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k Paper IF Citations

297 xostVmicrobeIinteractionsIhaveIshapedItheIgeneticIarchitectureIofIinflammatoryIbowelIdiseaseWI
NatureUI2012UIdiaUIaaiVbd 50.4 3239

296 riologicalUIclinicalIandIpopulationIrelevanceIofIieIlociIforIbloodIlipidsWINatureUI2010UIdffUIgYgVac 50.4 2742

295 weneticIstudiesIofIbodyImassIindexIyieldInewIinsightsIforIobesityIbiologyWINatureUI2015UIeahUIaigVbYf 50.4 2687

294 qssociationIanalysesIofIbdiUgifIindividualsIrevealIahInewIlociIassociatedIwithIbodyImassIindexWI
NaturebGeneticsUI2010UIdbUIicgVdh 36.3 2267

293 xundredsIofIvariantsIclusteredIinIgenomicIlociIandIbiologicalIpathwaysIaffectIhumanIheightWI
NatureUI2010UIdfgUIhcbVh 50.4 1514

292 qnIintegratedImapIofIstructuralIvariationIinIbUeYdIhumanIgenomesWINatureUI2015UIebfUIgeVha 50.4 1368

291 weneticsIofIgeneIexpressionIsurveyedIinImaizeUImouseIandImanWINatureUI2003UIdbbUIbigVcYb 50.4 1244

290  argeVscaleIassociationIanalysisIidentifiesInewIriskIlociIforIcoronaryIarteryIdiseaseWINaturebGeneticsUI
2013UIdeUIbeVcc 36.3 1172

289 werosciencejIlinkingIagingItoIchronicIdiseaseWICellUI2014UIaeiUIgYiVac 56.2 1068

288 yntegratedIsystemsIapproachIidentifiesIgeneticInodesIandInetworksIinIlateVonsetIqlzheimerPsI
diseaseWICellUI2013UIaecUIgYgVbY 56.2 1058

287 weneticsIofIgeneIexpressionIandIitsIeffectIonIdiseaseWINatureUI2008UIdebUIdbcVh 50.4 1058

286 üewIgeneticIlociIlinkIadiposeIandIinsulinIbiologyItoIbodyIfatIdistributionWINatureUI2015UIeahUIahgVaif 50.4 920

285 qnIinflammatoryIcytokineIsignatureIpredictsIsOVytVaiIseverityIandIsurvivalWINaturebMedicineUI2020UI
bfUIafcfVafdc 50.5 895

284 rayesianItestIforIcolocalisationIbetweenIpairsIofIgeneticIassociationIstudiesIusingIsummaryI
statisticsWIPLoSbGeneticsUI2014UIaYUIeaYYdchc 6 868

283 vromInoncodingIvariantItoIphenotypeIviaISORTaIatItheIapacIcholesterolIlocusWINatureUI2010UIdffUIgadVi50.4 820

282 qnIintegrativeIgenomicsIapproachItoIinferIcausalIassociationsIbetweenIgeneIexpressionIandI
diseaseWINaturebGeneticsUI2005UIcgUIgaYVg 36.3 820

281 MappingItheIgeneticIarchitectureIofIgeneIexpressionIinIhumanIliverWIPLoSbBiologyUI2008UIfUIeaYg 9.7 768
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280 MetaVanalysisIidentifiesIacInewIlociIassociatedIwithIwaistVhipIratioIandIrevealsIsexualIdimorphismI
inItheIgeneticIbasisIofIfatIdistributionWINaturebGeneticsUI2010UIdbUIidiVfY 36.3 724

279 VariationsIinItüqIelucidateImolecularInetworksIthatIcauseIdiseaseWINatureUI2008UIdebUIdbiVce 50.4 723

278 OriginsIofItheIuWIcoliIstrainIcausingIanIoutbreakIofIhemolyticVuremicIsyndromeIinIwermanyWINewb
EnglandbJournalbofbMedicineUI2011UIcfeUIgYiVag 59.2 658

277 qIwindowIintoIthirdVgenerationIsequencingWIHumanbMolecularbGeneticsUI2010UIaiUIRbbgVdY 5.6 628

276 TissueVspecificIexpressionIandIregulationIofIsexuallyIdimorphicIgenesIinImiceWIGenomebResearchUI
2006UIafUIiieVaYYd 9.7 628

275 weneIexpressionIelucidatesIfunctionalIimpactIofIpolygenicIriskIforIschizophreniaWINatureb
NeuroscienceUI2016UIaiUIaddbVadec 25.5 622

274 MolecularInetworksIasIsensorsIandIdriversIofIcommonIhumanIdiseasesWINatureUI2009UIdfaUIbahVbc 50.4 589

273 TheIoriginIofItheIxaitianIcholeraIoutbreakIstrainWINewbEnglandbJournalbofbMedicineUI2011UIcfdUIccVdb 59.2 559

272 SharedImolecularIneuropathologyIacrossImajorIpsychiatricIdisordersIparallelsIpolygenicIoverlapWI
ScienceUI2018UIceiUIficVfig 33.3 547

