

652 ²haredGreneticsGofGxultipleG²ystemGltrophyGandGtnflammatoryGmowelGoiseaseUGMovementVDisordersSG
2021SGZaSG[[dT[]d 7 2

651 –athophysiologyTbasedGsubphenotypingGofGindividualsGatGelevatedGriskGforGtypeGYGdiabetesUGNatureV
MedicineSG2021SGYbSG[dT]b 50.5 68
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650 pxomeTüideGlssociationG²tudyGtdentifiesGqyZvR–GandG–r–GasGyewGnandidateGwongevityGrenesUG
JournalsVofVGerontologyViVSeriesVAVBiologicalVSciencesVandVMedicalVSciencesSG2021SGbaSGbcaTbd] 6.4 4

649 ²exTdimorphicGgeneticGeffectsGandGnovelGlociGforGfastingGglucoseGandGinsulinGvariabilityUGNatureV
CommunicationsSG2021SGXYSGY[ 17.4 30

648 oylGmethylationGandGlipidGmetabolismeGanGpül²GofGYYaGmetabolicGmeasuresUGClinicalVEpigeneticsSG
2021SGXZSGb 7.7 11

647 änbiasedGanalysisGofGobesityGrelatedSGfatGdepotGspecificGchangesGofGadipocyteGvolumesGandGnumbersG
usingGlightGsheetGfluorescenceGmicroscopyUGPLoSVONESG2021SGXaSGeWY[c]d[ 3.7 1

646 tyqRlqRzy×tpRGqualityGprinciplesGinGsystemicGphenotypingUGMammalianVGenomeSG2021SGX 3.2 0

645 zffspringGbornGtoGinfluenzaGlGvirusGinfectedGpregnantGmiceGhaveGincreasedGsusceptibilityGtoGviralGandG
bacterialGinfectionsGinGearlyGlifeUGNatureVCommunicationsSG2021SGXYSG[d]b 17.4 3

644 syperexcitableGinterneuronsGtriggerGcorticalGspreadingGdepressionGinGanG²cnXaGmigraineGmodelUG
JournalVofVClinicalVInvestigationSG2021SGXZXSG 15.9 6

643 oifferentGpffectsGofGwifestyleGtnterventionGinGsighTGandGwowTRiskG–rediabeteseGResultsGofGtheG
RandomizedGnontrolledG–rediabetesGwifestyleGtnterventionG²tudyGO–wt²PUGDiabetesSG2021SGbWSGYbc]TYbd] 0.9 5

642 lGpointGmutationGinGtheG–diaaGgeneGresultsGinGlossGofGpancreaticG˛†TcellGidentityGcausingGovertG
diabetesUGMolecularVMetabolismSG2021SG][SGXWXZZ[ 8.8 0

641 wargeTscaleGcisTGandGtransTe ×wGanalysesGidentifyGthousandsGofGgeneticGlociGandGpolygenicGscoresG
thatGregulateGbloodGgeneGexpressionUGNatureVGeneticsSG2021SG]ZSGXZWWTXZXW 36.3 60

640 ²ystemicGuakXGactivationGprovokesGhepaticGinflammationGandGimbalancedGqrqYZGproductionGandG
cleavageUGFASEBVJournalSG2021SGZ]SGeYXZWY 0.9 5

639 xitGmigGoataGzuGeinerGgezielterenGoiabetesT–rˆ⁄ventionGundGT×herapieUGDiabetologeSG2021SGXbSGbbbTbbd 0.2

638
öeranlagungGundGwebensstilGâ��GdieGvomplexitˆ⁄tGdesGoiabetesGmellitusGâ��GwangerhansTxedailleGYWYXGâ��G
eineGvurzˆ…bersichtGˆ…berGdenG–reistrˆ⁄gerGxartinGsrab˜�GdeGlngelisUGDiabetologieVUndVStoffwechselSG
2021SGXaSG[bZT[b]

0.7

637 nostsGofGtmplementingG ualityGinGResearchG–racticeUGHandbookVofVExperimentalVPharmacologySG2020SG
Y]bSGZddT[YZ 3.2 2

636 tnhibitionGofGw×˛†RGsignallingGactivatesGüy×TinducedGregenerationGinGlungUGNatureSG2020SG]ccSGX]XTX]a 50.4 26

635 miomedicalGResearchGroesGöiraleGoangersGandGzpportunitiesUGCellSG2020SGXcXSGXXcdTXXdZ 56.2 4

634 ×heGoccurrenceGofGtarsalGinjuriesGinGmaleGmiceGofGn]bmwVayGsubstrainsGinGmultipleGinternationalG
mouseGfacilitiesUGPLoSVONESG2020SGX]SGeWYZWXaY 3.7

633 xurineGtissueGfactorGdisulfideGmutationGcausesGaGbleedingGphenotypeGwithGsexGspecificGorganG
pathologyGandGlethalityUGHaematologicaSG2020SGXW]SGY[c[TY[d] 6.6
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632 nongenicGexpressionGofGpolyTrlGbutGnotGpolyT–RGinGmiceGtriggersGselectiveGneuronGlossGandG
interferonGresponsesGfoundGinGndorfbYGlw²UGActaVNeuropathologicaSG2020SGX[WSGXYXTX[Y 14.3 14

631 i×lrTRylGtsolatesGnellT²pecificG×ranscriptionalGResponsesGtoGpnvironmentalG²timuliGandGtdentifiesG
anGRylTmasedGpndocrineGlxisUGCellVReportsSG2020SGZWSGZXcZTZXd[Ue[ 10.6 3

630 –hysiologicalGrelevanceGofGtheGneuronalGisoformGofGinositolTXS[S]TtrisphosphateGZTkinasesGinGmiceUG
NeuroscienceVLettersSG2020SGbZ]SGXZ]YWa 3.3 1

629 xutationGinGmmprXbGweadsGtoGzpticGoiscGnolobomaGandGöentralGRetinalGrliosisGinGxiceG2020SGaXSG[[ 5

628 lGcomprehensiveGandGcomparativeGphenotypicGanalysisGofGtheGcollaborativeGfounderGstrainsG
identifiesGnewGandGknownGphenotypesUGMammalianVGenomeSG2020SGZXSGZWT[c 3.2 8

627 reneticG²usceptibilityGforGltrialGqibrillationGinG–atientsGändergoingGltrialGqibrillationGlblationUG
CirculationwVArrhythmiaVandVElectrophysiologySG2020SGXZSGeWWbaba 6.4 12

626 –l×smtzeGanGinternationalGtrainingGprogramGforGprecisionGmouseGphenotypingUGMammalianVGenomeSG
2020SGZXSG[dT]Z 3.2 1

625 sighTthroughputGdiscoveryGofGgeneticGdeterminantsGofGcircadianGmisalignmentUGPLoSVGeneticsSG2020SG
XaSGeXWWc]bb 6 9

624 trpYGregulatesGinsulinGproductionGthroughGironTmediatedGndkalXTcatalyzedGtRylGmodificationUG
NatureVCommunicationsSG2020SGXXSGYda 17.4 28

623 pndogenousGqrqYXTsignalingGcontrolsGparadoxicalGobesityGresistanceGofGän–XTdeficientGmiceUG
NatureVCommunicationsSG2020SGXXSGaY[ 17.4 26

622 pstablishingGsampleTpreparationGprotocolsGforGěTrayGphaseTcontrastGn×GofGrodentGspinalGcordseG
lldehydeGfixationsGandGosmiumGimpregnationUGJournalVofVNeuroscienceVMethodsSG2020SGZZdSGXWcb[[ 3 6

621 yutritionGandGitsGroleGinGepigeneticGinheritanceGofGobesityGandGdiabetesGacrossGgenerationsUG
MammalianVGenomeSG2020SGZXSGXXdTXZZ 3.2 16

620 RareGöariantsGinG²pecificGwysosomalGrenesGlreGlssociatedGüithG–arkinsonNsGoiseaseUGMovementV
DisordersSG2020SGZ]SGXY[]TXY[c 7 23

619 qunctionalGchangesGofGtheGliverGinGtheGabsenceGofGgrowthGhormoneGOrsPGactionGTG–roteomicGandG
metabolomicGinsightsGfromGaGrsGreceptorGdeficientGpigGmodelUGMolecularVMetabolismSG2020SGZaSGXWWdbc 8.8 12

618 ×heGrRylGmlGmethyltransferaseGxp××w]GisGinvolvedGinGpluripotencyGandGdevelopmentalGprogramsUG
GenesVandVDevelopmentSG2020SGZ[SGbX]TbYd 12.6 45

617 ×ypeGYGdiabetesGriskGgeneGouspcGregulatesGhypothalamicGunkGsignalingGandGinsulinGsensitivityUG
JournalVofVClinicalVInvestigationSG2020SGXZWSGaWdZTaXWc 15.9 9

616 xouseGmutantGphenotypingGatGscaleGrevealsGnovelGgenesGcontrollingGboneGmineralGdensityUGPLoSV
GeneticsSG2020SGXaSGeXWWdXdW 6 8

615 ×heGOnotGsoPGnontroversialGRoleGofGoylGxethylationGinGppigeneticGtnheritanceGlcrossGrenerationsG
2020SGXb]TYWc 4

(2020-2020)
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614 –rivateGvariantsGinG–RvyGareGassociatedGwithGlateTonsetG–arkinsonNsGdiseaseUGParkinsonismVandV
RelatedVDisordersSG2020SGb]SGY[TYa 3.6 2

613 lGtruncatingGlspmGalleleGleadsGtoGaGcomplexGcognitiveGphenotypeGandGregionTspecificGreductionsGinG
parvalbuminergicGneuronsUGTranslationalVPsychiatrySG2020SGXWSGaa 8.6 5

612 sumanGandGmouseGessentialityGscreensGasGaGresourceGforGdiseaseGgeneGdiscoveryUGNatureV
CommunicationsSG2020SGXXSGa]] 17.4 25

611 tntegrativeGclinicalGtranscriptomeGanalysisGrevealsG×x–R²²YTpRrGdependencyGofGprognosticG
biomarkersGinGprostateGadenocarcinomaUGInternationalVJournalVofVCancerSG2020SGX[aSGYWZaTYW[a 7.5 7

610 –roteinTcodingGvariantsGcontributeGtoGtheGriskGofGatopicGdermatitisGandGskinTspecificGgeneG
expressionUGJournalVofVAllergyVandVClinicalVImmunologySG2020SGX[]SGXYWcTXYXc 11.5 19

609 ²pectralGdomainGTGzpticalGcoherenceGtomographyGO²oTzn×PGasGaGmonitoringGtoolGforGalterationsGinG
mouseGlensesUGExperimentalVEyeVResearchSG2020SGXdWSGXWbcbX 3.7 8

608
lx–vG²ubunitsGsarborGwargelyGyonoverlappingGreneticGoeterminantsGforGmodyGqatGxassSGrlucoseG
xetabolismSGandGnholesterolGxetabolismUGJournalVofVClinicalVEndocrinologyVandVMetabolismSG2020SG
XW]SG

5.6 5

607
tnTdepthGphenotypingGrevealsGcommonGandGnovelGdiseaseGsymptomsGinGaGhemizygousGknockTinG
mouseGmodelGOxutTkoVkiPGofGmutTtypeGmethylmalonicGaciduriaUGBiochimicaVEtVBiophysicaVActaViV
MolecularVBasisVofVDiseaseSG2020SGXcaaSGXa]aYY

6.9 4

606 xachineGwearningGlpproachesGRevealGxetabolicG²ignaturesGofGtncidentGnhronicGvidneyGoiseaseGinG
tndividualsGüithG–rediabetesGandG×ypeGYGoiabetesUGDiabetesSG2020SGadSGYb]aTYba] 0.9 5

605 oiscoveryGofGrareGvariantsGassociatedGwithGbloodGpressureGregulationGthroughGmetaTanalysisGofGXUZG
millionGindividualsUGNatureVGeneticsSG2020SG]YSGXZX[TXZZY 36.3 26

604 xouseGlgeGxatterseGsowGlgeGlffectsGtheGxurineG–lasmaGxetabolomeUGMetabolitesSG2020SGXWSG 5.6 2

603 tncreasedGpxpressionsGofGxatrixGxetalloproteinasesGOxx–sPGinG–rostateGnancerG×issuesGofGxenGwithG
×ypeGYGoiabetesUGBiomedicinesSG2020SGcSG 4.8 4

602 tncreasedGmitochondrialGrespirationGofGadipocytesGfromGmetabolicallyGunhealthyGobeseGcomparedGtoG
healthyGobeseGindividualsUGScientificVReportsSG2020SGXWSGXY[Wb 4.9 11

601 yeuesGausGderGoiabetesforschungUGDiabetologeSG2020SGXaSGaYbTaYd 0.2

600 –lěaGmutationGaltersGcircadianGrhythmGandG˛†GcellGfunctionGinGmiceGwithoutGaffectingGglucoseG
toleranceUGCommunicationsVBiologySG2020SGZSGaYc 6.7 3

599 nharacterizationGofGsormoneToependentG–athwaysGinG²ixGsumanG–rostateTnancerGnellGwineseGlG
reneTpxpressionG²tudyUGGenesSG2020SGXXSG 4.2 2

598 tncreasedGestrogenGtoGandrogenGratioGenhancesGimmunoglobulinGlevelsGandGimpairsGmGcellGfunctionG
inGmaleGmiceUGScientificVReportsSG2020SGXWSGXcZZ[ 4.9 6

597 pctopicGfatGaccumulationGinGhumanGastrocytesGimpairsGinsulinGactionUGRoyalVSocietyVOpenVScienceSG
2020SGbSGYWWbWX 3.3 4
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596 –hosphorylationGnontrolGofGp]ZGoylTmindingGnooperativityGmalancesG×umorigenesisGandGlgingUG
CancerVResearchSG2020SGcWSG]YZXT]Y[[ 10.1 9

595 ×ranscriptGwevelsGofGlldoTvetoGReductaseGqamilyGXG²ubfamilyGnGOlvRXnPGlreGtncreasedGinG–rostateG
×issueGofG–atientsGwithG×ypeGYGoiabetesUGJournalVofVPersonalizedVMedicineSG2020SGXWSG 3.6 3

594 xp××waGisGaGtRylGmnGmethyltransferaseGthatGregulatesGpluripotencyGandGtumorGcellGgrowthUGScienceV
AdvancesSG2020SGaSGeaaz[]]X 14.3 26

593 reneticGoeterminantsGofGplectrocardiographicG–TüaveGourationGandGRelationGtoGltrialGqibrillationUG
CirculationVGenomicVandVPrecisionVMedicineSG2020SGXZSGZcbTZd] 5.2 4

592 tmpactGofGmrainGqattyGlcidG²ignalingGonG–eripheralGtnsulinGlctionGinGxiceUGExperimentalVandVClinicalV
EndocrinologyVandVDiabetesSG2020SGXYcSGYWTYd 2.3 1

591 xetaTanalysisGofGupGtoGaYYS[WdGindividualsGidentifiesG[WGnovelGsmokingGbehaviourGassociatedG
geneticGlociUGMolecularVPsychiatrySG2020SGY]SGYZdYTY[Wd 15.1 45

590 ²oftGwindowingGapplicationGtoGimproveGanalysisGofGhighTthroughputGphenotypingGdataUG
BioinformaticsSG2020SGZaSGX[dYTX]WW 7.2 5

589 rlutathioneGperoxidaseG[GandGvitaminGpGcontrolGreticulocyteGmaturationSGstressGerythropoiesisGandG
ironGhomeostasisUGHaematologicaSG2020SGXW]SGdZbTd]W 6.6 23

588 owwXTGandGoww[TxediatedGyotchG²ignalingGtsGpssentialGforGldultG–ancreaticGtsletGsomeostasisUG
DiabetesSG2020SGadSGdX]TdYa 0.9 15

587 sighTthroughputGdiscoveryGofGgeneticGdeterminantsGofGcircadianGmisalignmentG2020SGXaSGeXWWc]bb

586 sighTthroughputGdiscoveryGofGgeneticGdeterminantsGofGcircadianGmisalignmentG2020SGXaSGeXWWc]bb

585 sighTthroughputGdiscoveryGofGgeneticGdeterminantsGofGcircadianGmisalignmentG2020SGXaSGeXWWc]bb

584 sighTthroughputGdiscoveryGofGgeneticGdeterminantsGofGcircadianGmisalignmentG2020SGXaSGeXWWc]bb

583 renomeTwideGassociationGmetaTanalysesGandGfineTmappingGelucidateGpathwaysGinfluencingG
albuminuriaUGNatureVCommunicationsSG2019SGXWSG[XZW 17.4 43

582 nlaudinTXYGisGnotGrequiredGforGbloodTbrainGbarrierGtightGjunctionGfunctionUGFluidsVandVBarriersVofVtheV
CNSSG2019SGXaSGZW 7 31

581 nognitiveGimpairmentGandGautisticTlikeGbehaviourGinG²l–l–[TdeficientGmiceUGTranslationalVPsychiatrySG
2019SGdSGb 8.6 10

580 renomeTwideGassociationGmetaTanalysisGofGZWSWWWGsamplesGidentifiesGsevenGnovelGlociGforG
quantitativeGpnrGtraitsUGEuropeanVJournalVofVHumanVGeneticsSG2019SGYbSGd]YTdaY 5.3 18

579 xultiTomicsGinsightsGintoGfunctionalGalterationsGofGtheGliverGinGinsulinTdeficientGdiabetesGmellitusUG
MolecularVMetabolismSG2019SGYaSGZWT[[ 8.8 18

(2019-2020)
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578
rainTofTfunctionGmutationsGinGaGmemberGofGtheG²rcGfamilyGkinasesGcauseGautoinflammatoryGboneG
diseaseGinGmiceGandGhumansUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaSG2019SGXXaSGXXcbYTXXcbb

11.5 15

577 pxomeGsequencingGofGYWSbdX´ casesGofGtypeGYGdiabetesGandGY[S[[W´ controlsUGNatureSG2019SG]bWSGbXTba 50.4 129

576 wowGcatalyticGactivityGisGinsufficientGtoGinduceGdiseaseGpathologyGinGtriosephosphateGisomeraseG
deficiencyUGJournalVofVInheritedVMetabolicVDiseaseSG2019SG[YSGcZdTc[d 5.4 5

575 xaternalGandGfetalGgeneticGeffectsGonGbirthGweightGandGtheirGrelevanceGtoGcardioTmetabolicGriskG
factorsUGNatureVGeneticsSG2019SG]XSGcW[TcX[ 36.3 181

574 xutationGinGtheGmouseGhistoneGgeneGsistYhZcXGleadsGtoGdegenerationGofGtheGlensGvesicleGandGsevereG
microphthalmiaUGExperimentalVEyeVResearchSG2019SGXccSGXWbaZY 3.7 2

573 renesGühoseGrainGorGwossTofTqunctionGtncreasesGpnduranceG–erformanceGinGxiceeGlG²ystematicG
witeratureGReviewUGFrontiersVinVPhysiologySG2019SGXWSGYaY 4.6 11

572
twT[GreceptorG˛–GblockadeGpreventsGsensitizationGandGaltersGacuteGandGlongTlastingGeffectsGofG
allergenTspecificGimmunotherapyGofGmurineGallergicGasthmaUGAllergywVEuropeanVJournalVofVAllergyVandV
ClinicalVImmunologySG2019SGb[SGX][dTX]aW