271 MultiancestryIgenomeVwideIassociationIstudyIofIebYUYYYIsubjectsIidentifiesIcbIlociIassociatedIwithI
strokeIandIstrokeIsubtypesWINaturebGeneticsUI2018UIeYUIebdVecg 36.3 536

270 wenomeVwideImetaVanalysisIidentifiesIaaInewIlociIforIanthropometricItraitsIandIprovidesIinsightsI
intoIgeneticIarchitectureWINaturebGeneticsUI2013UIdeUIeYaVab 36.3 437

269 yntegratingIlargeVscaleIfunctionalIgenomicIdataItoIdissectItheIcomplexityIofIyeastIregulatoryI
networksWINaturebGeneticsUI2008UIdYUIhedVfa 36.3 430

268 qssemblyIandIdiploidIarchitectureIofIanIindividualIhumanIgenomeIviaIsingleVmoleculeI
technologiesWINaturebMethodsUI2015UIabUIghYVf 21.6 383

267 uxperimentalIannotationIofItheIhumanIgenomeIusingImicroarrayItechnologyWINatureUI2001UIdYiUIibbVg 50.4 373

266 qssociationIanalysesIbasedIonIfalseIdiscoveryIrateIimplicateInewIlociIforIcoronaryIarteryIdiseaseWI
NaturebGeneticsUI2017UIdiUIacheVacia 36.3 361

265 MultiscaleIqnalysisIofIyndependentIqlzheimerPsIsohortsIvindsItisruptionIofIMolecularUIweneticUIandI
slinicalIüetworksIbyIxumanIxerpesvirusWINeuronUI2018UIiiUIfdVhbWeg 13.9 357

264 uxtensiveIsequencingIofIsevenIhumanIgenomesItoIcharacterizeIbenchmarkIreferenceImaterialsWI
ScientificbDataUI2016UIcUIafYYbe 8.2 345

263 wenomeVwideImappingIofImethylatedIadenineIresiduesIinIpathogenicIuscherichiaIcoliIusingI
singleVmoleculeIrealVtimeIsequencingWINaturebBiotechnologyUI2012UIcYUIabcbVi 44.5 256

(2012-2010)
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262
 argeVscaleIproteomicIanalysisIofIqlzheimerPsIdiseaseIbrainIandIcerebrospinalIfluidIrevealsIearlyI
changesIinIenergyImetabolismIassociatedIwithImicrogliaIandIastrocyteIactivationWINaturebMedicineUI
2020UIbfUIgfiVghY

50.5 226

261 q’yIinIxospitalizedIΔatientsIwithIsOVytVaiWIJournalbofbthebAmericanbSocietybofbNephrology:bJASNUI
2021UIcbUIaeaVafY 12.7 225

260 ValidationIofIcandidateIcausalIgenesIforIobesityIthatIaffectIsharedImetabolicIpathwaysIandI
networksWINaturebGeneticsUI2009UIdaUIdaeVbc 36.3 224

259 SingleVsellIqnalysisIofIsrohnPsItiseaseI esionsIydentifiesIaIΔathogenicIsellularIModuleIqssociatedI
withIResistanceItoIqntiVTüvITherapyWICellUI2019UIaghUIadicVaeYhWebY 56.2 219

258 qInetworkIviewIofIdiseaseIandIcompoundIscreeningWINaturebReviewsbDrugbDiscoveryUI2009UIhUIbhfVie 64.1 219

257 sisVactingIexpressionIquantitativeItraitIlociIinImiceWIGenomebResearchUI2005UIaeUIfhaVia 9.7 216

256 yntegratingIpathwayIanalysisIandIgeneticsIofIgeneIexpressionIforIgenomeVwideIassociationIstudiesWI
AmericanbJournalbofbHumanbGeneticsUI2010UIhfUIehaVia 11 202

255 varianceΔartitionjIinterpretingIdriversIofIvariationIinIcomplexIgeneIexpressionIstudiesWIBMCb
BioinformaticsUI2016UIagUIdhc 3.6 201

254  everagingImodelsIofIcellIregulationIandIwWqSIdataIinIintegrativeInetworkVbasedIassociationI
studiesWINaturebGeneticsUI2012UIddUIhdaVg 36.3 198

253 qnalysisIofIehiUcYfIgenomesIidentifiesIindividualsIresilientItoIsevereIMendelianIchildhoodI
diseasesWINaturebBiotechnologyUI2016UIcdUIecaVh 44.5 196

252 SystematicIgeneticIandIgenomicIanalysisIofIcytochromeIΔdeYIenzymeIactivitiesIinIhumanIliverWI
GenomebResearchUI2010UIbYUIaYbYVcf 9.7 193

251 MassiveIparallelIsequencingIuncoversIactionableIvwvRbVΔΔx üaIfusionIandIqRqvImutationsIinI
intrahepaticIcholangiocarcinomaWINaturebCommunicationsUI2015UIfUIfYhg 17.4 183

250 üewIlociIforIbodyIfatIpercentageIrevealIlinkIbetweenIadiposityIandIcardiometabolicIdiseaseIriskWI
NaturebCommunicationsUI2016UIgUIaYdie 17.4 180

249 qnIintegrativeIgenomicsIapproachItoItheIreconstructionIofIgeneInetworksIinIsegregatingI
populationsWICytogeneticbandbGenomebResearchUI2004UIaYeUIcfcVgd 1.9 178

248 tirectedItifferentiationIofIxumanIΔluripotentIStemIsellsItoIMicrogliaWIStembCellbReportsUI2017UIhUIaeafVaebd8 176

247 qIroleIforInoncodingIvariationIinIschizophreniaWICellbReportsUI2014UIiUIadagVbi 10.6 174

246 yntegratedIΔroteogenomicIsharacterizationIofIslearIsellIRenalIsellIsarcinomaWICellUI2019UIagiUIifdVihcWeca56.2 173

245 sardiometabolicIriskIlociIshareIdownstreamIcisVIandItransVgeneIregulationIacrossItissuesIandI
diseasesWIScienceUI2016UIcecUIhbgVcY 33.3 166
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244 iΔSsVderivedIdopamineIneuronsIrevealIdifferencesIbetweenImonozygoticItwinsIdiscordantIforI
ΔarkinsonPsIdiseaseWICellbReportsUI2014UIiUIaagcVhb 10.6 166

243 vunctionalIvariantsIinItheIgeneIconferIsharedIeffectsIonIriskIforIsrohnPsIdiseaseIandIΔarkinsonPsI
diseaseWISciencebTranslationalbMedicineUI2018UIaYUI 17.5 165

242 qnalysisIofITranscriptionalIVariabilityIinIaI argeIxumanIiΔSsI ibraryIRevealsIweneticIandI
üonVgeneticIteterminantsIofIxeterogeneityWICellbStembCellUI2017UIbYUIeahVecbWei 18 164

241 weospatialIResolutionIofIxumanIandIracterialItiversityIwithIsityVScaleIMetagenomicsWICellbSystems
UI2015UIaUIgbVhg 10.6 164

240 qnIintegrationIofIgenomeVwideIassociationIstudyIandIgeneIexpressionIprofilingItoIprioritizeItheI
discoveryIofInovelIsusceptibilityI ociIforIosteoporosisVrelatedItraitsWIPLoSbGeneticsUI2010UIfUIeaYYYigg 6 163

239 tisentanglingImolecularIrelationshipsIwithIaIcausalIinferenceItestWIBMCbGeneticsUI2009UIaYUIbc 2.6 163

238
qssociationIofIrodyIMassIyndexIwithItüqIMethylationIandIweneIuxpressionIinIrloodIsellsIandI
RelationsItoIsardiometabolicItiseasejIqIMendelianIRandomizationIqpproachWIPLoSbMedicineUI2017UI
adUIeaYYbbae

11.6 162

237 yntegrativeItranscriptomeIanalysesIofItheIagingIbrainIimplicateIalteredIsplicingIinIqlzheimerPsI
diseaseIsusceptibilityWINaturebGeneticsUI2018UIeYUIaehdVaeib 36.3 162

236 wenomeVwideIidentificationIofImicroRüqsIregulatingIcholesterolIandItriglycerideIhomeostasisWI
NaturebMedicineUI2015UIbaUIabiYVg 50.5 160

235 qIhybridIapproachIforItheIautomatedIfinishingIofIbacterialIgenomesWINaturebBiotechnologyUI2012UI
cYUIgYaVgYg 44.5 157

234 sausalIeffectsIofIbodyImassIindexIonIcardiometabolicItraitsIandIeventsjIaIMendelianIrandomizationI
analysisWIAmericanbJournalbofbHumanbGeneticsUI2014UIidUIaihVbYh 11 156

233 yncreasingItheIpowerItoIdetectIcausalIassociationsIbyIcombiningIgenotypicIandIexpressionIdataIinI
segregatingIpopulationsWIPLoSbComputationalbBiologyUI2007UIcUIefi 5 156

232 MovingItowardIaIsystemIgeneticsIviewIofIdiseaseWIMammalianbGenomeUI2007UIahUIchiVdYa 3.2 148

231 SystematicIuvaluationIofIΔleiotropyIydentifiesIfIvurtherI ociIqssociatedIWith´ soronaryI
qrtery´ tiseaseWIJournalbofbthebAmericanbCollegebofbCardiologyUI2017UIfiUIhbcVhcf 15.1 146