9.3 18

571 renomeTwideGscreeningGofGmouseGknockoutsGrevealsGnovelGgenesGrequiredGforGnormalG
integumentaryGandGoculocutaneousGstructureGandGfunctionUGScientificVReportsSG2019SGdSGXXYXX 4.9 3

570 renomeTwideGlssociationG²tudyGofGnhangeGinGqastingGrlucoseGoverGtimeGinGXZScWbGnonTdiabeticG
puropeanGlncestryGtndividualsUGScientificVReportsSG2019SGdSGd[Zd 4.9 3

569 pffectsGofGnalciumSGxagnesiumSGandG–otassiumGnoncentrationsGonGöentricularGRepolarizationGinG
änselectedGtndividualsUGJournalVofVtheVAmericanVCollegeVofVCardiologySG2019SGbZSGZXXcTZXZX 15.1 12

568 nRyYGbindsGtoG×tx–[GandGxx–X[GandGpromotesGperivascularGinvasionGofGglioblastomaGcellsUG
EuropeanVJournalVofVCellVBiologySG2019SGdcSGX]XW[a 6.1 4

567 sepaticGRabY[GcontrolsGbloodGglucoseGhomeostasisGviaGimprovingGmitochondrialGplasticityUGNatureV
MetabolismSG2019SGXSGXWWdTXWYa 14.6 13

566 nalciumTdependentGbloodTbrainGbarrierGbreakdownGbyGyzě]GlimitsGpostreperfusionGbenefitGinG
strokeUGJournalVofVClinicalVInvestigationSG2019SGXYdSGXbbYTXbbc 15.9 34

565 lG–olygenicGRiskG²coreGofGwipolysisTtncreasingGlllelesGoeterminesGöisceralGqatGxassGandG–roinsulinG
nonversionUGJournalVofVClinicalVEndocrinologyVandVMetabolismSG2019SGXW[SGXWdWTXWdc 5.6 5

564 –roteinTcodingGvariantsGimplicateGnovelGgenesGrelatedGtoGlipidGhomeostasisGcontributingGtoGbodyTfatG
distributionUGNatureVGeneticsSG2019SG]XSG[]YT[ad 36.3 44

563 xildGmaternalGhyperglycemiaGinGtransgenicGpigsGcausesGimpairedGglucoseGtoleranceGandGmetabolicG
alterationsGinGneonatalGoffspringUGDMMVDiseaseVModelsVandVMechanismsSG2019SGXYSG 4.1 6

562 ouspcGaffectsGhippocampalGsizeGandGbehaviorGinGmiceGandGhumansUGScientificVReportsSG2019SGdSGXd[cZ 4.9 2

561
lGmouseGmodelGforGintellectualGdisabilityGcausedGbyGmutationsGinGtheGěTlinkedG
YNTzTmethyltransferaseGqtsjXGgeneUGBiochimicaVEtVBiophysicaVActaViVMolecularVBasisVofVDiseaseSG2019SG
Xca]SGYWcZTYWdZ

6.9 12
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560 llternativeGoxidaseTmediatedGrespirationGpreventsGlethalGmitochondrialGcardiomyopathyUGEMBOV
MolecularVMedicineSG2019SGXXSG 12 31

559 –readipocytesGofGobeseGhumansGdisplayGgenderTspecificGbioenergeticGresponsesGtoGglucoseGandG
insulinUGMolecularVMetabolismSG2019SGYWSGYcTZb 8.8 9

558 nrybbYGxutationsGnonsistentlyGlffectG²chizophreniaGpndophenotypesGinGxiceUGMolecularV
NeurobiologySG2019SG]aSG[YX]T[YZW 6.2 5

557
ppigeneticGalterationsGinGlongevityGregulatorsSGreducedGlifeGspanSGandGexacerbatedGagingTrelatedG
pathologyGinGoldGfatherGoffspringGmiceUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheV
UnitedVStatesVofVAmericaSG2018SGXX]SGpYZ[cTpYZ]b

11.5 65

556 nholesterolGmetabolismGpromotesGmTcellGpositioningGduringGimmuneGpathogenesisGofGchronicG
obstructiveGpulmonaryGdiseaseUGEMBOVMolecularVMedicineSG2018SGXWSG 12 20

555 oefectiveGimmunoTGandGthymoproteasomeGassemblyGcausesGsevereGimmunodeficiencyUGScientificV
ReportsSG2018SGcSG]db] 4.9 6

554 RefiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetesUGNatureVGeneticsSG2018SG]WSG]]dT]bX 36.3 221

553 xicroTimagingGofGmrainGnancerGRadiationG×herapyGäsingG–haseTcontrastGnomputedG×omographyUG
InternationalVJournalVofVRadiationVOncologyVBiologyVPhysicsSG2018SGXWXSGda]Tdc[ 4 15

552 renomeTwideGanalysisGofG–oěXGtargetGgenesGinGhumanGpancreaticGprogenitorsUGMolecularV
MetabolismSG2018SGdSG]bTac 8.8 40

551
RepolarizationGseterogeneityGxeasuredGüithG×TüaveGlreaGoispersionGinG²tandardGXYTweadGpnrG
–redictsG²uddenGnardiacGoeathGinGreneralG–opulationUGCirculationwVArrhythmiaVandVElectrophysiologySG
2018SGXXSGeWW]baY

6.4 11

550 ppigallocatechinGgallateGOprnrPGreducesGtheGintensityGofGpancreaticGamyloidGfibrilsGinGhumanGisletG
amyloidGpolypeptideGOhtl––PGtransgenicGmiceUGScientificVReportsSG2018SGcSGXXXa 4.9 28

549 lnimalGmodelsGofGobesityGandGdiabetesGmellitusUGNatureVReviewsVEndocrinologySG2018SGX[SGX[WTXaY 15.2 330

548 tdentificationGofGgeneticGelementsGinGmetabolismGbyGhighTthroughputGmouseGphenotypingUGNatureV
CommunicationsSG2018SGdSGYcc 17.4 48

547 ×heGeffectGofGdifferentiationGandG×rq˛†GonGmitochondrialGrespirationGandGmitochondrialGenzymeG
abundanceGinGculturedGprimaryGhumanGskeletalGmuscleGcellsUGScientificVReportsSG2018SGcSGbZb 4.9 14

546 xaternalGwholeGbloodGcellGmiRylTZ[WGisGelevatedGinGgestationalGdiabetesGandGinverselyGregulatedG
byGglucoseGandGinsulinUGScientificVReportsSG2018SGcSGXZaa 4.9 20

545 qaimYGcontributesGtoGneuroprotectionGbyGerythropoietinGinGtransientGbrainGischemiaUGJournalVofV
NeurochemistrySG2018SGX[]SGY]cTYbW 6 13

544
reneticGandGxolecularGtnsightsGtntoGrenotypeT–henotypeGRelationshipsGinGzsteopathiaG²triataGüithG
nranialG²clerosisGOz²n²PG×hroughGtheGlnalysisGofGyovelGxouseGütxGxutantGlllelesUGJournalVofVBoneV
andVMineralVResearchSG2018SGZZSGcb]Tccb

6.3 5

543 sighTthroughputGextractionGandGquantificationGmethodGforGtargetedGmetabolomicsGinGmurineG
tissuesUGMetabolomicsSG2018SGX[SGXc 4.7 45

(2018-2019)
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542 htl––GformsGtoxicGoligomersGinGplasmaUGChemicalVCommunicationsSG2018SG][SG][YaT][Yd 5.8 19

541 –harmacogeneticsGofGoralGantidiabeticGtherapyUGPharmacogenomicsSG2018SGXdSG]bbT]cb 2.6 9

540 RapidGandGtransientGoxygenGconsumptionGincreaseGfollowingGacuteGsolnVvolnGinhibitionGinG
orosophilaGtissueUGScientificVReportsSG2018SGcSG[Xdd 4.9 7

539 rrowthGhormoneGreceptorTdeficientGpigsGresembleGtheGpathophysiologyGofGhumanGwaronGsyndromeG
andGrevealGalteredGactivationGofGsignalingGcascadesGinGtheGliverUGMolecularVMetabolismSG2018SGXXSGXXZTXYc 8.8 41

538
reneticallyGnontrolledGwysosomalGpntrapmentGofG²uperparamagneticGqerritinGforGxultimodalGandG
xultiscaleGtmagingGandGlctuationGwithGwowG×issueGlttenuationUGAdvancedVFunctionalVMaterialsSG
2018SGYcSGXbWabdZ

15.6 13

537 lnalysisGofGlocomotorGbehaviorGinGtheGrermanGxouseGnlinicUGJournalVofVNeuroscienceVMethodsSG2018SG
ZWWSGbbTdX 3 8

536 lGpaternalGmethylGdonorTrichGdietGalteredGcognitiveGandGneuralGfunctionsGinGoffspringGmiceUG
MolecularVPsychiatrySG2018SGYZSGXZ[]TXZ]] 15.1 38

535 qgfdGxutationGlltersGtnformationG–rocessingGandG²ocialGxemoryGinGxiceUGMolecularVNeurobiologySG
2018SG]]SG[]cWT[]d] 6.2 7

534 ×heGRoleGofGqibroblastGrrowthGqactorTmindingG–roteinGXGinG²kinGnarcinogenesisGandGtnflammationUG
JournalVofVInvestigativeVDermatologySG2018SGXZcSGXbdTXcc 4.3 15

533 änderstandingGgeneGfunctionsGandGdiseaseGmechanismseG–henotypingGpipelinesGinGtheGrermanG
xouseGnlinicUGBehaviouralVBrainVResearchSG2018SGZ]YSGXcbTXda 3.4 12

532 lGhistoryGofGobesityGleavesGanGinflammatoryGfingerprintGinGliverGandGadiposeGtissueUGInternationalV
JournalVofVObesitySG2018SG[YSG]WbT]Xb 5.5 35

531 renesGühoseGrainGorGwossTzfTqunctionGtncreasesG²keletalGxuscleGxassGinGxiceeGlG²ystematicG
witeratureGReviewUGFrontiersVinVPhysiologySG2018SGdSG]]Z 4.6 19

530 –RGintervalGgenomeTwideGassociationGmetaTanalysisGidentifiesG]WGlociGassociatedGwithGatrialGandG
atrioventricularGelectricalGactivityUGNatureVCommunicationsSG2018SGdSGYdW[ 17.4 39

529 oilutionGcorrectionGforGdynamicallyGinfluencedGurinaryGanalyteGdataUGAnalyticaVChimicaVActaSG2018SG
XWZYSGXcTZX 6.6 7

528 ²treptozotocinTinducedG˛†TcellGdamageSGhighGfatGdietSGandGmetforminGadministrationGregulateGsesZG
expressionGinGtheGadultGmouseGbrainUGScientificVReportsSG2018SGcSGXXZZ] 4.9 3

527 ×owardsGfrailtyGbiomarkerseGnandidatesGfromGgenesGandGpathwaysGregulatedGinGagingGandG
ageTrelatedGdiseasesUGAgeingVResearchVReviewsSG2018SG[bSGYX[TYbb 12 160

526 –redictionGofGrlucoseG×oleranceGwithoutGanGzralGrlucoseG×oleranceG×estUGFrontiersVinVEndocrinologySG
2018SGdSGcY 5.7 9

525 RyaseGsYGwossGinGxurineGlstrocytesGResultsGinGnellularGoefectsGReminiscentGofGyucleicG
lcidTxediatedGlutoinflammationUGFrontiersVinVImmunologySG2018SGdSG]cb 8.4 12
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524 lGöitaminGpTpnrichedGlntioxidantGoietGtnterferesGwithGtheGlcuteGldaptationGofGtheGwiverGtoG–hysicalG
pxerciseGinGxiceUGNutrientsSG2018SGXWSG 6.7 8

523 pxomeTchipGmetaTanalysisGidentifiesGnovelGlociGassociatedGwithGcardiacGconductionSGincludingG
lolx×²aUGGenomeVBiologySG2018SGXdSGcb 18.3 25

522 ×heGelevationGofGcirculatingGfibroblastGgrowthGfactorGYZGwithoutGkidneyGdiseaseGdoesGnotG
increase´ cardiovascularGdiseaseGriskUGKidneyVInternationalSG2018SGd[SG[dT]d 9.9 43

521 yightG²hiftGüorkGlffectsGärineGxetaboliteG–rofilesGofGyursesGwithGparlyGnhronotypeUGMetabolitesSG
2018SGcSG 5.6 10

520 ×heGheterozygousGRX]]nGön–GmutationeG×oxicGinGhumansHGsarmlessGinGmicejUGBiochemicalVandV
BiophysicalVResearchVCommunicationsSG2018SG]WZSGYbbWTYbbb 3.4 6

519 RylGeditingGofGqilaminGlGpreTmRylGregulatesGvascularGcontractionGandGdiastolicGbloodGpressureUG
EMBOVJournalSG2018SGZbSG 13 39

518 xultiTethnicGgenomeTwideGassociationGstudyGforGatrialGfibrillationUGNatureVGeneticsSG2018SG]WSGXYY]TXYZZ 36.3 277

517 tnsightsGintoGtheGgeneticGepidemiologyGofGnrohnNsGandGrareGdiseasesGinGtheGlshkenaziGuewishG
populationUGPLoSVGeneticsSG2018SGX[SGeXWWbZYd 6 41

516 xesenchymalG×yqRYGpromotesGtheGdevelopmentGofGpolyarthritisGandGcomorbidGheartGvalveG
stenosisUGJCIVInsightSG2018SGZSG 9.9 15

515 yeuronTspecificGinactivationGofGaltersGlocomotionGinGmiceGandGchangesGinterneuronGcompositionGinG
theGspinalGcordUGLifeVScienceVAllianceSG2018SGXSGeYWXcWWXWa 5.8 14

514 –roteinTalteringGvariantsGassociatedGwithGbodyGmassGindexGimplicateGpathwaysGthatGcontrolGenergyG
intakeGandGexpenditureGinGobesityUGNatureVGeneticsSG2018SG]WSGYaT[X 36.3 186

513 xitGmigGoataGzurGpersonalisiertenGoiabetesprˆ⁄ventionUGDiabetologeSG2018SGX[SG[caT[dY 0.2 5

512 lGcomprehensiveGevaluationGofGtheGgeneticGarchitectureGofGsuddenGcardiacGarrestUGEuropeanVHeartV
JournalSG2018SGZdSGZdaXTZdad 9.5 31

511 oetectingGheritableGphenotypesGwithoutGaGmodelGusingGfastGpermutationGtestingGforGheritabilityGandG
setTtestsUGNatureVCommunicationsSG2018SGdSG[dXd 17.4 4

510 tdentificationGofGgenesGrequiredGforGeyeGdevelopmentGbyGhighTthroughputGscreeningGofGmouseG
knockoutsUGCommunicationsVBiologySG2018SGXSGYZa 6.7 20

509 rlucoseGtoleranceGandGinsulinGsensitivityGdefineGadipocyteGtranscriptionalGprogramsGinGhumanG
obesityUGMolecularVMetabolismSG2018SGXcSG[YT]W 8.8 7

508 reneticsGofGtheGthrombomodulinTendothelialGcellGproteinGnGreceptorGsystemGandGtheGriskGofG
earlyTonsetGischemicGstrokeUGPLoSVONESG2018SGXZSGeWYWa]][ 3.7 4

507 ×heGtnternationalGxouseG–henotypingGnonsortiumGOtx–nPeGaGfunctionalGcatalogueGofGtheGmammalianG
genomeGthatGinformsGconservationUGConservationVGeneticsSG2018SGXdSGdd]TXWW] 2.6 44

(2018-2018)
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506 xaleGoffspringGbornGtoGmildlyGαtvöTinfectedGmiceGareGatGriskGofGdevelopingGneurocognitiveGdisordersG
inGadulthoodUGNatureVMicrobiologySG2018SGZSGXXaXTXXb[ 26.6 17

505 nommonGandGRareGnodingGreneticGöariationGänderlyingGtheGplectrocardiographicG–RGtntervalUG
CirculationVGenomicVandVPrecisionVMedicineSG2018SGXXSGeWWYWZb 5.2 11

504 macterialGencapsulinsGasGorthogonalGcompartmentsGforGmammalianGcellGengineeringUGNatureV
CommunicationsSG2018SGdSGXddW 17.4 51

503 xelanocyteGdevelopmentGinGtheGmouseGtailGepidermisGrequiresGtheGldamtsdGmetalloproteinaseUG
PigmentVCellVandVMelanomaVResearchSG2018SGZXSGadZTbWb 4.5 8

502 nited[GisGaGsexTbiasedGmediatorGofGtheGantidiabeticGglitazoneGresponseGinGadipocyteGprogenitorsUG
EMBOVMolecularVMedicineSG2018SGXWSG 12 6

501 xetabolicGsyndromeGandGextensiveGadiposeGtissueGinflammationGinGmorbidlyGobeseGrˆ¶ttingenG
minipigsUGMolecularVMetabolismSG2018SGXaSGXcWTXdW 8.8 26

500 waboratoryGmouseGhousingGconditionsGcanGbeGimprovedGusingGcommonGenvironmentalGenrichmentG
withoutGcompromisingGdataUGPLoSVBiologySG2018SGXaSGeYWW]WXd 9.7 28

499 RareGandGlowTfrequencyGcodingGvariantsGalterGhumanGadultGheightUGNatureSG2017SG][YSGXcaTXdW 50.4 412

498 reneticGinvalidationGofGwpT–wlGasGaGtherapeuticGtargeteGwargeTscaleGstudyGofGfiveGfunctionalG
wpT–wlTloweringGallelesUGEuropeanVJournalVofVPreventiveVCardiologySG2017SGY[SG[dYT]W[ 3.9 16

497
xodificationGofGtheGfattyGacidGcompositionGofGanGobesogenicGdietGimprovesGtheGmaternalGandG
placentalGmetabolicGenvironmentGinGobeseGpregnantGmiceUGBiochimicaVEtVBiophysicaVActaViVMolecularV
BasisVofVDiseaseSG2017SGXcaZSGXaW]TXaX[

6.9 9

496 mezafibrateGamelioratesGdiabetesGviaGreducedGsteatosisGandGimprovedGhepaticGinsulinGsensitivityGinG
diabeticG×allysoGmiceUGMolecularVMetabolismSG2017SGaSGY]aTYaa 8.8 21

495 ²ystematicGpvaluationGofG–leiotropyGtdentifiesGaGqurtherGwociGlssociatedGüith´ noronaryG
lrtery´ oiseaseUGJournalVofVtheVAmericanVCollegeVofVCardiologySG2017SGadSGcYZTcZa 15.1 146

494 oiscoveryGofGnovelGheartGrateTassociatedGlociGusingGtheGpxomeGnhipUGHumanVMolecularVGeneticsSG2017
SGYaSGYZ[aTYZaZ 5.6 17

493 ²pinalGpolyTrlGinclusionsGinGaGndorfbYGmouseGmodelGtriggerGmotorGdeficitsGandGinflammationG
withoutGneuronGlossUGActaVNeuropathologicaSG2017SGXZ[SGY[XTY][ 14.3 70

492 wargeTscaleGanalysesGofGcommonGandGrareGvariantsGidentifyGXYGnewGlociGassociatedGwithGatrialG
fibrillationUGNatureVGeneticsSG2017SG[dSGd[aTd]Y 36.3 176