230 TheIMountISinaiIcohortIofIlargeVscaleIgenomicUItranscriptomicIandIproteomicIdataIinIqlzheimerPsI
diseaseWIScientificbDataUI2018UIeUIahYahe 8.2 144

229 StitchingItogetherImultipleIdataIdimensionsIrevealsIinteractingImetabolomicIandItranscriptomicI
networksIthatImodulateIcellIregulationWIPLoSbBiologyUI2012UIaYUIeaYYacYa 9.7 142

228 qIsurveyIofItheIgeneticsIofIstomachUIliverUIandIadiposeIgeneIexpressionIfromIaImorbidlyIobeseI
cohortWIGenomebResearchUI2011UIbaUIaYYhVaf 9.7 141

227 xumanIΔancreaticI˛†IsellIlncRüqsIsontrolIsellVSpecificIRegulatoryIüetworksWICellbMetabolismUI2017UI
beUIdYYVdaa 24.6 139
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226  iverIandIadiposeIexpressionIassociatedISüΔsIareIenrichedIforIassociationItoItypeIbIdiabetesWIPLoSb
GeneticsUI2010UIfUIeaYYYicb 6 139

225 MutationsIinItetratricopeptideIrepeatIdomainIgqIresultIinIaIsevereIformIofIveryIearlyIonsetI
inflammatoryIbowelIdiseaseWIGastroenterologyUI2014UIadfUIaYbhVci 13.3 138

224
yntegrativeInetworkIanalysisIofInineteenIbrainIregionsIidentifiesImolecularIsignaturesIandI
networksIunderlyingIselectiveIregionalIvulnerabilityItoIqlzheimerPsIdiseaseWIGenomebMedicineUI2016
UIhUIaYd

14.4 135

223 weneVcentricImetaVanalysisIinIhgUgcfIindividualsIofIuuropeanIancestryIidentifiesImultipleI
bloodVpressureVrelatedIlociWIAmericanbJournalbofbHumanbGeneticsUI2014UIidUIcdiVfY 11 131

222 wainingIcomprehensiveIbiologicalIinsightIintoItheItranscriptomeIbyIperformingIaIbroadVspectrumI
RüqVseqIanalysisWINaturebCommunicationsUI2017UIhUIei 17.4 130

221 SynchronizedIageVrelatedIgeneIexpressionIchangesIacrossImultipleItissuesIinIhumanIandItheIlinkItoI
complexIdiseasesWIScientificbReportsUI2015UIeUIaeade 4.9 128

220 MultiVtissueIcoexpressionInetworksIrevealIunexpectedIsubnetworksIassociatedIwithIdiseaseWI
GenomebBiologyUI2009UIaYUIRee 18.3 121

219 TheIqsthmaIMobileIxealthIStudyUIaIlargeVscaleIclinicalIobservationalIstudyIusingIResearch’itWI
NaturebBiotechnologyUI2017UIceUIcedVcfb 44.5 118

218
wenomeVwideIsignificantIlocijIhowIimportantIareItheyoISystemsIgeneticsItoIunderstandIheritabilityI
ofIcoronaryIarteryIdiseaseIandIotherIcommonIcomplexIdisordersWIJournalbofbthebAmericanbCollegebofb
CardiologyUI2015UIfeUIhcYVhde

15.1 108

217 rayesianImethodItoIpredictIindividualISüΔIgenotypesIfromIgeneIexpressionIdataWINaturebGeneticsUI
2012UIddUIfYcVh 36.3 108

216 qIfunctionalIgenomicsIpredictiveInetworkImodelIidentifiesIregulatorsIofIinflammatoryIbowelI
diseaseWINaturebGeneticsUI2017UIdiUIadcgVaddi 36.3 107

215 MetaVanalysisIofItenseIwenecentricIqssociationIStudiesIRevealsIsommonIandIUncommonIVariantsI
qssociatedIwithIxeightWIAmericanbJournalbofbHumanbGeneticsUI2011UIhhUIfVah 11 103

214 yntratumoralIheterogeneityIandIclonalIevolutionIinIliverIcancerWINaturebCommunicationsUI2020UIaaUIbia 17.4 102

213 sommonIdysregulationInetworkIinItheIhumanIprefrontalIcortexIunderliesItwoIneurodegenerativeI
diseasesWIMolecularbSystemsbBiologyUI2014UIaYUIgdc 12.2 101

212 ΔersonalizedIsirculatingITumorItüqIriomarkersItynamicallyIΔredictITreatmentIResponseIandI
SurvivalIynIwynecologicIsancersWIPLoSbONEUI2015UIaYUIeYadeged 3.7 97

211 üuWjInetworkVenabledIwisdomIinIbiologyUImedicineUIandIhealthIcareWISciencebTranslationalbMedicine
UI2012UIdUIaaerva 17.5 97

210 SystemsIanalysisIofIelevenIrodentIdiseaseImodelsIrevealsIanIinflammatomeIsignatureIandIkeyI
driversWIMolecularbSystemsbBiologyUI2012UIhUIeid 12.2 95

209 SystemsIbiologyIofIasthmaIandIallergicIdiseasesjIaImultiscaleIapproachWIJournalbofbAllergybandb
ClinicalbImmunologyUI2015UIaceUIcaVdb 11.5 91
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208  argeImetaVanalysisIofIgenomeVwideIassociationIstudiesIidentifiesIfiveIlociIforIleanIbodyImassWI
NaturebCommunicationsUI2017UIhUIhY 17.4 88

207 qnalyticalIvalidationIofIwholeIexomeIandIwholeIgenomeIsequencingIforIclinicalIapplicationsWIBMCb
MedicalbGenomicsUI2014UIgUIbY 3.7 82

206 MachineI earningItoIΔredictIMortalityIandIsriticalIuventsIinIaIsohortIofIΔatientsIWithIsOVytVaiIinI
üewIYorkIsityjIModelItevelopmentIandIValidationWIJournalbofbMedicalbInternetbResearchUI2020UIbbUIebdYah7.6 82

205 srossVTissueIRegulatoryIweneIüetworksIinIsoronaryIqrteryItiseaseWICellbSystemsUI2016UIbUIaifVbYh 10.6 81

204 ulucidatingItheImurineIbrainItranscriptionalInetworkIinIaIsegregatingImouseIpopulationItoIidentifyI
coreIfunctionalImodulesIforIobesityIandIdiabetesWIJournalbofbNeurochemistryUI2006UIigISupplIaUIeYVfb 6 78

203 somprehensiveImethylomeIcharacterizationIofIMycoplasmaIgenitaliumIandIMycoplasmaI
pneumoniaeIatIsingleVbaseIresolutionWIPLoSbGeneticsUI2013UIiUIeaYYcaia 6 75

202 MetagenomicIbinningIandIassociationIofIplasmidsIwithIbacterialIhostIgenomesIusingItüqI
methylationWINaturebBiotechnologyUI2018UIcfUIfaVfi 44.5 74

201 sRySΔRXsasiVsorrectableImutationVrelatedImolecularIandIphysiologicalIphenotypesIinIiΔSsVderivedI
qlzheimerPsIΔSuübIneuronsWIActabNeuropathologicabCommunicationsUI2017UIeUIgg 7.3 73

200 yntegrativeIfunctionalIgenomicsIidentifiesIregulatoryImechanismsIatIcoronaryIarteryIdiseaseIlociWI
NaturebCommunicationsUI2016UIgUIabYib 17.4 70

199 VariantsIinITRyMbbIThatIqffectIüOtbISignalingIqreIqssociatedIWithIVeryVuarlyVOnsetIynflammatoryI
rowelItiseaseWIGastroenterologyUI2016UIaeYUIaaifVabYg 13.3 69

198 MetaVqnalysisIofItheIqlzheimerPsItiseaseIxumanIrrainITranscriptomeIandIvunctionalItissectionIinI
MouseIModelsWICellbReportsUI2020UIcbUIaYgiYh 10.6 68

197
ΔhaseIbITrialIofIwemcitabineUIsisplatinUIplusIypilimumabIinIΔatientsIwithIMetastaticIUrothelialI
sancerIandIympactIofItüqItamageIResponseIweneIMutationsIonIOutcomesWIEuropeanbUrologyUI
2018UIgcUIgeaVgei

10.2 67

196 MotivationsUIconcernsIandIpreferencesIofIpersonalIgenomeIsequencingIresearchIparticipantsjI
raselineIfindingsIfromItheIxealthSeqIprojectWIEuropeanbJournalbofbHumanbGeneticsUI2016UIbdUIadVbY 5.3 64

195 SingleImoleculeVlevelIdetectionIandIlongIreadVbasedIphasingIofIepigeneticIvariationsIinIbacterialI
methylomesWINaturebCommunicationsUI2015UIfUIgdch 17.4 64

194 ΔredictionIofIsausalIsandidateIwenesIinIsoronaryIqrteryItiseaseI ociWIArteriosclerosisobThrombosisob
andbVascularbBiologyUI2015UIceUIbbYgVag 9.4 64

193 wWqSIandIcolocalizationIanalysesIimplicateIcarotidIintimaVmediaIthicknessIandIcarotidIplaqueIlociI
inIcardiovascularIoutcomesWINaturebCommunicationsUI2018UIiUIeada 17.4 64