491 xetforminGcausesGaGfutileGintestinalThepaticGcycleGwhichGincreasesGenergyGexpenditureGandGslowsG
downGdevelopmentGofGaGtypeGYGdiabetesTlikeGstateUGMolecularVMetabolismSG2017SGaSGbZbTb[b 8.8 15

490 renomeTwideGmetaTanalysisGofGY[XSY]cGadultsGaccountingGforGsmokingGbehaviourGidentifiesGnovelG
lociGforGobesityGtraitsUGNatureVCommunicationsSG2017SGcSGX[dbb 17.4 105

489 ²erumGResponseGqactorGO²RqPGlblationGtnterferesGwithGlcuteG²tressTlssociatedGtmmediateGandG
wongT×ermGnopingGxechanismsUGMolecularVNeurobiologySG2017SG][SGcY[YTcYaY 6.2 7
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488 reneticGlociGassociatedGwithGheartGrateGvariabilityGandGtheirGeffectsGonGcardiacGdiseaseGriskUGNatureV
CommunicationsSG2017SGcSGX]cW] 17.4 50

487 lGqastSGpasySGandGnustomizableGpightTnolorGqlowGnytometricGxethodGforGlnalysisGofGtheGnellularG
nontentGofGmronchoalveolarGwavageGqluidGinGtheGxouseUGCurrentVProtocolsVinVMouseVBiologySG2017SGbSGccTdd1.1 5

486 yTacylG×aurinesGandGlcylcarnitinesGnauseGanGtmbalanceGinGtnsulinG²ynthesisGandG²ecretionG–rovokingG
˛†GnellGoysfunctionGinG×ypeGYGoiabetesUGCellVMetabolismSG2017SGY]SGXZZ[TXZ[bUe[ 24.6 52

485 pxtensiveGphenotypicGcharacterizationGofGaGnewGtransgenicGmouseGrevealsGpleiotropicGperturbationsG
inGphysiologyGdueGtoGmesenchymalGhrsGminigeneGexpressionUGScientificVReportsSG2017SGbSGYZdb 4.9 1

484 lnGpxpandedGrenomeTüideGlssociationG²tudyGofG×ypeGYGoiabetesGinGpuropeansUGDiabetesSG2017SGaaSGYcccTYdWY0.9 414

483 lGwowTqrequencyGtnactivatingGöariantGpnrichedGinGtheGqinnishG–opulationGtsGlssociatedGüithGqastingG
tnsulinGwevelsGandG×ypeGYGoiabetesGRiskUGDiabetesSG2017SGaaSGYWXdTYWZY 0.9 29

482 ×heGredoxGenvironmentGtriggersGconformationalGchangesGandGaggregationGofGhtl––GinG×ypeGttG
oiabetesUGScientificVReportsSG2017SGbSG[[W[X 4.9 60

481 lssociationGofGltopicGoermatitisGwithGnardiovascularGRiskGqactorsGandGoiseasesUGJournalVofV
InvestigativeVDermatologySG2017SGXZbSGXWb[TXWcX 4.3 48

480 tnterplayGbetweenGsXGandGsxryGepigeneticallyGregulatesGzwtrXMYGexpressionGandG
oligodendrocyteGdifferentiationUGNucleicVAcidsVResearchSG2017SG[]SGZWZXTZW[] 20.1 22

479 reneticGcharacterizationGofGaGmouseGlineGwithGprimaryGaldosteronismUGJournalVofVMolecularV
EndocrinologySG2017SG]cSGabTbc 4.5 3

478 pxomeTwideGassociationGstudyGofGplasmaGlipidsGinGiZWWSWWWGindividualsUGNatureVGeneticsSG2017SG[dSGXb]cTXbaa36.3 310

477 nyöTassociationGmetaTanalysisGinGXdXSXaXGpuropeanGadultsGrevealsGnewGlociGassociatedGwithG
anthropometricGtraitsUGNatureVCommunicationsSG2017SGcSGb[[ 17.4 37

476 xolecularGtntegrationGofGtncretinGandGrlucocorticoidGlctionGReversesGtmmunometabolicG
oysfunctionGandGzbesityUGCellVMetabolismSG2017SGYaSGaYWTaZYUea 24.6 50

475 lGlargeGscaleGhearingGlossGscreenGrevealsGanGextensiveGunexploredGgeneticGlandscapeGforGauditoryG
dysfunctionUGNatureVCommunicationsSG2017SGcSGcca 17.4 81

474 RwT²vl×eGlnGpxactGandGpfficientG²coreG×estGforGseritabilityGandG²etG×estsUGGeneticsSG2017SGYWbSGXYb]TXYcZ4 12

473 tmprovedGefficacyGofGallergenTspecificGimmunotherapyGbyGulvGinhibitionGinGaGmurineGmodelGofG
allergicGasthmaUGPLoSVONESG2017SGXYSGeWXbc]aZ 3.7 13

472
tmpactGofGcommonGgeneticGdeterminantsGofGsemoglobinGlXcGonGtypeGYGdiabetesGriskGandGdiagnosisG
inGancestrallyGdiverseGpopulationseGlGtransethnicGgenomeTwideGmetaTanalysisUGPLoSVMedicineSG2017SG
X[SGeXWWYZcZ

11.6 223

471 ²tandardizedSGsystemicGphenotypicGanalysisGrevealsGkidneyGdysfunctionGasGmainGalterationGofGvctdXG
mutantGmiceUGJournalVofVBiomedicalVScienceSG2017SGY[SG]b 13.3 5

(2017-2017)
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470 lGsystemicGviewGonGtheGdistributionGofGdietTderivedGmethanolGandGhepaticGacetoneGinGmiceUGJournalV
ofVBreathVResearchSG2017SGXYSGWXbXWY 3.1 2

469 ×heGmplnsGproteinGwRmlGisGrequiredGforGhairGbundleGmaintenanceGinGcochlearGhairGcellsGandGforG
hearingUGEMBOVReportsSG2017SGXcSGYWX]TYWYd 6.5 8

468 oataGonGtheGeffectsGofGetqaGdownmodulationGonGtheGproportionsGofGinnateGandGadaptiveGimmuneG
systemGcellGsubpopulationsGandGonGthymocyteGmaturationUGDataVinVBriefSG2017SGX[SGa]ZTa]c 1.2 1

467
sighGlevelsGofGeukaryoticGtnitiationGqactorGaGOetqaPGareGrequiredGforGimmuneGsystemGhomeostasisGandG
forGsteeringGtheGglycolyticGfluxGofG×nRTstimulatedGno[G×GcellsGinGbothGmiceGandGhumansUG
DevelopmentalVandVComparativeVImmunologySG2017SGbbSGadTba

3.2 9

466 qibroblastGrrowthGqactorGYXTxetabolicGRoleGinGxiceGandGxenUGEndocrineVReviewsSG2017SGZcSG[acT[cc 27.2 146

465 pveryTotherTdayGfeedingGextendsGlifespanGbutGfailsGtoGdelayGmanyGsymptomsGofGagingGinGmiceUGNatureV
CommunicationsSG2017SGcSGX]] 17.4 60

464 reneticGvariantsGincludingGmarkersGfromGtheGexomeGchipGandGmetaboliteGtraitsGofGtypeGYGdiabetesUG
ScientificVReportsSG2017SGbSGaWZb 4.9 10

463 –ointGmutationGofGqfarXGabrogatesGfattyGacidTdependentGinsulinGsecretionSGbutGprotectsGagainstG
sqoTinducedGglucoseGintoleranceUGMolecularVMetabolismSG2017SGaSGXZW[TXZXY 8.8 11

462 lctivatedGmacrophagesGcontrolGhumanGadipocyteGmitochondrialGbioenergeticsGviaGsecretedGfactorsUG
MolecularVMetabolismSG2017SGaSGXYYaTXYZd 8.8 14

461 migGdataGinGlargeTscaleGsystemicGmouseGphenotypingUGCurrentVOpinionVinVSystemsVBiologySG2017SG[SGdbTXW[ 3.2 3

460 yoncanonicalGthyroidGhormoneGsignalingGmediatesGcardiometabolicGeffectsGinGvivoUGProceedingsVofV
theVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2017SGXX[SGpXXZYZTpXXZZY 11.5 53

459 RoquinG²uppressesGtheG–tZvTm×zRG²ignalingG–athwayGtoGtnhibitG×GselperGnellGoifferentiationGandG
nonversionGofG×regGtoG×frGnellsUGImmunitySG2017SG[bSGXWabTXWcYUeXY 32.3 78

458 prnˆ⁄hrungsgewohnheitenGschlagenGsichGimGprbgutGniederUGDiabetesVAktuellSG2017SGX]SGXW[TXWb 0

457 qemaleGmiceGlackingG–aldXGexhibitGendothelialGcellGapoptosisGandGemphysemaUGScientificVReportsSG
2017SGbSGX][]Z 4.9 9

456 ×heGRoleGofGpifaGinG²keletalGxuscleGsomeostasisGRevealedGbyGpnduranceG×rainingGnoTexpressionG
yetworksUGCellVReportsSG2017SGYXSGX]WbTX]YW 10.6 14

455 –revalenceGofGsexualGdimorphismGinGmammalianGphenotypicGtraitsUGNatureVCommunicationsSG2017SGcSGX][b]17.4 130

454 oiseaseGmodelGdiscoveryGfromGZSZYcGgeneGknockoutsGbyG×heGtnternationalGxouseG–henotypingG
nonsortiumUGNatureVGeneticsSG2017SG[dSGXYZXTXYZc 36.3 145

453 eGeffectsGonGmotorGphenotypesGandGtheGsensorimotorGsystemGinGmiceUGDMMVDiseaseVModelsVandV
MechanismsSG2017SGXWSGdcXTddX 4.1 17
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452 ×heGxunichGxtoYG–igGmiobankGTGlGuniqueGresourceGforGstudyingGorganGcrosstalkGinGdiabetesUG
MolecularVMetabolismSG2017SGaSGdZXTd[W 8.8 28

451 lngiopoietinTlikeGproteinG[GisGanGexerciseTinducedGhepatokineGinGhumansSGregulatedGbyGglucagonG
andGclx–UGMolecularVMetabolismSG2017SGaSGXYcaTXYd] 8.8 28

450 xodelingGcoexistenceGofGoscillationGandGoeltaVyotchTmediatedGlateralGinhibitionGinGpancreasG
developmentGandGneurogenesisUGJournalVofVTheoreticalVBiologySG2017SG[ZWSGZYT[[ 2.3 9

449 topromideGexposureGinG×yphaGlatifoliaGwUeGpvaluationGofGuptakeSGtranslocationGandGdifferentG
transformationGmechanismsGinGplantaUGWaterVResearchSG2017SGXYYSGYdWTYdc 12.5 15

448 lGnovelGbiologicalGfunctionGofGsolubleGbiglycaneGtnductionGofGerythropoietinGproductionGandG
polycythemiaUGGlycoconjugateVJournalSG2017SGZ[SGZdZT[W[ 3 16

447 syperoxaluriaGRequiresG×yqGReceptorsGtoGtnitiateGnrystalGldhesionGandGvidneyG²toneGoiseaseUG
JournalVofVtheVAmericanVSocietyVofVNephrologywVJASNSG2017SGYcSGbaXTbac 12.7 51

446 ²equenceGdataGandGassociationGstatisticsGfromGXYSd[WGtypeGYGdiabetesGcasesGandGcontrolsUGScientificV
DataSG2017SG[SGXbWXbd 8.2 22

445 pulvereGanGRGpackageGforGparallelGultraTrapidGpTvalueGcomputationGforGlinearGregressionGinteractionG
termsUGBMCVBioinformaticsSG2017SGXcSG[Yd 3.6 0

444 wargeTscaleGgenomeTwideGanalysisGidentifiesGgeneticGvariantsGassociatedGwithGcardiacGstructureGandG
functionUGJournalVofVClinicalVInvestigationSG2017SGXYbSGXbdcTXcXY 15.9 68

443 lcuteGdietaryGfatGintakeGinitiatesGalterationsGinGenergyGmetabolismGandGinsulinGresistanceUGJournalVofV
ClinicalVInvestigationSG2017SGXYbSGad]TbWc 15.9 93

442 renomeTwideGphysicalGactivityGinteractionsGinGadiposityGTGlGmetaTanalysisGofGYWWS[]YGadultsUGPLoSV
GeneticsSG2017SGXZSGeXWWa]Yc 6 103

441 pxomeTwideGassociationGstudyGrevealsGnovelGsusceptibilityGgenesGtoGsporadicGdilatedG
cardiomyopathyUGPLoSVONESG2017SGXYSGeWXbYdd] 3.7 66

440 mroadGlzěGexpressionGinGaGgeneticallyGtractableGmouseGmodelGdoesGnotGdisturbGnormalGphysiologyUG
DMMVDiseaseVModelsVandVMechanismsSG2017SGXWSGXaZTXbX 4.1 37

439 xetabolicGswitchGduringGadipogenesiseGqromGbranchedGchainGaminoGacidGcatabolismGtoGlipidG
synthesisUGArchivesVofVBiochemistryVandVBiophysicsSG2016SG]cdSGdZTXWb 4.1 40

438 lGprincipalGcomponentGmetaTanalysisGonGmultipleGanthropometricGtraitsGidentifiesGnovelGlociGforG
bodyGshapeUGNatureVCommunicationsSG2016SGbSGXZZ]b 17.4 46

437 sighTthroughputGdiscoveryGofGnovelGdevelopmentalGphenotypesUGNatureSG2016SG]ZbSG]WcT]X[ 50.4 608

436 RemovingGtheGbottlenecksGofGcellGcultureGmetabolomicseGfastGnormalizationGprocedureSGcorrelationG
ofGmetabolitesGtoGcellGnumberSGandGimpactGofGtheGcellGharvestingGmethodUGMetabolomicsSG2016SGXYSGX]X 4.7 47

435 ]YGreneticGwociGtnfluencingGxyocardial´ xassUGJournalVofVtheVAmericanVCollegeVofVCardiologySG2016SG
acSGX[Z]TX[[c 15.1 76

(2016-2017)
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434 ×ransTancestryGmetaTanalysesGidentifyGrareGandGcommonGvariantsGassociatedGwithGbloodGpressureG
andGhypertensionUGNatureVGeneticsSG2016SG[cSGXX]XTXXaX 36.3 181

433 ×heGgeneticsGofGbloodGpressureGregulationGandGitsGtargetGorgansGfromGassociationGstudiesGinGZ[YS[X]G
individualsUGNatureVGeneticsSG2016SG[cSGXXbXTXXc[ 36.3 251

432 xetforminGpffectGonGyontargetedGxetaboliteG–rofilesGinG–atientsGüithG×ypeGYGoiabetesGandGinG
xultipleGxurineG×issuesUGDiabetesSG2016SGa]SGZbbaTZbc] 0.9 30

431 nardioprotectionGandGlifespanGextensionGbyGtheGnaturalGpolyamineGspermidineUGNatureVMedicineSG
2016SGYYSGX[YcTX[Zc 50.5 532

430 lGgenomicGapproachGtoGtherapeuticGtargetGvalidationGidentifiesGaGglucoseTloweringGrw–XRGvariantG
protectiveGforGcoronaryGheartGdiseaseUGScienceVTranslationalVMedicineSG2016SGcSGZ[Xraba 17.5 77

429 yovelGmultipleGsclerosisGsusceptibilityGlociGimplicatedGinGepigeneticGregulationUGScienceVAdvancesSG
2016SGYSGeX]WXabc 14.3 75

428
oexamethasoneGtreatmentGaltersGinsulinSGleptinSGandGadiponectinGlevelsGinGmaleGmiceGasGobservedGinG
otzGbutGdoesGnotGleadGtoGalterationsGofGmetabolicGphenotypesGinGtheGoffspringUGMammalianVGenomeSG
2016SGYbSGXbTYc

3.2 8

427 tyqRlqRzy×tpReGaGpuropeanGresourceGforGstudyingGtheGfunctionalGbasisGofGhumanGdiseaseUG
MammalianVGenomeSG2016SGYbSG[[]T]W 3.2 14

426 zxalateTinducedGchronicGkidneyGdiseaseGwithGitsGuremicGandGcardiovascularGcomplicationsGinG
n]bmwVaGmiceUGAmericanVJournalVofVPhysiologyViVRenalVPhysiologySG2016SGZXWSGqbc]Tqbd] 4.3 51

425 mezafibrateGtmprovesGtnsulinG²ensitivityGandGxetabolicGqlexibilityGinG²×αTtnducedGoiabeticGxiceUG
DiabetesSG2016SGa]SGY][WT]Y 0.9 28

424 vnockToutGofGnexilinGinGmiceGleadsGtoGdilatedGcardiomyopathyGandGendomyocardialGfibroelastosisUG
BasicVResearchVinVCardiologySG2016SGXXXSGa 11.8 17

423 xql–[G–romotesGöascularG²moothGxuscleGxigrationSG–roliferationGandGlcceleratesGyeointimaG
qormationUGArteriosclerosishVThrombosishVandVVascularVBiologySG2016SGZaSGXYYTZZ 9.4 56

422 RareGvariantGinGscavengerGreceptorGmtGraisesGsowGcholesterolGandGincreasesGriskGofGcoronaryGheartG
diseaseUGScienceSG2016SGZ]XSGXXaaTbX 33.3 325

421 oietTinducedGandGmonoTgeneticGobesityGalterGvolatileGorganicGcompoundGsignatureGinGmiceUGJournalV
ofVBreathVResearchSG2016SGXWSGWXaWWd 3.1 6

420 pxomeGsequencingGidentifiesGaGnonsenseGmutationGinGqam[aaGassociatedGwithGboneGabnormalitiesGinG
aGnewGmouseGmodelGforGskeletalGdysplasiaUGMammalianVGenomeSG2016SGYbSGXXXTYX 3.2 23

419 ×estingGtheGroleGofGpredictedGgeneGknockoutsGinGhumanGanthropometricGtraitGvariationUGHumanV
MolecularVGeneticsSG2016SGY]SGYWcYTYWdY 5.6 7

418
xildlyGcompromisedGtetrahydrobiopterinGcofactorGbiosynthesisGdueGtoG–tsGvariantsGleadsGtoGunusualG
bodyGfatGdistributionGandGabdominalGobesityGinGmiceUGJournalVofVInheritedVMetabolicVDiseaseSG2016SG
ZdSGZWdTXd

5.4 8

417 ppigeneticGgermlineGinheritanceGofGdietTinducedGobesityGandGinsulinGresistanceUGNatureVGeneticsSG
2016SG[cSG[dbTd 36.3 211
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416 wiverGlipidGmetabolismGisGalteredGbyGincreasedGcirculatingGestrogenGtoGandrogenGratioGinGmaleGmouseUG
JournalVofVProteomicsSG2016SGXZZSGaaTb] 3.9 5

415 renerationGandG²tandardizedSG²ystemicG–henotypicGlnalysisGofG–ouZfZw[YZ–GxutantGxiceUGPLoSV
ONESG2016SGXXSGeWX]W[bY 3.7 9

414 nt–YlG–romotesG×TnellGlctivationGandGtmmuneGResponseGtoGwisteriaGmonocytogenesGtnfectionUGPLoSV
ONESG2016SGXXSGeWX]Ydda 3.7 12

413 ²phingomyelinG²ynthaseGXGtsGpssentialGforGxaleGqertilityGinGxiceUGPLoSVONESG2016SGXXSGeWXa[Ydc 3.7 13