192 ModelingIkineticIrateIvariationIinIthirdIgenerationItüqIsequencingIdataItoIdetectIputativeI
modificationsItoItüqIbasesWIGenomebResearchUI2013UIbcUIabiVda 9.7 63

191 ΔpargammabIisIaIkeyIdriverIofIlongevityIinItheImouseWIPLoSbGeneticsUI2009UIeUIeaYYYgeb 6 62

(2009-2017)
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190 MultiscaleInetworkImodelingIofIoligodendrocytesIrevealsImolecularIcomponentsIofImyelinI
dysregulationIinIqlzheimerPsIdiseaseWIMolecularbNeurodegenerationUI2017UIabUIhb 19 61

189 tecipheringIbacterialIepigenomesIusingImodernIsequencingItechnologiesWINaturebReviewsbGenetics
UI2019UIbYUIaegVagb 30.1 61

188 wenomicIandInetworkIpatternsIofIschizophreniaIgeneticIvariationIinIhumanIevolutionaryI
acceleratedIregionsWIMolecularbBiologybandbEvolutionUI2015UIcbUIaadhVfY 8.3 60

187 riallelicIMutationsIinIMRΔScdI eadItoIynstabilityIofItheISmallIMitoribosomalISubunitIandI eighI
SyndromeWIAmericanbJournalbofbHumanbGeneticsUI2017UIaYaUIbciVbed 11 59

186 tevelopmentIandIclinicalIapplicationIofIanIintegrativeIgenomicIapproachItoIpersonalizedIcancerI
therapyWIGenomebMedicineUI2016UIhUIfb 14.4 58

185 teficiencyIofITYROrΔUIanIadapterIproteinIforITRuMbIandIsRcIreceptorsUIisIneuroprotectiveIinIaI
mouseImodelIofIearlyIqlzheimerPsIpathologyWIActabNeuropathologicaUI2017UIacdUIgfiVghh 14.3 55

184 qIüextIwenerationIMultiscaleIViewIofIynbornIurrorsIofIMetabolismWICellbMetabolismUI2016UIbcUIacVbf 24.6 55

183 qIrayesianIpartitionImethodIforIdetectingIpleiotropicIandIepistaticIeβT ImodulesWIPLoSb
ComputationalbBiologyUI2010UIfUIeaYYYfdb 5 55

182 yntegrativeIanalysisIofItüqImethylationIandIgeneIexpressionIdataIidentifiesIuΔqSaIasIaIkeyI
regulatorIofIsOΔtWIPLoSbGeneticsUI2015UIaaUIeaYYdhih 6 54

181 ΔredictiveIgenesIinIadjacentInormalItissueIareIpreferentiallyIalteredIbyIssüVIduringItumorigenesisI
inIliverIcancerIandImayIrateIlimitingWIPLoSbONEUI2011UIfUIebYYiY 3.7 51

180 MeditationIandIvacationIeffectsIhaveIanIimpactIonIdiseaseVassociatedImolecularIphenotypesWI
TranslationalbPsychiatryUI2016UIfUIehhY 8.6 50

179 sharacterizingIdynamicIchangesIinItheIhumanIbloodItranscriptionalInetworkWIPLoSbComputationalb
BiologyUI2010UIfUIeaYYYfga 5 50

178 wenomicIprofilingIrevealsImutationalIlandscapeIinIparathyroidIcarcinomasWIJCIbInsightUI2017UIbUIeibYfa 9.9 50

177 yntestinalIynflammationIModulatesItheIuxpressionIofIqsubIandITMΔRSSbIandIΔotentiallyIOverlapsI
WithItheIΔathogenesisIofISqRSVsoVVbVrelatedItiseaseWIGastroenterologyUI2021UIafYUIbhgVcYaWebY 13.3 50

176 yntegrativeIanalysisIofIaIcrossVlociIregulationInetworkIidentifiesIqppIasIaIgeneIregulatingIinsulinI
secretionIfromIpancreaticIisletsWIPLoSbGeneticsUI2012UIhUIeaYYcaYg 6 49

175  argeVScaleIydentificationIofIsommonITraitIandItiseaseIVariantsIqffectingIweneIuxpressionWI
AmericanbJournalbofbHumanbGeneticsUI2017UIaYYUIhheVhid 11 48

174 MappingIandIcharacterizingIüfVmethyladenineIinIeukaryoticIgenomesIusingIsingleVmoleculeI
realVtimeIsequencingWIGenomebResearchUI2018UIbhUIaYfgVaYgh 9.7 48

173 ynsightsIintoIbetaIcellIregenerationIforIdiabetesIviaIintegrationIofImolecularIlandscapesIinIhumanI
insulinomasWINaturebCommunicationsUI2017UIhUIgfg 17.4 47
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172 ynferringIcausalIgenomicIalterationsIinIbreastIcancerIusingIgeneIexpressionIdataWIBMCbSystemsb
BiologyUI2011UIeUIaba 3.5 46

171 yntegratedIgenomeVwideIassociationUIcoexpressionInetworkUIandIexpressionIsingleInucleotideI
polymorphismIanalysisIidentifiesInovelIpathwayIinIallergicIrhinitisWIBMCbMedicalbGenomicsUI2014UIgUIdh 3.7 45

170 yntegratingIsiRüqIandIproteinVproteinIinteractionIdataItoIidentifyIanIexpandedIinsulinIsignalingI
networkWIGenomebResearchUI2009UIaiUIaYegVfg 9.7 45

169 yntegratedIΔroteogenomicIsharacterizationIacrossIMajorIxistologicalITypesIofIΔediatricIrrainI
sancerWICellUI2020UIahcUIaifbVaiheWeca 56.2 45

168 tetectingItüqImodificationsIfromISMRTIsequencingIdataIbyImodelingIsequenceIcontextI
dependenceIofIpolymeraseIkineticWIPLoSbComputationalbBiologyUI2013UIiUIeaYYbice 5 44

167 ΔsychologicalIandIbehaviouralIimpactIofIreturningIpersonalIresultsIfromIwholeVgenomeI
sequencingjItheIxealthSeqIprojectWIEuropeanbJournalbofbHumanbGeneticsUI2017UIbeUIbhYVbib 5.3 42

166 tecipheringIxc’dmecIbroadIdomainsIassociatedIwithIgeneVregulatoryInetworksIandIconservedI
epigenomicIlandscapesIinItheIhumanIbrainWITranslationalbPsychiatryUI2015UIeUIefgi 8.6 42

165 yntegrativeItranscriptomicIanalysisIrevealsIkeyIdriversIofIacuteIpeanutIallergicIreactionsWINatureb
CommunicationsUI2017UIhUIaidc 17.4 42

164
tissectionIofIimmuneIgeneInetworksIinIprimaryImelanomaItumorsIcriticalIforIantitumorI
surveillanceIofIpatientsIwithIstageIyyVyyyIresectableIdiseaseWIJournalbofbInvestigativebDermatologyUI
2014UIacdUIbbYbVbbaa

4.3 42

163 townregulationIofIcarnitineIacylVcarnitineItranslocaseIbyImiRüqsIacbIandIbabIamplifiesI
glucoseVstimulatedIinsulinIsecretionWIDiabetesUI2014UIfcUIchYeVad 0.9 40

162 ΔersonalizedIovarianIcancerIdiseaseIsurveillanceIandIdetectionIofIcandidateItherapeuticIdrugI
targetIinIcirculatingItumorItüqWINeoplasiaUI2014UIafUIigVaYc 6.4 40

161 VeryIuarlyIOnsetIynflammatoryIrowelItiseasejIqIslinicalIqpproachIWithIaIvocusIonItheIRoleIofI
weneticsIandIUnderlyingIymmuneIteficienciesWIInflammatorybBowelbDiseasesUI2020UIbfUIhbYVhdb 4.5 40

160 vamilyVrasedIqpproachesItoIsardiovascularIxealthIΔromotionWIJournalbofbthebAmericanbCollegebofb
CardiologyUI2016UIfgUIagbeVcg 15.1 40

159 TheIeffectIofIfoodIintakeIonIgeneIexpressionIinIhumanIperipheralIbloodWIHumanbMolecularbGenetics
UI2010UIaiUIaeiVfi 5.6 39

158 MolecularIsubtypingIofIqlzheimerPsIdiseaseIusingIRüqIsequencingIdataIrevealsInovelImechanismsI
andItargetsWISciencebAdvancesUI2021UIgUI 14.3 39

157 uxpressionVbasedIdrugIscreeningIofIneuralIprogenitorIcellsIfromIindividualsIwithIschizophreniaWI
NaturebCommunicationsUI2018UIiUIddab 17.4 39

156 TheIroleIofImacromolecularIdamageIinIagingIandIageVrelatedIdiseaseWIJournalsbofbGerontologybpb
SeriesbAbBiologicalbSciencesbandbMedicalbSciencesUI2014UIfiISupplIaUISbhVcb 6.4 38

155 wzqaIQconnexindcRIisIaIkeyIregulatorIofIqlzheimerPsIdiseaseIpathogenesisWIActabNeuropathologicab
CommunicationsUI2018UIfUIadd 7.3 37

(2018-2011)
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154 exposuresItoIenvironmentalIorganicIpollutantsIdisruptIepigeneticImarksIlinkedItoIfetoplacentalI
developmentWIEnvironmentalbEpigeneticsUI2016UIbUI 2.4 36