412 ×heGqirstG²cubeZGxutantGxouseGwineGwithG–leiotropicG–henotypicGllterationsUGGowVGeneshVGenomeshV
GeneticsSG2016SGaSG[WZ]T[W[a 3.2 7

411 nlinicalGnhemistryGReferenceGtntervalsGforGn]bmwVauSGn]bmwVaySGandGnZsemVqeuGxiceGOxusG
musculusPUGJournalVofVtheVAmericanVAssociationVforVLaboratoryVAnimalVScienceSG2016SG]]SGZb]Tca 1.3 43

410 wongitudinalGqrequenciesGofGmloodGweukocyteG²ubpopulationsGoifferGbetweenGyzoGandGyzRGxiceG
butGooGyotG–redictGoiabetesGinGyzoGxiceUGJournalVofVDiabetesVResearchSG2016SGYWXaSG[YWcX]a 3.9 5

409 ×heGgeneticGarchitectureGofGtypeGYGdiabetesUGNatureSG2016SG]ZaSG[XT[b 50.4 704

408 ×rqT˛†GnontributesGtoGtmpairedGpxerciseGResponseGbyG²uppressionGofGxitochondrialGveyGRegulatorsG
inG²keletalGxuscleUGDiabetesSG2016SGa]SGYc[dTaX 0.9 36

407 tronGdeficiencyGanemiaGinGcyclicGrx–GkinaseGknockoutGmiceUGHaematologicaSG2016SGXWXSGe[cT]X 6.6 7

406 xyoscapeGcontrolsGcardiacGcalciumGcyclingGandGcontractilityGviaGregulationGofGwTtypeGcalciumGchannelG
surfaceGexpressionUGNatureVCommunicationsSG2016SGbSGXXZXb 17.4 14

405 reneticGvariantsGinGRmqzěZGareGassociatedGwithGsleepGlatencyUGEuropeanVJournalVofVHumanVGeneticsSG
2016SGY[SGX[ccTd] 5.3 18

404 nhemicalGsybridizationGofGrlucagonGandG×hyroidGsormoneGzptimizesG×herapeuticGtmpactGforG
xetabolicGoiseaseUGCellSG2016SGXabSGc[ZTc]bUeX[ 56.2 114

403 öiableGpdnraGmiceGfeatureGhumanGmandibulofacialGdysostosisGwithGalopeciaGOxqolPGsyndromeGdueG
toGtheGhomologueGmutationUGMammalianVGenomeSG2016SGYbSG]cbT]dc 3.2 3

402 lnalysisGwithGtheGexomeGarrayGidentifiesGmultipleGnewGindependentGvariantsGinGlipidGlociUGHumanV
MolecularVGeneticsSG2016SGY]SG[Wd[T[XWa 5.6 14

401 tmpactGofGfibroblastGgrowthGfactorGYXGonGtheGsecretomeGofGhumanGperivascularGpreadipocytesGandG
adipocyteseGaGtargetedGproteomicsGapproachUGArchivesVofVPhysiologyVandVBiochemistrySG2016SGXYYSGYcXTYcc2.2 12

400 ×ypeGYGdiabetesGaltersGmetabolicGandGtranscriptionalGsignaturesGofGglucoseGandGaminoGacidG
metabolismGduringGexerciseGandGrecoveryUGDiabetologiaSG2015SG]cSGXc[]T][ 10.3 59

399 lnalysisGofGmammalianGgeneGfunctionGthroughGbroadTbasedGphenotypicGscreensGacrossGaGconsortiumG
ofGmouseGclinicsUGNatureVGeneticsSG2015SG[bSGdadTdbc 36.3 106

(2015-2016)

17



398 qunctionalGcompensationGamongGsxryGvariantsGmodulatesGtheGoyaseGtGhypersensitiveGsitesGatG
enhancersUGGenomeVResearchSG2015SGY]SGXYd]TZWc 9.7 28

397
qibroblastGgrowthGfactorGYXGisGelevatedGinGmetabolicallyGunhealthyGobesityGandGaffectsGlipidG
depositionSGadipogenesisSGandGadipokineGsecretionGofGhumanGabdominalGsubcutaneousGadipocytesUG
MolecularVMetabolismSG2015SG[SG]XdTYb

8.8 53

396 ×heGpowerGofGgeneTbasedGrareGvariantGmethodsGtoGdetectGdiseaseTassociatedGvariationGandGtestG
hypothesesGaboutGcomplexGdiseaseUGPLoSVGeneticsSG2015SGXXSGeXWW]Xa] 6 98

395 ²teroidsGinGteleostGfisheseGlGfunctionalGpointGofGviewUGSteroidsSG2015SGXWZSGXYZT[[ 2.8 104

394 tdentificationGandGfunctionalGcharacterizationGofGra–nYGcodingGvariantsGinfluencingGglycemicGtraitsG
defineGanGeffectorGtranscriptGatGtheGra–nYTlmnmXXGlocusUGPLoSVGeneticsSG2015SGXXSGeXWW[cba 6 76

393 lpplyingGtheGlRRtöpGruidelinesGtoGanGtnGöivoGoatabaseUGPLoSVBiologySG2015SGXZSGeXWWYX]X 9.7 56

392 ²creenGforGalterationsGofGironGrelatedGparametersGinGyTethylTyTnitrosoureaTtreatedGmiceGidentifiedG
mutantGlinesGwithGincreasedGplasmaGferritinGlevelsUGBioMetalsSG2015SGYcSGYdZTZWa 3.4 2

391 sighGthroughputGphenotypingGofGleftGandGrightGventricularGcardiomyopathyGinGcalcineurinGtransgeneG
miceUGInternationalVJournalVofVCardiovascularVImagingSG2015SGZXSGaadTbd 2.5 2

390 nharacterizationGofGspontaneousGairGspaceGenlargementGinGmiceGlackingGmicrofibrillarTassociatedG
proteinG[UGAmericanVJournalVofVPhysiologyViVLungVCellularVandVMolecularVPhysiologySG2015SGZWcSGwXXX[TY[ 5.8 24

389 ×heGimpactGofGlowTfrequencyGandGrareGvariantsGonGlipidGlevelsUGNatureVGeneticsSG2015SG[bSG]cdTdb 36.3 229

388 lolx×²TbGinhibitsGreTendothelializationGofGinjuredGarteriesGandGpromotesGvascularGremodelingG
throughGcleavageGofGthrombospondinTXUGCirculationSG2015SGXZXSGXXdXTYWX 16.7 84

387 nalcineurinGwinksGxitochondrialGplongationGwithGpnergyGxetabolismUGCellVMetabolismSG2015SGYYSGcZcT]W 24.6 50

386 wargeTscaleGgenomicGanalysesGlinkGreproductiveGagingGtoGhypothalamicGsignalingSGbreastGcancerG
susceptibilityGandGmRnlXTmediatedGoylGrepairUGNatureVGeneticsSG2015SG[bSGXYd[TXZWZ 36.3 226

385
seartT²pecificGvnockoutGofGtheGxitochondrialG×hioredoxinGReductaseGO×xnrdYPGtnducesGxetabolicG
andGnontractileGoysfunctionGinGtheGlgingGxyocardiumUGJournalVofVtheVAmericanVHeartVAssociationSG
2015SG[SG

6 28

384 ×ransTancestryGgenomeTwideGassociationGstudyGidentifiesGXYGgeneticGlociGinfluencingGbloodGpressureG
andGimplicatesGaGroleGforGoylGmethylationUGNatureVGeneticsSG2015SG[bSGXYcYTXYdZ 36.3 223

383 ]GuahreGerfolgreicheGtranslationaleGqorschungGâ��GoeutschesGαentrumGfˆ…rGoiabetesforschungUG
DiabetesVAktuellSG2015SGXZSG]cTaY 0

382 ppigenetischeGöererbungGâ��GtstGdieGαukunftGdiabetischjUGDiabetesVAktuellSG2015SGXZSGbYTb[ 0

381 pffectsGofGmetforminGonGmetaboliteGprofilesGandGwowGcholesterolGinGpatientsGwithGtypeGYGdiabetesUG
DiabetesVCareSG2015SGZcSGXc]cTab 14.6 76
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380 xeisXGcoordinatesGaGnetworkGofGgenesGimplicatedGinGeyeGdevelopmentGandGmicrophthalmiaUG
DevelopmentVdCambridgeeSG2015SGX[YSGZWWdTYW 6.6 25

379 –rinciplesGandGapplicationGofGwtx²GinGmouseGclinicsUGMammalianVGenomeSG2015SGYaSG[abTcX 3.2 5

378 xicrofibrillarTassociatedGproteinG[GmodulatesGairwayGsmoothGmuscleGcellGphenotypeGinGexperimentalG
asthmaUGThoraxSG2015SGbWSGcaYTbY 7.3 29

377 etqaGcoordinatesGinsulinGsensitivityGandGlipidGmetabolismGbyGcouplingGtranslationGtoGtranscriptionUG
NatureVCommunicationsSG2015SGaSGcYaX 17.4 60

376 reneticGfineGmappingGandGgenomicGannotationGdefinesGcausalGmechanismsGatGtypeGYGdiabetesG
susceptibilityGlociUGNatureVGeneticsSG2015SG[bSGX[X]TY] 36.3 292

375 mlastocystGgenotypingGforGqualityGcontrolGofGmouseGmutantGarchiveseGanGethicalGandGeconomicalG
approachUGTransgenicVResearchSG2015SGY[SGdYXTb 3.3 12

374 renomeTwideGassociationGstudyGofGkidneyGfunctionGdeclineGinGindividualsGofGpuropeanGdescentUG
KidneyVInternationalSG2015SGcbSGXWXbTYd 9.9 83

373 tyqRlqRzy×tpRTTprovidingGmutantGmouseGresourcesGasGresearchGtoolsGforGtheGinternationalG
scientificGcommunityUGNucleicVAcidsVResearchSG2015SG[ZSGoXXbXT] 20.1 25

372 renerationGofGmiceGlackingGoäqXYYWGproteinGdomainseGeffectsGonGfecundityGandGhyperactivityUG
MammalianVGenomeSG2015SGYaSGZZT[Y 3.2 4

371 xetforminGsupportsGtheGantidiabeticGeffectGofGaGsodiumGglucoseGcotransporterGYGinhibitorGbyG
suppressingGendogenousGglucoseGproductionGinGdiabeticGmiceUGDiabetesSG2015SGa[SGYc[TdW 0.9 29

370 xiRTZ[aGdeficiencyGacceleratesGmedulloblastomaGformationGinGvivoUGInternationalVJournalVofVCancerSG
2015SGXZaSGYYdZTZWZ 7.5 32

369 rlucoseGtoleranceGtestsGforGsystematicGscreeningGofGglucoseGhomeostasisGinGmiceUGCurrentVProtocolsV
inVMouseVBiologySG2015SG]SGa]Tc[ 1.1 13

368 RareGandGlowTfrequencyGvariantsGandGtheirGassociationGwithGplasmaGlevelsGofGfibrinogenSGqöttSGqötttSG
andGvüqUGBloodSG2015SGXYaSGeXdTYd 2.2 45

367 lssessingGnognitionGinGxiceUGCurrentVProtocolsVinVMouseVBiologySG2015SG]SGZZXTZ]c 1.1 37

366 renomeTwideGassociationGstudyGidentifiesGnewGsusceptibilityGlociGforGcutaneousGlupusG
erythematosusUGExperimentalVDermatologySG2015SGY[SG]XWT] 4 37

365 pvaluatingGtheGnalibrationGandG–owerGofG×hreeGreneTmasedGlssociationG×estsGofGRareGöariantsGforG
theGěGnhromosomeUGGeneticVEpidemiologySG2015SGZdSG[ddT]Wc 2.6 5

364 nonditionalGReductionGofGldultGmornGooublecortinT–ositiveGyeuronsGReversiblyGtmpairsG²electiveG
mehaviorsUGFrontiersVinVBehavioralVNeuroscienceSG2015SGdSGZWY 3.5 21

363 yewGmutationGinGtheGmouseGěpdVprccYGgeneGleadsGtoGrecessiveGcataractsUGPLoSVONESG2015SGXWSGeWXY]ZW[ 3.7 22
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362 ×heGtnfluenceGofGlgeGandG²exGonGreneticGlssociationsGwithGldultGmodyG²izeGandG²hapeeGlG
wargeT²caleGrenomeTüideGtnteractionG²tudyUGPLoSVGeneticsSG2015SGXXSGeXWW]Zbc 6 220

361 oiscoveryGandGqineTxappingGofGrlycaemicGandGzbesityTRelatedG×raitGwociGäsingGsighToensityG
tmputationUGPLoSVGeneticsSG2015SGXXSGeXWW]YZW 6 59

360 ²wtR–GRegulatesGtheGRateGofGxitochondrialG–roteinG²ynthesisGandG–rotectsGwR––RnGfromG
oegradationUGPLoSVGeneticsSG2015SGXXSGeXWW][YZ 6 52

359 xtxTtnducedGxembraneGmendingG–romotesGoendriticG²pineGtnitiationUGDevelopmentalVCellSG2015SGZZSGa[[T]d10.2 52

358 renomicGcharacterizationGofGmutantGlaboratoryGmouseGstrainsGbyGexomeGsequencingGandG
annotationGliftToverUGBMCVGenomicsSG2015SGXaSGZ]X 4.5

357 zverexpressionGofGtheGmitochondrialGmethyltransferaseG×qmXxGinGtheGmouseGdoesGnotGimpactG
mitoribosomalGmethylationGstatusGorGhearingUGHumanVMolecularVGeneticsSG2015SGY[SGbYcaTd[ 5.6 7

356 yewGgeneticGlociGlinkGadiposeGandGinsulinGbiologyGtoGbodyGfatGdistributionUGNatureSG2015SG]XcSGXcbTXda 50.4 920

355 reneticGstudiesGofGbodyGmassGindexGyieldGnewGinsightsGforGobesityGbiologyUGNatureSG2015SG]XcSGXdbTYWa 50.4 2687

354 wossGofGypnXGfromGmotorGneuronsGcausesGpostnatalGdeficitsGindependentGfromG²emaZlGsignalingUG
DevelopmentalVBiologySG2015SGZddSGYTX[ 3.1 6

353
nombiningGmetabolomicGnonTtargetedGrnˆ�rnT×oqTx²GanalysisGandGchemometricGl²nlTbasedGstudyG
ofGvariancesGtoGassessGdietaryGinfluenceGonGtypeGYGdiabetesGdevelopmentGinGaGmouseGmodelUG
AnalyticalVandVBioanalyticalVChemistrySG2015SG[WbSGZ[ZT][

4.4 11

352
sighGfatGdietTinducedGmodificationsGinGmembraneGlipidGandGmitochondrialTmembraneGproteinG
signaturesGprecedeGtheGdevelopmentGofGhepaticGinsulinGresistanceGinGmiceUGMolecularVMetabolismSG
2015SG[SGZdT]W

8.8 25

351 x×zXGmediatesGtissueGspecificityGofGzě–sz²GdefectsGviaGtRylGmodificationGandGtranslationG
optimizationSGwhichGcanGbeGbypassedGbyGdietaryGinterventionUGHumanVMolecularVGeneticsSG2015SGY[SGYY[bTaa5.6 39

350 ×heGpmergingGRoleGofGxitochondrialGoynamicsGinGöiralGsepatitisG2015SGZ][TZb] 2

349
nox[iYSGtfitYSGandG–rdmXXGxutantGxiceeGpffectiveG²electionGofGrenesG–redisposingGtoGanGllteredG
lirwayGtnflammatoryGResponseGfromGaGwargeGnompendiumGofGxutantGxouseGwinesUGPLoSVONESG2015SG
XWSGeWXZ[]WZ

3.7 5

348 xp×lTr²leGnombiningGqindingsGfromGreneT²etGlnalysesGacrossG²everalGrenomeTüideGlssociationG
²tudiesUGPLoSVONESG2015SGXWSGeWX[WXbd 3.7 2

347 xethodsGforGproteomicsTbasedGanalysisGofGtheGhumanGmuscleGsecretomeGusingGanGinGvitroGexerciseG
modelUGMethodsVinVMolecularVBiologySG2015SGXYd]SG]]Ta[ 1.4 6

346 ×estsGforGlnxietyTRelatedGmehaviorGinGxiceUGCurrentVProtocolsVinVMouseVBiologySG2015SG]SGYdXTZWd 1.1 25

345 yovelGgeneticGmarkersGassociateGwithGatrialGfibrillationGriskGinGpuropeansGandGuapaneseUGJournalVofV
theVAmericanVCollegeVofVCardiologySG2014SGaZSGXYWWTXYXW 15.1 102
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344 ×heGimpactGofGbloodGonGliverGmetaboliteGprofilingGTGaGcombinedGmetabolomicGandGproteomicG
approachUGBiomedicalVChromatographySG2014SGYcSGYZXT[W 1.7 18

343 weveragingGcrossTspeciesGtranscriptionGfactorGbindingGsiteGpatternseGfromGdiabetesGriskGlociGtoG
diseaseGmechanismsUGCellSG2014SGX]aSGZ[ZT]c 56.2 96

342 lberrantGmethylationGofGtRylsGlinksGcellularGstressGtoGneuroTdevelopmentalGdisordersUGEMBOV
JournalSG2014SGZZSGYWYWTZd 13 331

341 tmportanceGofGsulfurTcontainingGmetabolitesGinGdiscriminatingGfecalGextractsGbetweenGnormalGandG
typeTYGdiabeticGmiceUGJournalVofVProteomeVResearchSG2014SGXZSG[YYWTZX 5.6 24

340 ²tandardizedSGsystemicGphenotypicGanalysisGofG²lcXYaXtYddqGmutantGmiceUGJournalVofVBiomedicalV
ScienceSG2014SGYXSGac 13.3 4

339 oefiningGtheGroleGofGcommonGvariationGinGtheGgenomicGandGbiologicalGarchitectureGofGadultGhumanG
heightUGNatureVGeneticsSG2014SG[aSGXXbZTca 36.3 1339

338
sighTthroughputGphenotypicGassessmentGofGcardiacGphysiologyGinGfourGcommonlyGusedGinbredG
mouseGstrainsUGJournalVofVComparativeVPhysiologyVBwVBiochemicalhVSystemichVandVEnvironmentalV
PhysiologySG2014SGXc[SGbaZTb]

2.2 16

337 renomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNatureVGeneticsSG2014SG[aSGYZ[T[[ 36.3 784

336 reneticGassociationGstudyGofG ×GintervalGhighlightsGroleGforGcalciumGsignalingGpathwaysGinG
myocardialGrepolarizationUGNatureVGeneticsSG2014SG[aSGcYaTZa 36.3 199

335 nommonGvariationGinGfattyGacidGmetabolicGgenesGandGriskGofGincidentGsuddenGcardiacGarrestUGHeartV
RhythmSG2014SGXXSG[bXTb 6.7 12

334 oistinctGsignaturesGofGhostTmicrobialGmetaTmetabolomeGandGgutGmicrobiomeGinGtwoGn]bmwVaGstrainsG
underGhighTfatGdietUGISMEVJournalSG2014SGcSGYZcWTda 11.9 87

333 ²imulationGofGqinnishGpopulationGhistorySGguidedGbyGempiricalGgeneticGdataSGtoGassessGpowerGofG
rareTvariantGtestsGinGqinlandUGAmericanVJournalVofVHumanVGeneticsSG2014SGd[SGbXWTYW 11 19

332 lbnormalGbrainGironGmetabolismGinGtrpYGdeficientGmiceGisGassociatedGwithGmildGneurologicalGandG
behavioralGimpairmentsUGPLoSVONESG2014SGdSGedcWbY 3.7 37

331 –leiotropicGfunctionsGforGtranscriptionGfactorGzscanXWUGPLoSVONESG2014SGdSGeXW[]ac 3.7 12

330 yoGevidenceGforGgenomeTwideGinteractionsGonGplasmaGfibrinogenGbyGsmokingSGalcoholGconsumptionG
andGbodyGmassGindexeGresultsGfromGmetaTanalysesGofGcWSaWbGsubjectsUGPLoSVONESG2014SGdSGeXXXX]a 3.7 5

329
äromodulinGretentionGinGthickGascendingGlimbGofGsenleNsGloopGaffectsG²noXGinGneighboringGproximalG
tubuleeGrenalGtranscriptomeGstudiesGinGmouseGmodelsGofGuromodulinTassociatedGkidneyGdiseaseUG
PLoSVONESG2014SGdSGeXXZXY]

3.7 3

328 x×zXTdeficientGmouseGmodelGmirrorsGtheGhumanGphenotypeGshowingGcomplexGtGdefectGandG
cardiomyopathyUGPLoSVONESG2014SGdSGeXX[dXc 3.7 15

327 lGrobustGandGreliableGnonTinvasiveGtestGforGstressGresponsivityGinGmiceUGFrontiersVinVBehavioralV
NeuroscienceSG2014SGcSGXY] 3.5 49
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326 lGreviewGofGstandardizedGmetabolicGphenotypingGofGanimalGmodelsUGMammalianVGenomeSG2014SGY]SG[dbT]Wb3.2 14

325 nontroversialGassociationGresultsGforGty²trYGonGbodyGmassGindexGmayGbeGexplainedGbyGinteractionsG
withGageGandGwithGxn[RUGEuropeanVJournalVofVHumanVGeneticsSG2014SGYYSGXYXbTY[ 5.3 7

324 qastGsynchronizationGofGultradianGoscillatorsGcontrolledGbyGdeltaTnotchGsignalingGwithGcisTinhibitionUG
PLoSVComputationalVBiologySG2014SGXWSGeXWWZc[Z 5 4

323 pffectsGofGdietTmatrixGonGvolatileGorganicGcompoundsGinGbreathGinGdietTinducedGobeseGmiceUGJournalV
ofVBreathVResearchSG2014SGcSGWXaWW[ 3.1 19

322 nalcitoninGcontrolsGboneGformationGbyGinhibitingGtheGreleaseGofGsphingosineGXTphosphateGfromG
osteoclastsUGNatureVCommunicationsSG2014SG]SG]YX] 17.4 127

321 RestlessGlegsGsyndromeTassociatedGintronicGcommonGvariantGinGxeisXGaltersGenhancerGfunctionGinG
theGdevelopingGtelencephalonUGGenomeVResearchSG2014SGY[SG]dYTaWZ 9.7 79

320 pndothelialGamineGoxidaseGlznZGtransientlyGcontributesGtoGadaptiveGimmuneGresponsesGinGtheG
airwaysUGEuropeanVJournalVofVImmunologySG2014SG[[SGZYZYTd 6.1 11

319 ²madTinteractingGproteinGXGaffectsGacuteGandGtonicSGbutGnotGchronicGpainUGEuropeanVJournalVofVPainSG
2014SGXcSGY[dT]b 3.7 11

318
RareGvariantsGinG––lRrGwithGdecreasedGactivityGinGadipocyteGdifferentiationGareGassociatedGwithG
increasedGriskGofGtypeGYGdiabetesUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedV
StatesVofVAmericaSG2014SGXXXSGXZXYbTZY

11.5 121

317 xitochondrialGdysfunctionGandGdecreaseGinGbodyGweightGofGaGtransgenicGknockTinGmouseGmodelGforG
×o–T[ZUGJournalVofVBiologicalVChemistrySG2014SGYcdSGXWbadTXWbc[ 5.4 72

316
yoGameliorationGofGuromodulinGmaturationGandGtraffickingGdefectGbyGsodiumG[TphenylbutyrateGinG
vivoeGstudiesGinGmouseGmodelsGofGuromodulinTassociatedGkidneyGdiseaseUGJournalVofVBiologicalV
ChemistrySG2014SGYcdSGXWbX]TXWbYa

5.4 19

315 tnterrogatingGcausalGpathwaysGlinkingGgeneticGvariantsSGsmallGmoleculeGmetabolitesSGandGcirculatingG
lipidsUGGenomeVMedicineSG2014SGaSGY] 14.4 14

314 –eroxidasinGisGessentialGforGeyeGdevelopmentGinGtheGmouseUGHumanVMolecularVGeneticsSG2014SGYZSG]]dbTaX[5.6 40

313 ²ecretomeGprofilingGofGprimaryGhumanGskeletalGmuscleGcellsUGBiochimicaVEtVBiophysicaVActaViVProteinsV
andVProteomicsSG2014SGXc[[SGXWXXTb 4 107

312
–eriTconceptionalGobesogenicGexposureGinducesGsexTspecificGprogrammingGofGdiseaseG
susceptibilitiesGinGadultGmouseGoffspringUGBiochimicaVEtVBiophysicaVActaViVMolecularVBasisVofVDiseaseSG
2014SGXc[YSGZW[TXb

6.9 68

311 RetinalGproteomeGalterationsGinGaGmouseGmodelGofGtypeGYGdiabetesUGDiabetologiaSG2014SG]bSGXdYTYWZ 10.3 26

310 znlineGbreathGgasGanalysisGinGunrestrainedGmiceGbyGhsT–×RTx²UGMammalianVGenomeSG2014SGY]SGXYdT[W 3.2 11

309 wiverGadaptsGmitochondrialGfunctionGtoGinsulinGresistantGandGdiabeticGstatesGinGmiceUGJournalVofV
HepatologySG2014SGaWSGcXaTYZ 13.4 43
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308 xetabolicGsignaturesGofGculturedGhumanGadipocytesGfromGmetabolicallyGhealthyGversusGunhealthyG
obeseGindividualsUGPLoSVONESG2014SGdSGedZX[c 3.7 40

307 tmpactGofGtemporalGvariationGonGdesignGandGanalysisGofGmouseGknockoutGphenotypingGstudiesUGPLoSV
ONESG2014SGdSGeXXXYZd 3.7 32

306 αebrafishGandGsteroidseGwhatGdoGweGknowGandGwhatGdoGweGneedGtoGknowjUGJournalVofVSteroidV
BiochemistryVandVMolecularVBiologySG2013SGXZbSGXa]TbZ 5.1 85

305 nirculatingGlysophosphatidylcholinesGareGmarkersGofGaGmetabolicallyGbenignGnonalcoholicGfattyGliverUG
DiabetesVCareSG2013SGZaSGYZZXTc 14.6 77

304 wongitudinalGfundusGandGretinalGstudiesGwithG²oTzn×eGaGcomparisonGofGfiveGmouseGinbredGstrainsUG
MammalianVGenomeSG2013SGY[SGXdcTYW] 3.2 16

303 nlinicalGnhemistryGandGztherGwaboratoryG×estsGonGxouseG–lasmaGorG²erumUGCurrentVProtocolsVinV
MouseVBiologySG2013SGZSGadTXWW 1.1 27

302 mloodGnollectionGfromGxiceGandGsematologicalGlnalysesGonGxouseGmloodUGCurrentVProtocolsVinV
MouseVBiologySG2013SGZSGXWXTXd 1.1 14

301 tnGvitroGanalysisGofGboneGphenotypesGinGnolXaXGandGuaggedXGmutantGmiceGusingGaGstandardizedG
osteoblastGcellGcultureGsystemUGJournalVofVBoneVandVMineralVMetabolismSG2013SGZXSGYdZTZWZ 2.9 1

300 pxTvivoGassessmentGandGnonTinvasiveGinGvivoGimagingGofGinternalGhemorrhagesGinGlgaYVRGmutantG
miceUGBiochemicalVandVBiophysicalVResearchVCommunicationsSG2013SG[ZYSGZcdTdZ 3.4

299 ²xnaGisGanGessentialGgeneGinGmiceSGbutGaGhypomorphicGmutantGinGtheGl×–aseGdomainGhasGaGmildG
phenotypeGwithGaGrangeGofGsubtleGabnormalitiesUGDNAVRepairSG2013SGXYSGZ]aTaa 4.3 22

298 wossGofGmitochondrialGpeptidaseGnlppGleadsGtoGinfertilitySGhearingGlossGplusGgrowthGretardationGviaG
accumulationGofGnw–ěSGmtoylGandGinflammatoryGfactorsUGHumanVMolecularVGeneticsSG2013SGYYSG[cbXTcb 5.6 114

297 oiscoveryGandGrefinementGofGlociGassociatedGwithGlipidGlevelsUGNatureVGeneticsSG2013SG[]SGXYb[TXYcZ 36.3 1904

296 nrybbYGcodingGforG˛†mYTcrystallinGaffectsGsensorimotorGgatingGandGhippocampalGfunctionUG
MammalianVGenomeSG2013SGY[SGZZZT[c 3.2 18

295 lGcomparativeGphenotypicGandGgenomicGanalysisGofGn]bmwVauGandGn]bmwVayGmouseGstrainsUGGenomeV
BiologySG2013SGX[SGRcY 18.3 288

294 oifferentialGeffectsGofGneurofibrominGgeneGdosageGonGmelanocyteGdevelopmentUGJournalVofV
InvestigativeVDermatologySG2013SGXZZSG[dT]c 4.3 23

293 yeuroprotectionGafterGstrokeGbyGtargetingGyzě[GasGaGsourceGofGoxidativeGstressUGAntioxidantsVandV
RedoxVSignalingSG2013SGXcSGX[XcTYb 8.4 105

292 tdentificationGofGserumGmetabolitesGassociatedGwithGriskGofGtypeGYGdiabetesGusingGaGtargetedG
metabolomicGapproachUGDiabetesSG2013SGaYSGaZdT[c 0.9 634

291 –henotypicGcomparisonGofGcommonGmouseGstrainsGdevelopingGhighTfatGdietTinducedG
hepatosteatosisUGMolecularVMetabolismSG2013SGYSG[Z]T[a 8.8 44

(2013-2014)
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290 tqt×YGisGanGeffectorGproteinGofGtypeGtGtqyTmediatedGamplificationGofGlipopolysaccharideGOw–²PTinducedG
×yqT˛–GsecretionGandGw–²TinducedGendotoxinGshockUGJournalVofVImmunologySG2013SGXdXSGZdXZTYX 5.3 39

289 lnGpyäGmutagenesisTderivedGmouseGmodelGwithGaGdominantGuakXGmutationGresemblingGphenotypesG
ofGsystemicGautoimmuneGdiseaseUGAmericanVJournalVofVPathologySG2013SGXcZSGZ]YTac 5.8 16

288
oirectGproductionGofGmouseGdiseaseGmodelsGbyGembryoGmicroinjectionGofG×lwpysGandG
oligodeoxynucleotidesUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaSG2013SGXXWSGZbcYTb

11.5 122

287 lpoeSGxblYSGandG–spGplasmaGproteinGlevelsGcorrelateGwithGdiabeticGphenotypeGinGyαzGmiceTTanG
optimizedGrapidGworkflowGforG²RxTbasedGquantificationUGJournalVofVProteomeVResearchSG2013SGXYSGXZZXT[Z5.6 32

286 xodelingGhepaticGosteodystrophyGinGlbcb[GdeficientGmiceUGBoneSG2013SG]]SG]WXTXX 4.7 13

285 wensGdensityGtrackingGinGmiceGbyG²cheimpflugGimagingUGMammalianVGenomeSG2013SGY[SGYd]TZWY 3.2 12

284 wongTtermGexperimentGtoGstudyGtheGdevelopmentSGinteractionSGandGinfluencingGfactorsGofGopělG
parametersUGMammalianVGenomeSG2013SGY[SGZbaTcc 3.2 4

283 nytokineGresponseGofGprimaryGhumanGmyotubesGinGanGinGvitroGexerciseGmodelUGAmericanVJournalVofV
PhysiologyViVCellVPhysiologySG2013SGZW]SGncbbTca 5.4 88

282 lbcaZGhaploinsufficiencyGisGaGriskGfactorGforGlungGinjuryGinducedGbyGhyperoxiaGorGmechanicalG
ventilationGinGaGmurineGmodelUGPediatricVResearchSG2013SGb[SGZc[TdY 3.2 11

281 ×ypeGofGuromodulinGmutationGandGallelicGstatusGinfluenceGonsetGandGseverityGofG
uromodulinTassociatedGkidneyGdiseaseGinGmiceUGHumanVMolecularVGeneticsSG2013SGYYSG[X[cTaZ 5.6 23

280 yeuronalGexpressionGofGglucosylceramideGsynthaseGinGcentralGnervousGsystemGregulatesGbodyG
weightGandGenergyGhomeostasisUGPLoSVBiologySG2013SGXXSGeXWWX]Wa 9.7 50

279 nytoplasmicGmislocalizationGofG–zäZq[GdueGtoGnovelGmutationsGleadsGtoGdeafnessGinGhumansGandG
miceUGHumanVMutationSG2013SGZ[SGXXWYTXW 4.7 15

278
pmpiricalGhierarchicalGbayesGapproachGtoGgeneTenvironmentGinteractionseGdevelopmentGandG
applicationGtoGgenomeTwideGassociationGstudiesGofGlungGcancerGinG×RtnwUGGeneticVEpidemiologySG2013SG
ZbSG]]XT]]d

2.6 5

277 tdentificationGofGbiomarkersGforGapoptosisGinGcancerGcellGlinesGusingGmetabolomicseGtoolsGforG
individualizedGmedicineUGJournalVofVInternalVMedicineSG2013SGYb[SG[Y]TZd 10.8 56

276 wigandTindependentGepidermalGgrowthGfactorGreceptorGhyperactivationGincreasesGsebaceousGglandG
sizeGandGsebumGsecretionGinGmiceUGExperimentalVDermatologySG2013SGYYSGaabTd 4 18

275 zverexpressionGofGtheGantiTapoptoticGproteinGlöpyGcontributesGtoGincreasedGmalignancyGinG
hematopoieticGneoplasmsUGOncogeneSG2013SGZYSGY]caTdX 9.2 10

274 sighGmobilityGgroupGyGproteinsGmodulateGtheGfidelityGofGtheGcellularGtranscriptionalGprofileGinGaG
tissueTGandGvariantTspecificGmannerUGJournalVofVBiologicalVChemistrySG2013SGYccSGXaadWTXabWZ 5.4 26

273 –roductionGandGreleaseGofGacylcarnitinesGbyGprimaryGmyotubesGreflectGtheGdifferencesGinGfastingGfatG
oxidationGofGtheGdonorsUGJournalVofVClinicalVEndocrinologyVandVMetabolismSG2013SGdcSGpXXZbT[Y 5.6 21
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272 xouseGnuclearGmyosinGtGknockToutGshowsGinterchangeabilityGandGredundancyGofGmyosinGisoformsGinG
theGcellGnucleusUGPLoSVONESG2013SGcSGeaX[Wa 3.7 26

271 ²tandardizedSGsystemicGphenotypicGanalysisGofGämodOndZqPGandGämodOlYYb×PGmutantGmiceUGPLoSV
ONESG2013SGcSGebcZZb 3.7 8

270 lGbroadGphenotypicGscreenGidentifiesGnovelGphenotypesGdrivenGbyGaGsingleGmutantGalleleGinG
suntingtonNsGdiseaseGnlrGknockTinGmiceUGPLoSVONESG2013SGcSGecWdYZ 3.7 30

269 RapamycinGextendsGmurineGlifespanGbutGhasGlimitedGeffectsGonGagingUGJournalVofVClinicalVInvestigation
SG2013SGXYZSGZYbYTdX 15.9 267

268 αebrafishGYW˛†ThydroxysteroidGdehydrogenaseGtypeGYGisGimportantGforGglucocorticoidGcatabolismGinG
stressGresponseUGPLoSVONESG2013SGcSGe][c]X 3.7 35

267 nommonGgeneticGvariationGinGtheGhumanGqyon]GlocusSGencodingGtheGnovelGmuscleTderivedG
NbrowningNGfactorGirisinSGdeterminesGinsulinGsensitivityUGPLoSVONESG2013SGcSGeaXdWZ 3.7 71

266 –rdmaGisGessentialGforGcardiovascularGdevelopmentGinGvivoUGPLoSVONESG2013SGcSGecXcZZ 3.7 8

265 pfficientGisolationGofGpureGandGfunctionalGmitochondriaGfromGmouseGtissuesGusingGautomatedGtissueG
disruptionGandGenrichmentGwithGantiT×zxYYGmagneticGbeadsUGPLoSVONESG2013SGcSGecYZdY 3.7 59

264 yovelGsmallTeyeGalleleGinGpairedGboxGgeneGaGO–axaPGisGcausedGbyGaGpointGmutationGinGintronGbGandG
createsGaGnewGexonUGMolecularVVisionSG2013SGXdSGcbbTc[ 2.3 4

263
ooesGenamelinGhaveGpleiotropicGeffectsGonGorgansGotherGthanGtheGteethjGwessonsGfromGaG
phenotypingGscreenGofGtwoGenamelinTmutantGmouseGlinesUGEuropeanVJournalVofVOralVSciencesSG2012SG
XYWSGYadTbb

2.3 5

262 oiscoveryGofGaGnovelGenzymeGmediatingGglucocorticoidGcatabolismGinGfisheGYWbetaThydroxysteroidG
dehydrogenaseGtypeGYUGMolecularVandVCellularVEndocrinologySG2012SGZ[dSGYWYTXZ 4.4 28

261 nlinicalGchemistryGofGhumanGqcRnGtransgenicGmiceUGMammalianVGenomeSG2012SGYZSGY]dTad 3.2 27

260 nytochromeGcGoxidaseGsubunitG[GisoformGYTknockoutGmiceGshowGreducedGenzymeGactivitySGairwayG
hyporeactivitySGandGlungGpathologyUGFASEBVJournalSG2012SGYaSGZdXaTZW 0.9 53

259 ×heGhepaticGphosphatidylcholineGtransporterGlmnm[GasGmodulatorGofGglucoseGhomeostasisUGFASEBV
JournalSG2012SGYaSG]WcXTdX 0.9 19

258 qx×Těn×eGinGvivoGanimalGstudiesGwithGhybridGfluorescenceGmolecularGtomographyTěTrayGcomputedG
tomographyUGNatureVMethodsSG2012SGdSGaX]TYW 21.6 192

257 tnnovationsGinGphenotypingGofGmouseGmodelsGinGtheGrermanGxouseGnlinicUGMammalianVGenomeSG
2012SGYZSGaXXTYY 3.2 35

256
xouseGlargeTscaleGphenotypingGinitiativeseGoverviewGofGtheGpuropeanGxouseGoiseaseGnlinicG
OpäxzotnPGandGofGtheGüellcomeG×rustG²angerGtnstituteGxouseGreneticsG–rojectUGMammalianV
GenomeSG2012SGYZSGaWWTXW

3.2 116

255 nentralizedGmouseGrepositoriesUGMammalianVGenomeSG2012SGYZSG]]dTbX 3.2 24

(2012-2013)
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254 ×heGmammalianGgeneGfunctionGresourceeGtheGtnternationalGvnockoutGxouseGnonsortiumUG
MammalianVGenomeSG2012SGYZSG]cWTa 3.2 230

253 wargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNatureVGeneticsSG2012SG[[SGdcXTdW 36.3 1482

252 xouseGreneticsGandGxetabolicGxouseG–henotypingG2012SGc]TXWa 1

251 yegativeGfeedbackGmechanismsGsurpassGtheGeffectGofGintrinsicGprqRGactivationGduringGskinGchemicalG
carcinogenesisUGAmericanVJournalVofVPathologySG2012SGXcWSGXZbcTc] 5.8 6

250 öisualizingGcorticotropinTreleasingGhormoneGreceptorGtypeGXGexpressionGandGneuronalGconnectivitiesG
inGtheGmouseGusingGaGnovelGmultifunctionalGalleleUGJournalVofVComparativeVNeurologySG2012SG]YWSGZX]WTcW 3.4 40

249 lGhypomorphicGmutationGinGtheGrfiXGtranscriptionalGrepressorGresultsGinGaGnovelGformGofG
neutropeniaUGEuropeanVJournalVofVImmunologySG2012SG[YSGYZd]T[Wc 6.1 48

248 öoluntaryGwheelGrunningGinGmiceGincreasesGtheGrateGofGneurogenesisGwithoutGaffectingG
anxietyTrelatedGbehaviourGinGsingleGtestsUGBMCVNeuroscienceSG2012SGXZSGaX 3.2 37

247 rsdmaZOtZ]dyPGisGaGnovelGpyäTinducedGmutantGmouseGlineGforGstudyingGtheGfunctionGofGrasderminG
lZGinGtheGhairGfollicleGandGepidermisUGJournalVofVDermatologicalVScienceSG2012SGabSGXdWTY 4.3 23

246
pnhancedGoxidativeGstressGandGendocrineGpancreasGalterationsGareGlinkedGtoGaGnovelGglucokinaseG
missenseGmutationGinGpyäTderivedGxunichGrckOoYXböPGmutantsUGMolecularVandVCellularV
EndocrinologySG2012SGZaYSGXZdT[c

4.4 4

245 yovelGbiomarkersGforGpreTdiabetesGidentifiedGbyGmetabolomicsUGMolecularVSystemsVBiologySG2012SGcSGaX] 12.2 468

244 ×argetedGestrogenGdeliveryGreversesGtheGmetabolicGsyndromeUGNatureVMedicineSG2012SGXcSGXc[bT]a 50.5 201

243 qunctionalGinactivationGofGtheGgenomeTwideGassociationGstudyGobesityGgeneGneuronalGgrowthG
regulatorGXGinGmiceGcausesGaGbodyGmassGphenotypeUGPLoSVONESG2012SGbSGe[X]Zb 3.7 53

242 tnGvivoGfunctionalGrequirementGofGtheGmouseGtfitmXGgeneGforGgermGcellGdevelopmentSGinterferonG
mediatedGimmuneGresponseGandGsomitogenesisUGPLoSVONESG2012SGbSGe[[aWd 3.7 9

241 yewGmouseGmodelsGforGmetabolicGboneGdiseasesGgeneratedGbyGgenomeTwideGpyäGmutagenesisUG
MammalianVGenomeSG2012SGYZSG[XaTZW 3.2 26

240
wongTtermGproteasomalGinhibitionGinGtransgenicGmiceGbyGämmORXPGexpressionGresultsGinGdysfunctionG
ofGcentralGrespirationGcontrolGreminiscentGofGbrainstemGneuropathologyGinGllzheimerGpatientsUGActaV
NeuropathologicaSG2012SGXY[SGXcbTdb

14.3 24

239 –inkXTdeficiencyGinGmiceGimpairsGgaitSGolfactionGandGserotonergicGinnervationGofGtheGolfactoryGbulbUG
ExperimentalVNeurologySG2012SGYZ]SGYX[TYb 5.7 48

238 yeurobeachinSGaGregulatorGofGsynapticGproteinGtargetingSGisGassociatedGwithGbodyGfatGmassGandG
feedingGbehaviorGinGmiceGandGbodyTmassGindexGinGhumansUGPLoSVGeneticsSG2012SGcSGeXWWY]ac 6 28

237 –rdm]GregulatesGcollagenGgeneGtranscriptionGbyGassociationGwithGRylGpolymeraseGttGinGdevelopingG
boneUGPLoSVGeneticsSG2012SGcSGeXWWYbXX 6 37
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236 qromGdynamicGexpressionGpatternsGtoGboundaryGformationGinGtheGpresomiticGmesodermUGPLoSV
ComputationalVBiologySG2012SGcSGeXWWY]ca 5 20

235 renderTSGstrainTSGandGinheritanceTdependentGvariationGinGaldosteroneGsecretionGinGmiceUGJournalVofV
EndocrinologySG2012SGYX]SGZb]TcX 4.7 8

234 qorschenGfˆ…rGeineGαukunftGohneGoiabetesGTGoeutschesGαentrumGfˆ…rGoiabetesforschungUGDiabetesV
AktuellSG2012SGXWSGXWaTXXW 0

233 wargeTscaleGassociationGanalysesGidentifyGnewGlociGinfluencingGglycemicGtraitsGandGprovideGinsightG
intoGtheGunderlyingGbiologicalGpathwaysUGNatureVGeneticsSG2012SG[[SGddXTXWW] 36.3 621

232 nommonGvariantsGatGXYqX]GandGXYqY[GareGassociatedGwithGinfantGheadGcircumferenceUGNatureV
GeneticsSG2012SG[[SG]ZYT]Zc 36.3 94

231 ²rgapZjVjGmiceGpresentGaGneurodevelopmentalGdisorderGwithGschizophreniaTrelatedGintermediateG
phenotypesUGFASEBVJournalSG2012SGYaSG[[XcTYc 0.9 43

230 nardiopulmonaryGdysfunctionGinGtheGzsteogenesisGimperfectaGmouseGmodelGlgaYGandGhumanG
patientsGareGcausedGbyGboneTindependentGmechanismsUGHumanVMolecularVGeneticsSG2012SGYXSGZ]Z]T[] 5.6 36

229 xodelingGdiseaseGmutationsGbyGgeneGtargetingGinGoneTcellGmouseGembryosUGProceedingsVofVtheV
NationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2012SGXWdSGdZ][Td 11.5 54

228 pxpressionGofG×asXGtasteGreceptorsGinGmammalianGspermatozoaeGfunctionalGroleGofG×asXrXGinG
regulatingGbasalGna´†RGandGclx–GconcentrationsGinGspermatozoaUGPLoSVONESG2012SGbSGeZYZ][ 3.7 50

227 xl–vGsignalingGdeterminesGanxietyGinGtheGjuvenileGmouseGbrainGbutGdepressionTlikeGbehaviorGinG
adultsUGPLoSVONESG2012SGbSGeZ]WZ] 3.7 32

226 wargeTscaleGphenotypingGofGanGaccurateGgeneticGmouseGmodelGofGuynwGidentifiesGnovelGearlyG
pathologyGoutsideGtheGcentralGnervousGsystemUGPLoSVONESG2012SGbSGeZcZXW 3.7 49

225 ×heGendocyticGadaptorGppsX]GcontrolsGmarginalGzoneGmGcellGnumbersUGPLoSVONESG2012SGbSGe]WcXc 3.7 15

224 ×heGrermanGxouseGnlinicGâ��GRunningGanGzpenGlccessG–latformG2011SGXXT[[ 2

223
²ystematicGselectionGofGhousekeepingGgenesGforGgeneGexpressionGnormalizationGinGchickenGembryoG
fibroblastsGinfectedGwithGyewcastleGdiseaseGvirusUGBiochemicalVandVBiophysicalVResearchV
CommunicationsSG2011SG[XZSG]ZbT[W

3.4 35

222 tdentificationGofGaGpotentialGbiomarkerGforGqlm–[GinhibitioneGtheGpowerGofGlipidomicsGinGpreclinicalG
drugGtestingUGJournalVofVBiomolecularVScreeningSG2011SGXaSG[abTb] 25

221 xouseGphenotypingUGMethodsSG2011SG]ZSGXYWTZ] 4.6 103

220 sumanGmetabolicGindividualityGinGbiomedicalGandGpharmaceuticalGresearchUGNatureSG2011SG[bbSG][TaW 50.4 728

219 qirstGmutationGinGtheG˛†lYTcrystallinGencodingGgeneGisGassociatedGwithGsmallGlensesGandGageTrelatedG
cataractsG2011SG]YSGY]bXTa 18

(2011-2012)
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218 tmmuneGmodulationGbyGqasGligandGreverseGsignalingeGlymphocyteGproliferationGisGattenuatedGbyGtheG
intracellularGqasGligandGdomainUGBloodSG2011SGXXbSG]XdTYd 2.2 21

217 ×heGtranscriptionGfactorG²madTinteractingGproteinGXGcontrolsGpainGsensitivityGviaGmodulationGofGoRrG
neuronGexcitabilityUGPainSG2011SGX]YSGYZc[TYZdc 8 17

216 renerationGofGyTethylTyTnitrosoureaTinducedGmouseGmutantsGwithGdeviationsGinGhematologicalG
parametersUGMammalianVGenomeSG2011SGYYSG[d]T]W] 3.2 18

215 zsteopontinGdeficiencyGprotectsGagainstGobesityTinducedGhepaticGsteatosisGandGattenuatesGglucoseG
productionGinGmiceUGDiabetologiaSG2011SG][SGYXZYT[Y 10.3 65

214 narbonTnanoparticleTtriggeredGacuteGlungGinflammationGandGitsGresolutionGareGnotGalteredGinG
––lR˛‡TdefectiveGO–[a]wPGmiceUGParticleVandVFibreVToxicologySG2011SGcSGYc 8.4 5

213 nomparisonGofGparticleTexposureGtriggeredGpulmonaryGandGsystemicGinflammationGinGmiceGfedGwithG
threeGdifferentGdietsUGParticleVandVFibreVToxicologySG2011SGcSGZW 8.4 24

212 tmpairedGresolutionGofGinflammatoryGresponseGinGtheGlungsGofGuqXVxsfGmiceGfollowingGcarbonG
nanoparticleGinstillationUGRespiratoryVResearchSG2011SGXYSGd[ 7.3 14

211
lGnovelGyTethylTyTnitrosoureaTinducedGmutationGinGphospholipaseGn˛‡YGcausesGinflammatoryG
arthritisSGmetabolicGdefectsSGandGmaleGinfertilityGinGvitroGinGaGmurineGmodelUGArthritisVandVRheumatism
SG2011SGaZSGXZWXTXX

33

210 ätilizationGofGaGmutagenesisGscreenGtoGgenerateGmouseGmodelsGofGhyperaldosteronismUG
EndocrinologySG2011SGX]YSGZYaTZX 4.8 5

209 sugeGsplicingGfrequencyGinGhumanGYGchromosomalGä×YGgeneUGOMICSVAVJournalVofVIntegrativeVBiologySG
2011SGX]SGX[XT][ 3.8 10

208 xonocarboxylateGtransporterGcGdeficiencyeGalteredGthyroidGmorphologyGandGpersistentGhighG
triiodothyronineVthyroxineGratioGafterGthyroidectomyUGEuropeanVJournalVofVEndocrinologySG2011SGXa]SG]]]TaX6.5 37

207 xissingTinTmetastasisGxtxVx×²²XGpromotesGactinGassemblyGatGintercellularGjunctionsGandGisG
requiredGforGintegrityGofGkidneyGepitheliaUGJournalVofVCellVScienceSG2011SGXY[SGXY[]T]] 5.3 59

206 RequirementGofGtheGRylTeditingGenzymeGlolRYGforGnormalGphysiologyGinGmiceUGJournalVofVBiologicalV
ChemistrySG2011SGYcaSGXcaX[TYY 5.4 64

205 ×oxicityGmodellingGofG–lkXTtargetedGtherapiesGinGgeneticallyGengineeredGmiceGandGculturedGprimaryG
mammalianGcellsUGNatureVCommunicationsSG2011SGYSGZd] 17.4 67

204 ×heGpathologicGeffectGofGaGnovelGneomorphicGqgfdOYXaYnPGalleleGisGrestrictedGtoGdecreasedGvisionG
andGretardedGlensGgrowthUGPLoSVONESG2011SGaSGeYZabc 3.7 8

203 xicrophakiaGandGcongenitalGcataractGformationGinGaGnovelGwimYOn]XRPGmutantGmouseUGMolecularV
VisionSG2011SGXbSGXXa[TbX 2.3 7

202 ouTXTdeficientGmiceGshowGlessG×sTpositiveGneuronsGinGtheGventralGtegmentalGareaGandGexhibitG
nonTmotoricGbehaviouralGimpairmentsUGGeneshVBrainVandVBehaviorSG2010SGdSGZW]TXb 3.6 59

201 ntyc]GregulatesGdopamineGreceptorGendocytosisGandGgovernsGbehaviourGinGmiceUGEMBOVJournalSG
2010SGYdSGY[YXTZY 13 30
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200 lGgenomeTwideGperspectiveGofGgeneticGvariationGinGhumanGmetabolismUGNatureVGeneticsSG2010SG[YSGXZbT[X36.3 515

199 xetabolicGfootprintGofGdiabeteseGaGmultiplatformGmetabolomicsGstudyGinGanGepidemiologicalGsettingUG
PLoSVONESG2010SG]SGeXZd]Z 3.7 425

198 oomainTspecificGcontrolGofGneurogenesisGachievedGthroughGpatternedGregulationGofGyotchGligandG
expressionUGDevelopmentVdCambridgeeSG2010SGXZbSG[ZbT[] 6.6 47

197 ärocortinGZGmodulatesGsocialGdiscriminationGabilitiesGviaGcorticotropinTreleasingGhormoneGreceptorG
typeGYUGJournalVofVNeuroscienceSG2010SGZWSGdXWZTXa 6.6 69

196
–henotypicGandGpathomorphologicalGcharacteristicsGofGaGnovelGmutantGmouseGmodelGforG
maturityTonsetGdiabetesGofGtheGyoungGtypeGYGOxzoYGYPUGAmericanVJournalVofVPhysiologyViV
EndocrinologyVandVMetabolismSG2010SGYdcSGp]XYTYZ

6 6

195 reneGtargetingGbyGhomologousGrecombinationGinGmouseGzygotesGmediatedGbyGzincTfingerGnucleasesUG
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2010SGXWbSGX]WYYTa 11.5 229

194 pxxlTTmouseGmutantGresourcesGforGtheGinternationalGscientificGcommunityUGNucleicVAcidsVResearchSG
2010SGZcSGo]bWTa 20.1 38

193 puro–henomeeGaGrepositoryGforGhighTthroughputGmouseGphenotypingGdataUGNucleicVAcidsVResearchSG
2010SGZcSGo]bbTc] 20.1 66

192 nalciumGoxalateGstoneGformationGinGtheGinnerGearGasGaGresultGofGanG²lcYaa[GmutationUGJournalVofV
BiologicalVChemistrySG2010SGYc]SGYXbY[TZ] 5.4 61

191 –ostTstrokeGinhibitionGofGinducedGylo–sGoxidaseGtypeG[GpreventsGoxidativeGstressGandG
neurodegenerationUGPLoSVBiologySG2010SGcSGeXWWW[bd 9.7 324

190
xutationGofGtheGyaORPTvORPTYnlOTPGcotransporterGyvnnYGinGmiceGisGassociatedGwithGsevereGpolyuriaG
andGaGureaTselectiveGconcentratingGdefectGwithoutGhyperreninemiaUGAmericanVJournalVofVPhysiologyViV
RenalVPhysiologySG2010SGYdcSGqX[W]TX]

4.3 31

189 ²pecificGnocG×GcellsGinGtgpTmediatedGallergyGcorrelateGwithGallergenGdoseGandGallergicGphenotypeUG
AmericanVJournalVofVRespiratoryVandVCriticalVCareVMedicineSG2010SGXcXSGbTXa 10.2 20

188
²electionGandGevaluationGofGstableGhousekeepingGgenesGforGgeneGexpressionGnormalizationGinG
carbonGnanoparticleTinducedGacuteGpulmonaryGinflammationGinGmiceUGBiochemicalVandVBiophysicalV
ResearchVCommunicationsSG2010SGZddSG]ZXTa

3.4 20

187 ResearchGfundingUG²ustainingGtheGdataGandGbioresourceGcommonsUGScienceSG2010SGZZWSG]dYTZ 33.3 41

186 ×heGinnerGearGphenotypeGofGöolchokGOölkPeGlnGpyäTinducedGmouseGmodelGforGnslRrpGsyndromeUG
AudiologicalVMedicineSG2010SGcSGXXWTXXd 3

185 nyclooxygenaseTYGcontrolsGenergyGhomeostasisGinGmiceGbyGdeGnovoGrecruitmentGofGbrownG
adipocytesUGScienceSG2010SGZYcSGXX]cTaX 33.3 355

184 xicrophthalmiaSGparkinsonismSGandGenhancedGnociceptionGinG–itxZGOG[XainsrGPGmiceUGMammalianV
GenomeSG2010SGYXSGXZTYb 3.2 31

183 nombinationGofGinGsilicoGandGinGsituGhybridisationGapproachesGtoGidentifyGpotentialGollXGassociatedG
miRylsGduringGmouseGembryogenesisUGGeneVExpressionVPatternsSG2010SGXWSGYa]TbZ 1.5 16

(2010-2010)
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182 prqRGligandsGexertGdivergingGeffectsGonGmaleGreproductiveGorgansUGExperimentalVandVMolecularV
PathologySG2010SGccSGYXaTc 4.4 2

181 wossGofGtheGactinGremodelerGppscGcausesGintestinalGdefectsGandGimprovedGmetabolicGstatusGinGmiceUG
PLoSVONESG2010SG]SGed[ac 3.7 39

180 lGnewGqgfXWGmutationGinGtheGmouseGleadsGtoGatrophyGofGtheGharderianGglandGandGslitTeyeGphenotypeG
inGheterozygoteseGaGnovelGmodelGforGdryTeyeGdiseasejG2009SG]WSG[ZXXTc 10

179 ollXGhaploinsufficiencyGinGadultGmiceGleadsGtoGaGcomplexGphenotypeGaffectingGmetabolicGandG
immunologicalGprocessesUGPLoSVONESG2009SG[SGeaW][ 3.7 12

178 tnflammationGandGmitochondrialGfattyGacidGbetaToxidationGlinkGobesityGtoGearlyGtumorGpromotionUG
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2009SGXWaSGZZ][Td 11.5 147

177 nlinicalGchemistryGofGcongenicGmiceGwithGquantitativeGtraitGlociGforGpredictedGresponsesGtoG
×rypanosomaGcongolenseGinfectionUGInfectionVandVImmunitySG2009SGbbSGZd[cT]b 3.7 7

176 zverexpressedGvsGmutatedGvrasGinGmurineGfibroblastseGaGmolecularGphenotypingGstudyUGBritishV
JournalVofVCancerSG2009SGXWWSGa]aTaY 8.7 19

175 nharacterizationGofGphospholipaseGnGgammaGenzymesGwithGgainTofTfunctionGmutationsUGJournalVofV
BiologicalVChemistrySG2009SGYc[SGYZWcZTdZ 5.4 50

174 ×argetedGdisruptionGofGtheGmouseGypalZGgeneGleadsGtoGdeficitsGinGbehaviorSGincreasedGtgpGlevelsSGandG
impairedGlungGfunctionUGCytogeneticVandVGenomeVResearchSG2009SGXY]SGXcaTYWW 1.9 4

173
yeuronalGZNSZS]TtriiodothyronineGO×ZPGuptakeGandGbehavioralGphenotypeGofGmiceGdeficientGinGxctcSG
theGneuronalG×ZGtransporterGmutatedGinGlllanTserndonToudleyGsyndromeUGJournalVofVNeuroscienceSG
2009SGYdSGd[ZdT[d

6.6 143

172 pxpressionGpatternGofGrGproteinTcoupledGreceptorGZWGinGwacαGreporterGmiceUGEndocrinologySG2009SG
X]WSGXbYYTZW 4.8 143

171
yovelGmissenseGmutationGofGuromodulinGinGmiceGcausesGrenalGdysfunctionGwithGalterationsGinGureaG
handlingSGenergySGandGboneGmetabolismUGAmericanVJournalVofVPhysiologyViVRenalVPhysiologySG2009SG
YdbSGqXZdXTc

4.3 35

170 ReducedGcornealGthicknessGandGenlargedGanteriorGchamberGinGaGnovelGnolötttaYrY]boGmutantG
mouseG2009SG]WSG]a]ZTaX 28

169
yeurologicalGphenotypeGandGreducedGlifespanGinGheterozygousG×imYZGknockoutGmiceSGtheGfirstG
mouseGmodelGofGdefectiveGmitochondrialGimportUGBiochimicaVEtVBiophysicaVActaViVBioenergeticsSG2009SG
XbcbSGZbXTa

4.6 26

168 ×heGnTterminalGcytoplasmicGdomainGofGhumanGproprqGisGaGnegativeGmodulatorGofGbodyGandGorganG
weightsGinGtransgenicGmiceUGFEBSVLettersSG2009SG]cZSGXZ[dT]b 3.8 3

167 nancerTretinaGantigensGasGpotentialGparaneoplasticGantigensGinGmelanomaTassociatedGretinopathyUG
InternationalVJournalVofVCancerSG2009SGXY[SGX[WTd 7.5 28

166 renomeTwideGsearchGforGgenesGthatGmodulateGinflammatoryGarthritisGcausedGbyGlliXcGmutationGinG
miceUGMammalianVGenomeSG2009SGYWSGX]YTaX 3.2 5

165 pffectGofGtöqGandGlaserGzonaGdissectionGonGoylGmethylationGpatternGofGmouseGzygotesUGMammalianV
GenomeSG2009SGYWSGaa[TbZ 3.2 10

Martin Hrabe de Angelis

30



164 yTethylTyTnitrosoureaGmutagenesisGproducedGaGsmallGnumberGofGmiceGwithGalteredGplasmaG
electrolyteGlevelsUGJournalVofVBiomedicalVScienceSG2009SGXaSG]Z 13.3 3

163 renerationGofGyTethylTyTnitrosoureaTinducedGmouseGmutantsGwithGdeviationsGinGplasmaGenzymeG
activitiesGasGnovelGorganTspecificGdiseaseGmodelsUGExperimentalVPhysiologySG2009SGd[SG[XYTYX 2.4 15

162 –ostTpublicationGsharingGofGdataGandGtoolsUGNatureSG2009SG[aXSGXbXTZ 50.4 109

161 lnGpyäTinducedGmutationGofGmiRTdaGassociatedGwithGprogressiveGhearingGlossGinGmiceUGNatureV
GeneticsSG2009SG[XSGaX[Tc 36.3 249

160 ×owardsGbetterGmouseGmodelseGenhancedGgenotypesSGsystemicGphenotypingGandGenvirotypeG
modellingUGNatureVReviewsVGeneticsSG2009SGXWSGZbXTcW 30.1 83

159 lGhumanizedGversionGofGqoxpYGaffectsGcorticoTbasalGgangliaGcircuitsGinGmiceUGCellSG2009SGXZbSGdaXTbX 56.2 427

158 natweaselGmiceeGaGnovelGroleGforG²ixXGinGsensoryGpatchGdevelopmentGandGaGmodelGforG
branchioTotoTrenalGsyndromeUGDevelopmentalVBiologySG2009SGZYcSGYc]Tda 3.1 25

157 ²permGcryopreservationGandGinGvitroGfertilizationUGMethodsVinVMolecularVBiologySG2009SG]ZWSG[WbTYW 1.4 1

156 xitochondrialGglutathioneGperoxidaseG[GdisruptionGcausesGmaleGinfertilityUGFASEBVJournalSG2009SGYZSGZYZZT[Y0.9 212

155 ×heGrermanGxouseGnliniceGaGplatformGforGsystemicGphenotypeGanalysisGofGmouseGmodelsUGCurrentV
PharmaceuticalVBiotechnologySG2009SGXWSGYZaT[Z 2.6 45

154 xechanismsGcontrollingGanaemiaGinG×rypanosomaGcongolenseGinfectedGmiceUGPLoSVONESG2009SG[SGe]XbW 3.7 40

153 ²ystemicGfirstTlineGphenotypingUGMethodsVinVMolecularVBiologySG2009SG]ZWSG[aZT]Wd 1.4 67

152 RibosomalGmutationsGcauseGp]ZTmediatedGdarkGskinGandGpleiotropicGeffectsUGNatureVGeneticsSG2008SG
[WSGdaZTbW 36.3 285

151 xausomeGanGopenGsourceGapplicationGforGphenotypeGdataGandGmouseGcolonyGmanagementGinG
largeTscaleGmouseGphenotypingGprojectsUGBMCVBioinformaticsSG2008SGdSGXad 3.6 18

150 ×heGnlwxGandGnlwxVlqXWGinteractorGnl×²GisGaGmarkerGforGproliferationUGMolecularVOncologySG2008SG
YSGZ]aTab 7.9 27

149
×heGchemotherapeuticGagentsGnocodazoleGandGamsacrineGcauseGmeioticGdelayGandGnonTdisjunctionG
inGspermatocytesGofGmiceUGMutationVResearchViVGeneticVToxicologyVandVEnvironmentalVMutagenesisSG
2008SGa]XSGXW]TXZ

3 23

148 nreatineGimprovesGhealthGandGsurvivalGofGmiceUGNeurobiologyVofVAgingSG2008SGYdSGX[W[TXX 5.6 72

147 ×heGnovelGmouseGmutationGzblivionGinactivatesGtheG–xnlYGpumpGandGcausesGprogressiveGhearingG
lossUGPLoSVGeneticsSG2008SG[SGeXWWWYZc 6 53

(2008-2009)
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146 pRGstressTmediatedGapoptosisGinGaGnewGmouseGmodelGofGosteogenesisGimperfectaUGPLoSVGeneticsSG
2008SG[SGeb 6 111

145 oiabetesGmodelsGbyGscreenGforGhyperglycemiaGinGphenotypeTdrivenGpyäGmouseGmutagenesisG
projectsUGAmericanVJournalVofVPhysiologyViVEndocrinologyVandVMetabolismSG2008SGYd[SGpYZYT[W 6 23

144 lGxyoaGmutationGdestroysGcoordinationGbetweenGtheGmyosinGheadsSGrevealingGnewGfunctionsGofG
myosinGötGinGtheGstereociliaGofGmammalianGinnerGearGhairGcellsUGPLoSVGeneticsSG2008SG[SGeXWWWYWb 6 66

143 I²ightedGnZsIGmiceTTaGtoolGforGanalysingGtheGinfluenceGofGvisionGonGmouseGbehaviourjUGFrontiersVinV
BioscienceViVLandmarkSG2008SGXZSG]cXWTYZ 2.8 33

142 xutationGinGaGnovelGconnexinTlikeGgeneGOrjfXPGinGtheGmouseGaffectsGearlyGlensGdevelopmentGandG
causesGaGvariableGsmallTeyeGphenotypeUGInvestigativeVOphthalmologyVandVVisualVScienceSG2008SG[dSGX]Y]TZY 22

141 öariationGofGtheGresponseGtoGtheGoptokineticGdrumGamongGvariousGstrainsGofGmiceUGFrontiersVinV
BioscienceViVLandmarkSG2008SGXZSGaYadTb] 2.8 21

140 lGphenotypeTdrivenGpyäGmutagenesisGscreenGforGtheGidentificationGofGdominantGmutationsGinvolvedG
inGalcoholGconsumptionUGMammalianVGenomeSG2008SGXdSGbbTc[ 3.2 5

139 oeletionGofGglucoseGtransporterGrwä×cGinGmiceGincreasesGlocomotorGactivityUGBehaviorVGeneticsSG
2008SGZcSGZdaT[Wa 3.2 32

138 –leiotropicGeffectsGinGpyaZGknockoutGmiceUGBMCVDevelopmentalVBiologySG2008SGcSGXXc 3.1 32

137 ×ranscriptomeGandGproteomeGanalysisGofGearlyGembryonicGmouseGbrainGdevelopmentUGProteomicsSG
2008SGcSGXY]bTa] 4.8 49

136 ²ystematicGgeneGexpressionGprofilingGofGmouseGmodelGseriesGrevealsGcoexpressedGgenesUGProteomics
SG2008SGcSGXY[cT]a 4.8 28

135 lnGapproachGtoGhandlingGandGinterpretationGofGambiguousGdataGinGtranscriptomeGandGproteomeG
comparisonsUGProteomicsSG2008SGcSGXXa]Td 4.8 20

134 ²all[GisoformsGactGduringGproximalTdistalGandGanteriorTposteriorGaxisGformationGinGtheGmouseG
embryoUGGenesisSG2008SG[aSG[aZTbb 1.9 20

133 yovelGlymphocyteTindependentGmechanismsGtoGinitiateGinflammatoryGarthritisGviaGboneG
marrowTderivedGcellsGofGlliXcGmutantGmiceUGRheumatologySG2008SG[bSGYdYTZWW 3.9 9

132 reneticsGmeetsGmetabolomicseGaGgenomeTwideGassociationGstudyGofGmetaboliteGprofilesGinGhumanG
serumUGPLoSVGeneticsSG2008SG[SGeXWWWYcY 6 538

131 nellTbasedGsimulationGofGdynamicGexpressionGpatternsGinGtheGpresomiticGmesodermUGJournalVofV
TheoreticalVBiologySG2007SGY[cSGXYWTd 2.3 29

130 nompartmentalisedGexpressionGofGoeltaTlikeGXGinGepithelialGsomitesGisGrequiredGforGtheGformationGofG
intervertebralGjointsUGBMCVDevelopmentalVBiologySG2007SGbSGac 3.1 6

129 vt×GisGrequiredGforGhepaticGfunctionGduringGmouseGpostTnatalGdevelopmentUGBMCVDevelopmentalV
BiologySG2007SGbSGcX 3.1 13
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128 tdentificationGofGaGveratinG[GmutationGinGaGchemicallyGinducedGmouseGmutantGthatGmodelsGwhiteG
spongeGnevusUGJournalVofVInvestigativeVDermatologySG2007SGXYbSGaWT[ 4.3 12

127 tmpactGofGtönGhousingGonGemotionalityGandGfearGlearningGinGmaleGnZsemVqeuGandGn]bmwVauGmiceUG
MammalianVGenomeSG2007SGXcSGXbZTca 3.2 43

126 xouseG–henotypeGoatabaseGtntegrationGnonsortiumeGintegrationGβcorrected]GofGmouseGphenomeG
dataGresourcesUGMammalianVGenomeSG2007SGXcSGX]bTaZ 3.2 41

125 –owerGmattersGinGclosingGtheGphenotypingGgapUGDieVNaturwissenschaftenSG2007SGd[SG[WXTa 2 16

124 renerationGofGpyäTinducedGmouseGmutantsGwithGhypocholesterolemiaeGnovelGtoolsGforGdissectingG
plasmaGlipoproteinGhomeostasisUGLipidsSG2007SG[YSGbZXTb 1.6 5

123 –rofilingGatGmRylSGproteinSGandGmetaboliteGlevelsGrevealsGalterationsGinGrenalGaminoGacidGhandlingG
andGglutathioneGmetabolismGinGkidneyGtissueGofG–eptYTVTGmiceUGPhysiologicalVGenomicsSG2007SGYcSGZWXTXW 3.6 53

122 ²creeningGforGincreasedGplasmaGureaGlevelsGinGaGlargeTscaleGpyäGmouseGmutagenesisGprojectGrevealsG
kidneyGdiseaseGmodelsUGAmericanVJournalVofVPhysiologyViVRenalVPhysiologySG2007SGYdYSGqX]aWTb 4.3 19

121 oominantTnegativeGeffectsGofGaGnovelGmutatedGtnsYGalleleGcausesGearlyTonsetGdiabetesGandGsevereG
betaTcellGlossGinGxunichGtnsYnd]²GmutantGmiceUGDiabetesSG2007SG]aSGXYacTba 0.9 116

120 lGmutationGinGtheGenamelinGgeneGinGaGmouseGmodelUGJournalVofVDentalVResearchSG2007SGcaSGba[Tc 8.1 17

119 lGgeneticGscreenGforGmodifiersGofGtheGdeltaXTdependentGnotchGsignalingGfunctionGinGtheGmouseUG
GeneticsSG2007SGXb]SGX[]XTaZ 4 22

118 pxxlTTtheGpuropeanGmouseGmutantGarchiveUGBriefingsVinVFunctionalVGenomicsVbVProteomicsSG2007SGaSGXcaTdY 15

117
pmergencyGpreventionGofGextinctionGofGaGtransgenicGalleleGinGaGlessTfertileGtransgenicGmouseGlineGbyG
crossingGwithGanGinbredGorGoutbredGmouseGstrainGcoupledGwithGassistedGreproductiveGtechnologiesUG
ReproductionhVFertilityVandVDevelopmentSG2007SGXdSGdc[Td[

1.8 1

116 ×argetedGinactivationGofGtheGmurineGlbcaZGgeneGleadsGtoGrespiratoryGfailureGinGnewbornsGwithG
defectiveGlamellarGbodiesUGBiochemicalVandVBiophysicalVResearchVCommunicationsSG2007SGZ]dSGd[bT]X 3.4 35

115 ×heGmouseG×rmXTlikeGgeneGisGexpressedGinGneuralGtissuesGandGplaysGaGroleGinGmotorGcoordinationGandG
exploratoryGbehaviourUGGeneSG2007SGZcdSGXb[Tc] 3.8 17

114 qunctionalGgenomeGanalysisGindicatesGlossGofGXbbetaThydroxysteroidGdehydrogenaseGtypeGYGenzymeG
inGtheGzebrafishUGJournalVofVSteroidVBiochemistryVandVMolecularVBiologySG2007SGXWZSGZ]T[Z 5.1 12

113 nhemicalGxutagenesisGinGxiceG2007SGYY]TYaW 4

112 ²ystematicSGstandardizedGandGcomprehensiveGneurologicalGphenotypingGofGinbredGmiceGstrainsGinG
theGrermanGxouseGnlinicUGJournalVofVNeuroscienceVMethodsSG2006SGX]bSGcYTdW 3 30

111 xetabolicGphenotypingGofGmouseGmutantsGinGtheGrermanGxouseGnlinicUGIntegrativeVZoologySG2006SGXSGXYYT]1.9 2

(2006-2007)
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110 äseGofGchemicalGmutagenesisGinGmouseGembryonicGstemGcellsUGMethodsVinVMolecularVBiologySG2006SG
ZYdSGZdbT[Wb 1.4 2

109 renerationGandGcharacterizationGofGdickkopfZGmutantGmiceUGMolecularVandVCellularVBiologySG2006SGYaSGYZXbTYa4.8 77

108 RiskGassessmentGofGmouseGhepatitisGvirusGinfectionGviaGinGvitroGfertilizationGandGembryoGtransferGbyG
theGuseGofGzonaTintactGandGlaserTmicrodissectedGoocytesUGBiologyVofVReproductionSG2006SGb[SGY[aT]Y 3.9 22

107 xultipleGquantitativeGtraitGlociGmodifyGcochlearGhairGcellGdegenerationGinGtheGmeethovenGO×mcXmthPG
mouseGmodelGofGprogressiveGhearingGlossGoqylZaUGGeneticsSG2006SGXbZSGYXXXTd 4 31

106 nonductivityGofGsingleTstrandedGandGdoubleTstrandedGdeoxyriboseGnucleicGacidGunderGambientG
conditionseG×heGdominanceGofGwaterUGAppliedVPhysicsVLettersSG2006SGccSGXWYXWY 3.4 52

105 ×ranscriptionalGregulationGofGhumanGandGmurineGXbbetaThydroxysteroidGdehydrogenaseGtypeTbG
confersGitsGparticipationGinGcholesterolGbiosynthesisUGJournalVofVMolecularVEndocrinologySG2006SGZbSGXc]Tdb4.5 24

104 yumberGofGactiveGtranscriptionGfactorGbindingGsitesGisGessentialGforGtheGsesbGoscillatorUGTheoreticalV
BiologyVandVMedicalVModellingSG2006SGZSGXX 2.3 28

103 lGmouseGkeratinGXGmutationGcausesGdarkGskinGandGepidermolyticGhyperkeratosisUGJournalVofV
InvestigativeVDermatologySG2006SGXYaSGXWXZTa 4.3 15

102 renotypeTspecificGenvironmentalGimpactGonGtheGvarianceGofGbloodGvaluesGinGinbredGandGqXGhybridG
miceUGMammalianVGenomeSG2006SGXbSGdZTXWY 3.2 26

101 yewGpyäTinducedGsemidominantGmutationSGlliXcSGcausesGinflammatoryGarthritisSGdermatitisSGandG
osteoporosisGinGtheGmouseUGMammalianVGenomeSG2006SGXbSGdX]TYa 3.2 23

100 öariationsGofGeyeGsizeGparametersGamongGdifferentGstrainsGofGmiceUGMammalianVGenomeSG2006SGXbSGc]XTb 3.2 52

99 xorphologicGandGmolecularGcharacterizationGofGtwoGnovelGvrtbXGOvrtYTagPGmutationseGvrtbXrcoXYG
andGvrtbXrcoXZUGMammalianVGenomeSG2006SGXbSGXXbYTcY 3.2 26

98 witxinerGandGüikireneeGidentifyingGproblemTrelatedGkeyGplayersGofGgeneGregulationGusingG
publicationGabstractsUGNucleicVAcidsVResearchSG2005SGZZSGübbdTcY 20.1 34

97 lR×²eGaGwebTbasedGtoolGforGtheGsetTupGofGhighTthroughputGgenomeTwideGmappingGpanelsGforGtheG
²y–GgenotypingGofGmouseGmutantsUGNucleicVAcidsVResearchSG2005SGZZSGü[daT]WW 20.1 16

96 ×woGnewGmouseGmutantsGwithGvestibularGdefectsGthatGmapGtoGtheGhighlyGmutableGlocusGonG
chromosomeG[UGInternationalVJournalVofVAudiologySG2005SG[[SGXbXTb 2.6 15

95
zrthovanadateGincreasedGtheGfrequencyGofGaneuploidGmouseGspermGwithoutGmicronucleusGinductionG
inGmouseGboneGmarrowGerythrocytesGatGtheGsameGdoseGlevelUGMutationVResearchViVGeneticVToxicologyV
andVEnvironmentalVMutagenesisSG2005SG]cZSGX]cTab

3 29

94 lutoimmunityGandGinflammationGdueGtoGaGgainTofTfunctionGmutationGinGphospholipaseGnGgammaGYG
thatGspecificallyGincreasesGexternalGnaYRGentryUGImmunitySG2005SGYYSG[]XTa] 32.3 121

93 px–Re²²eGstandardizedGphenotypeGscreensGforGfunctionalGannotationGofGtheGmouseGgenomeUGNatureV
GeneticsSG2005SGZbSGXX]] 36.3 130
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92 tntroducingGtheGrermanGxouseGnliniceGopenGaccessGplatformGforGstandardizedGphenotypingUGNatureV
MethodsSG2005SGYSG[WZT[ 21.6 148

91 sushGpuppyeGaGnewGmouseGmutantGwithGpinnaSGossicleSGandGinnerGearGdefectsUGLaryngoscopeSG2005SG
XX]SGXXaTY[ 3.6 13

90 tdentificationGofGollXGOoeltaXPGtargetGgenesGduringGmouseGembryogenesisGusingGdifferentialG
expressionGprofilingUGGeneVExpressionVPatternsSG2005SGaSGd[TXWX 1.5 15

89 tdentificationGandGvalidationGofGnovelGpRmmYGOspRYSGypäPGtargetsGincludingGgenesGinvolvedGinG
angiogenesisUGInternationalVJournalVofVCancerSG2005SGXX[SG]dWTb 7.5 46

88 renetischeG–rˆ⁄dispositionenGfˆ…rGerhˆ¶hteGmlutcholesterinwerteGimGxausmodellUGBiologieVinVUnsererV
ZeitSG2005SGZ]SGX[TX] 0.1

87 lssessmentGofGaGsystematicGexpressionGprofilingGapproachGinGpyäTinducedGmouseGmutantGlinesUG
MammalianVGenomeSG2005SGXaSGXTXW 3.2 20

86
tdentificationGofGcoexpressedGgeneGclustersGinGaGcomparativeGanalysisGofGtranscriptomeGandG
proteomeGinGmouseGtissuesUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaSG2005SGXWYSGcaYXTa

11.5 71

85 renomewideGlinkageGanalysisGidentifiesGnovelGgeneticGwociGforGlungGfunctionGinGmiceUGAmericanV
JournalVofVRespiratoryVandVCriticalVCareVMedicineSG2005SGXbXSGccWTc 10.2 34

84 winkingGdiseaseTassociatedGgenesGtoGregulatoryGnetworksGviaGpromoterGorganizationUGNucleicVAcidsV
ResearchSG2005SGZZSGca[TbY 20.1 34

83 ×hreeGnovelG–axaGallelesGinGtheGmouseGleadingGtoGtheGsameGsmallTeyeGphenotypeGcausedGbyGdifferentG
consequencesGatGtargetGpromotersUGInvestigativeVOphthalmologyVandVVisualVScienceSG2005SG[aSG[abXTcZ 37

82 ²exTdependentGsusceptibilityGtoGwisteriaGmonocytogenesGinfectionGisGmediatedGbyGdifferentialG
interleukinTXWGproductionUGInfectionVandVImmunitySG2005SGbZSG]d]YTaW 3.7 49

81 nytoplasmicGthioredoxinGreductaseGisGessentialGforGembryogenesisGbutGdispensableGforGcardiacG
developmentUGMolecularVandVCellularVBiologySG2005SGY]SGXdcWTc 4.8 283

80 wargeTscaleGalbuminuriaGscreenGforGnephropathyGmodelsGinGchemicallyGinducedGmouseGmutantsUG
NephronVExperimentalVNephrologySG2005SGXWWSGeX[ZTd 4

79
lndrogenGmetabolismGviaGXbbetaThydroxysteroidGdehydrogenaseGtypeGZGinGmammalianGandG
nonTmammalianGvertebrateseGcomparisonGofGtheGhumanGandGtheGzebrafishGenzymeUGJournalVofV
MolecularVEndocrinologySG2005SGZ]SGZW]TXa

4.5 69

78 plectroretinographyGasGaGscreeningGmethodGforGmutationsGcausingGretinalGdysfunctionGinGmiceUG
InvestigativeVOphthalmologyVandVVisualVScienceSG2004SG[]SGaWXTd 43

77 lGnovelGmissenseGmutationGinGtheGmouseGgrowthGhormoneGgeneGcausesGsemidominantGdwarfismSG
hyperghrelinemiaSGandGobesityUGEndocrinologySG2004SGX[]SGY]ZXT[X 4.8 42

76 lmelogenesisGimperfectaGinGaGnewGanimalGmodelTTaGmutationGinGchromosomeG]GOhumanG[qYXPUG
JournalVofVDentalVResearchSG2004SGcZSGaWcTXY 8.1 4

75 sypercholesterolemiaGinGpyäTinducedGmouseGmutantsUGJournalVofVLipidVResearchSG2004SG[]SGYXZYTb 6.3 18

(2004-2005)
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74 seritableGtranslocationsGinducedGbyGdermalGexposureGofGmaleGmiceGtoGacrylamideUGCytogeneticVandV
GenomeVResearchSG2004SGXW[SGYbXTa 1.9 15

73 ×argetedGdisruptionGofGtheGüalkerTüarburgGsyndromeGgeneG–omtXGinGmouseGresultsGinGembryonicG
lethalityUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2004SGXWXSGX[XYaTZX11.5 133

72 ×heGpuropeanGdimensionGforGtheGmouseGgenomeGmutagenesisGprogramUGNatureVGeneticsSG2004SGZaSGdY]Tb36.3 176

71 pffectsGofGrTproteinGmutationsGonGskinGcolorUGNatureVGeneticsSG2004SGZaSGdaXTc 36.3 170

70 lnGpyäTinducedGmutationGinGl–TYalphaGleadsGtoGmiddleGearGandGocularGdefectsGinGooaradGmiceUG
MammalianVGenomeSG2004SGX]SG[Y[TZY 3.2 19

69 lGxyobaGmutationGcosegregatesGwithGstereociliaGdefectsGandGlowTfrequencyGhearingGimpairmentUG
MammalianVGenomeSG2004SGX]SGacaTdb 3.2 41

68 ×heGnovelGmouseGmicrophthalmiaGmutationsGxitfmiTenu]GandGxitfmiTbccYGproduceGdominantG
negativeGxitfGproteinsUGGenomicsSG2004SGcZSGdZYT] 4.3 16

67 ×heGdominantGalopeciaGphenotypesGmareskinSGRexTdenudedSGandGReducedGnoatGYGareGcausedGbyG
mutationsGinGgasderminGZUGGenomicsSG2004SGc[SGcY[TZ] 4.3 62

66 nharacterizationGofGaGnewGmouseGmutantSGflouncerSGwithGaGbalanceGdefectGandGinnerGearG
malformationUGOtologyVandVNeurotologySG2004SGY]SGbWbTXZ 2.6 20

65 reneticsGofGdarkGskinGinGmiceUGGenesVandVDevelopmentSG2003SGXbSGYX[TYc 12.6 110

64 llopeciaGinGaGnovelGmouseGmodelGRnzZGisGcausedGbyGmvairsXGdeficiencyUGJournalVofVInvestigativeV
DermatologySG2003SGXYXSGab[TcW 4.3 27

63 oeltaTyotchGsignalingGcontrolsGtheGgenerationGofGneuronsVgliaGfromGneuralGstemGcellsGinGaGstepwiseG
processUGDevelopmentVdCambridgeeSG2003SGXZWSGXZdXT[WY 6.6 206

62 tnteractionGofGtheGxlrävGfamilyGmemberGlcvrinpXGandGtheGcytoplasmicGdomainGofGtheGyotchGligandG
oeltaXUGJournalVofVMolecularVBiologySG2003SGZZZSGYYdTZ] 6.5 32

61 xutationsGinGdyneinGlinkGmotorGneuronGdegenerationGtoGdefectsGinGretrogradeGtransportUGScienceSG
2003SGZWWSGcWcTXY 33.3 577

60 ²pecificityGassessmentGfromGfractionationGexperimentsGO²lqpPeGaGnovelGmethodGtoGevaluateG
microarrayGprobeGspecificityGbasedGonGhybridisationGstringenciesUGNucleicVAcidsVResearchSG2003SGZXSGpXTX 20.1 33

59 yodeGandGmidlineGdefectsGareGassociatedGwithGleftTrightGdevelopmentGinGoeltaXGmutantGembryosUG
DevelopmentVdCambridgeeSG2003SGXZWSGZTXZ 6.6 83

58 tnGvitroGfertilizationVcryopreservationUGMethodsVinVMolecularVBiologySG2003SGYWdSGZ]T]W 1.4 2

57 lrtefactsGandGReliabilityGofGoylGxicroarrayGpxpressionG–rofilingGoataUGCurrentVGenomicsSG2003SG[SGaX]TaYX2.6 5
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56 RandomGpyäGmutagenesisUGMethodsVinVMolecularVBiologySG2003SGYWdSGY[dTaa 1.4 5

55 öbaoGmutationGinGaGconservedGgoTcrystallinGregionGleadsGtoGdominantGcataractsGinGmiceUGMammalianV
GenomeSG2002SGXZSG[]YT] 3.2 21

54 wargeTscaleGmutationalGanalysisGforGtheGannotationGofGtheGmouseGgenomeUGCurrentVOpinionVinV
ChemicalVBiologySG2002SGaSGXbTYZ 9.7 17

53 meethovenSGaGmouseGmodelGforGdominantSGprogressiveGhearingGlossGoqylZaUGNatureVGeneticsSG2002SG
ZWSGY]bTc 36.3 207

52
xodulationGofGtheGnotchGsignalingGbyGxashXGandGolxXVYregulatesGsequentialGspecificationGandG
differentiationGofGprogenitorGcellGtypesGinGtheGsubcorticalGtelencephalonUGDevelopmentVdCambridgeeSG
2002SGXYdSG]WYdT]W[W

6.6 184

51 xolecularG–henotypingGofGxouseGxutantGResourcesGbyGRylGpxpressionG–rofilingUGCurrentVGenomicsSG
2002SGZSGXYXTXYd 2.6 7

50 pnuGmouseGmutagenesiseGgenerationGofGmouseGmutantsGwithGaberrantGplasmaGtgpGlevelsUG
InternationalVArchivesVofVAllergyVandVImmunologySG2001SGXY[SGY]Tc 3.7 13

49 ×heGyotchGligandGuaggedXGisGrequiredGforGinnerGearGsensoryGdevelopmentUGProceedingsVofVtheV
NationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2001SGdcSGZcbZTc 11.5 180

48 nharacterizationGofGaGmutationGinGtheGlensTspecificGx–bWGencodingGgeneGofGtheGmouseGleadingGtoGaG
dominantGcataractUGExperimentalVEyeVResearchSG2001SGbZSGcabTba 3.7 46

47 tsolationGandGcharacterizationGofGaGnovelGgeneGfromGtheGoireorgeGchromosomalGregionGthatG
encodesGforGaGmediatorGsubunitUGGenomicsSG2001SGb[SGZYWTZY 4.3 31

46 ²equenceGinterpretationUGqunctionalGannotationGofGmouseGgenomeGsequencesUGScienceSG2001SGYdXSGXY]XT]33.3 101

45 pthylnitrosoureaTinducedGmutationGinGmiceGleadsGtoGtheGexpressionGofGaGnovelGproteinGinGtheGeyeGandG
toGdominantGcataractsUGGeneticsSG2001SGX]bSGXZXZTYW 4 10

44 qromGdevelopmentalGbiologyGtoGdevelopmentalGtoxicologyUGAnnalsVofVtheVNewVYorkVAcademyVofV
SciencesSG2000SGdXdSGYZdT[] 6.5

43 renomeTwideSGlargeTscaleGproductionGofGmutantGmiceGbyGpyäGmutagenesisUGNatureVGeneticsSG2000SG
Y]SG[[[Tb 36.3 578

42 wargeT²caleGyTpthylTyTyitrosoureaGxutagenesisGofGxiceGâ��GfromG–henotypesGtoGrenesUGExperimentalV
PhysiologySG2000SGc]SGaZ]Ta[Z 2.4

41 rreatGtimesGforGmouseGgeneticseGgettingGreadyGforGlargeTscaleGpyäTmutagenesisUGMammalianV
GenomeSG2000SGXXSG[bXT[bX 3.2 8

40 pffectsGofGpyäGdosageGonGmouseGstrainsUGMammalianVGenomeSG2000SGXXSG[c[Tc 3.2 128

39 ×heGlargeTscaleGxunichGpyäTmouseTmutagenesisGscreenUGMammalianVGenomeSG2000SGXXSG]WbTXW 3.2 32

(2000-2003)
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38 tdentificationGofGimmunologicalGrelevantGphenotypesGinGpyäGmutagenizedGmiceUGMammalianV
GenomeSG2000SGXXSG]YaTb 3.2 21

37 ²creeningGforGdysmorphologicalGabnormalitiesTTaGpowerfulGtoolGtoGisolateGnewGmouseGmutantsUG
MammalianVGenomeSG2000SGXXSG]YcTZW 3.2 36

36 ×heGclinicalTchemicalGscreenGinGtheGxunichGpyäGxouseGxutagenesisG–rojecteGscreeningGforGclinicallyG
relevantGphenotypesUGMammalianVGenomeSG2000SGXXSG][ZTa 3.2 48

35 ×heGbiochemicalGmetaboliteGscreenGinGtheGxunichGpyäGxouseGxutagenesisG–rojecteGdeterminationG
ofGaminoGacidsGandGacylcarnitinesGbyGtandemGmassGspectrometryUGMammalianVGenomeSG2000SGXXSG][bT]X 3.2 27

34 nometGassayGasGaGtoolGtoGscreenGforGmouseGmodelsGwithGinheritedGradiationGsensitivityUGMammalianV
GenomeSG2000SGXXSG]]YT[ 3.2 26

33 xouseyetGdatabaseeGdigitalGmanagementGofGaGlargeTscaleGmutagenesisGprojectUGMammalianVGenome
SG2000SGXXSG]dWTZ 3.2 21

32 wargeTscaleGyTethylTyTnitrosoureaGmutagenesisGofGmiceGTGfromGphenotypesGtoGgenesUGExperimentalV
PhysiologySG2000SGc]SGaZ]Ta[Z 2.4 16

31
zscillatingGexpressionGofGcTseyYGinGtheGpresomiticGmesodermGsuggestsGthatGtheGsegmentationGclockG
mayGuseGcombinatorialGsignalingGthroughGmultipleGinteractingGbswsGfactorsUGDevelopmentalVBiologySG
2000SGYYbSGdXTXWZ

3.1 133

30 oistinctGregulatoryGelementsGdirectGdeltaXGexpressionGinGtheGnervousGsystemGandGparaxialG
mesodermGofGtransgenicGmiceUGMechanismsVofVDevelopmentSG2000SGd]SGYZTZ[ 1.7 55

29 yotchGsignallingGcontrolsGpancreaticGcellGdifferentiationUGNatureSG1999SG[WWSGcbbTcX 50.4 980

28 ×ailchaserGO×lcPeGaGnewGmouseGmutationGaffectingGhairGbundleGdifferentiationGandGhairGcellGsurvivalUG
JournalVofVNeurocytologySG1999SGYcSGdadTc] 34

27 ReliableGrecoveryGofGinbredGmouseGlinesGusingGcryopreservedGspermatozoaUGMammalianVGenomeSG
1999SGXWSGbbZTa 3.2 37

26 nryopreservationGofGmouseGspermatozoaeGdoubleGyourGmouseGspaceUGTrendsVinVGeneticsSG1999SGX]SGXYcTZX8.5 30

25 tnteractionGbetweenGyotchGsignallingGandGwunaticGfringeGduringGsomiteGboundaryGformationGinGtheG
mouseUGCurrentVBiologySG1999SGdSG[bWTcW 6.3 216

24 pxpressionGofGtheGmouseGoeltaXGgeneGduringGorganogenesisGandGfetalGdevelopmentUGMechanismsVofV
DevelopmentSG1999SGc[SGXa]Tc 1.7 67

23 pxpressionGofGoeltaXGandG²errateXGOuaggedXPGinGtheGmouseGinnerGearUGMechanismsVofVDevelopmentSG
1999SGc[SGXadTbY 1.7 176

22 xutationGinGtheGbetalZVlXTcrystallinGencodingGgeneGnrybaXGcausesGaGdominantGcataractGinGtheG
mouseUGGenomicsSG1999SGaYSGabTbZ 4.3 58

21 wargeGscaleGpyäGscreensGinGtheGmouseeGgeneticsGmeetsGgenomicsUGMutationVResearchViVFundamentalV
andVMolecularVMechanismsVofVMutagenesisSG1998SG[WWSGY]TZY 3.3 80
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20 aG²omitogenesisUGCurrentVTopicsVinVDevelopmentalVBiologySG1997SGYY]TYcb 5.3 146

19 xaintenanceGofGsomiteGbordersGinGmiceGrequiresGtheGoeltaGhomologueGottXUGNatureSG1997SGZcaSGbXbTYX 50.4 570

18 ²ignsGofGtheGprincipleGbodyGaxesGpriorGtoGprimitiveGstreakGformationGinGtheGrabbitGembryoUGAnatomyV
andVEmbryologySG1995SGXdYSGX]dTad 50

17 qibroblastGgrowthGfactorGinducesGprimitiveGstreakGformationGinGrabbitGpreTimplantationGembryosGinG
vitroUGAnatomyVandVEmbryologySG1993SGXcbSGYadTbZ 19

16 xolecularG–henotypingeGreneGpxpressionG–rofilingX]TZ[

15 lnimalGxodelsGofGyociceptionYYXTYZ] 10

14 pxplorationGofGxetabolicGandGpndocrineGqunctionGinGtheGxouseXWdTXZZ 0

13 nharacterizingGsearingGinGxiceXTX[

12 –henotypingGlllergyGinGtheGwaboratoryGxouseY]ZTYcX 2

11 pyeGoisordersYcZTZWd 2

10 nlinicalGnhemicalG²creencbTXWb 5

9 nardiovascularGoisorderseGtnsightsGintoGtnGöivoGnardiovascularG–henotypingXbbTXdd 1

8 –henotypingGofGsostT–athogenGtnteractionsGinGxiceYWXTYXd

7 xouseG–henotypingeGtmmunologyYZbTY]Y 3

6 mehavioralGandGyeurologicalG–henotypingGinGtheGxouseXZ]TXb] 3

5 lx–vGsubunitsGharborGlargelyGnonToverlappingGgeneticGdeterminantsGforGbodyGfatGmassSGglucoseTG
andGcholesterolGmetabolismUGJournalVofVClinicalVEndocrinologyVandVMetabolismS 5.6 2

4 oietaryGinterventionGimprovesGhealthGmetricsGandGlifeGexpectancyGofGtheGgeneticallyGobeseGoäaG
O×itanPGmouse 2

3 –roteinTnodingGöariantsGtmplicateGyovelGrenesGRelatedGtoGwipidGsomeostasisGnontributingGtoGmodyG
qatGoistribution 1

(-1997)
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2 lGresourceGofGtargetedGmutantGmouseGlinesGforG]SWaXGgenes 3

1 oαoconnecteGmitGvernetztenGoatenGgegenGoiabetesUGDiabetologeSX 0.2 2
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