153 upigenomicIcharacterizationIofIslostridioidesIdifficileIfindsIaIconservedItüqImethyltransferaseI
thatImediatesIsporulationIandIpathogenesisWINaturebMicrobiologyUI2020UIeUIaffVahY 26.6 36

152 vromIsmartphoneItoIuxRjIaIcaseIreportIonIintegratingIpatientVgeneratedIhealthIdataWINpjbDigitalb
MedicineUI2018UIaUIbc 15.7 36

151 qIpersonalizedIplatformIidentifiesItrametinibIplusIzoledronateIforIaIpatientIwithI’RqSVmutantI
metastaticIcolorectalIcancerWISciencebAdvancesUI2019UIeUIeaavfebh 14.3 35

150 wenomicIanalysesIimplicateInoncodingIdeInovoIvariantsIinIcongenitalIheartIdiseaseWINatureb
GeneticsUI2020UIebUIgfiVggg 36.3 33

149 qIüasalIrrushVbasedIslassifierIofIqsthmaIydentifiedIbyIMachineI earningIqnalysisIofIüasalIRüqI
SequenceItataWIScientificbReportsUI2018UIhUIhhbf 4.9 33

148 TranslationalIgenomicsWIsluesIfromItheIresilientWIScienceUI2014UIcddUIigYVb 33.3 33

147 qlteringISphingolipidIMetabolismIqttenuatesIsellIteathIandIynflammatoryIResponseIqfterI
MyocardialIynfarctionWICirculationUI2020UIadaUIiafVicY 16.7 32

146 wenomeIΔlasticityIofIVtefectiveIStaphylococcusIaureusIduringIslinicalIynfectionWIInfectionbandb
ImmunityUI2018UIhfUI 3.7 32

145 qutotransportersIbutInotIpqqIareIcriticalIforIrabbitIcolonizationIbyIShigaItoxinVproducingI
uscherichiaIcoliIOaYdjxdWINaturebCommunicationsUI2014UIeUIcYhY 17.4 32

144 uvolvingItowardIaIhumanVcellIbasedIandImultiscaleIapproachItoIdrugIdiscoveryIforIsüSIdisordersWI
FrontiersbinbPharmacologyUI2014UIeUIbeb 5.6 31

143
yntegrativeIapproachItoIsporadicIqlzheimerPsIdiseasej´ deficiencyIofITYROrΔ´ inIcerebralIq˛†I
amyloidosisImouseInormalizesIclinicalIphenotypeIandIcomplementIsubnetworkImolecularI
pathologyIwithoutIreducingIq˛†IburdenWIMolecularbPsychiatryUI2019UIbdUIdcaVddf

15.1 31

142 MelanocortinIdIReceptorIΔathwayItysfunctionIinIObesityjIΔatientIStratificationIqimedIatIMsdRI
qgonistITreatmentWIJournalbofbClinicalbEndocrinologybandbMetabolismUI2018UIaYcUIbfYaVbfab 5.6 31

141 TranscriptionalIdissectionIofImelanomaIidentifiesIaIhighVriskIsubtypeIunderlyingITΔecIfamilyIgenesI
andIepigenomeIderegulationWIJCIbInsightUI2017UIbUI 9.9 30

140 xighVThroughputIsharacterizationIofIrloodISerumIΔroteomicsIofIyrtIΔatientsIwithIRespectItoI
qgingIandIweneticIvactorsWIPLoSbGeneticsUI2017UIacUIeaYYfefe 6 30

139 Twv˛†IreceptorIajIanIimmuneIsusceptibilityIgeneIinIxΔVVassociatedIcancerWICancerbResearchUI2014UI
gdUIfhccVdd 10.1 29

138 TransformativeIüetworkIModelingIofIMultiVomicsItataIRevealsItetailedIsircuitsUI’eyIRegulatorsUI
andIΔotentialITherapeuticsIforIqlzheimerPsItiseaseWINeuronUI2021UIaYiUIbegVbgbWead 13.9 29

137 yntegrativeItranscriptomeIimputationIrevealsItissueVspecificIandIsharedIbiologicalImechanismsI
mediatingIsusceptibilityItoIcomplexItraitsWINaturebCommunicationsUI2019UIaYUIchcd 17.4 28
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136 sontributionIofIweneIRegulatoryIüetworksItoIxeritabilityIofIsoronary´ qrteryItiseaseWIJournalbofb
thebAmericanbCollegebofbCardiologyUI2019UIgcUIbidfVbieg 15.1 28

135 tiscoverItheInetworkIunderlyingItheIconnectionsIbetweenIagingIandIageVrelatedIdiseasesWI
ScientificbReportsUI2016UIfUIcbeff 4.9 28

134 MultiscaleIcausalInetworksIidentifyIVwvIasIaIkeyIregulatorIofIqlzheimerPsIdiseaseWINatureb
CommunicationsUI2020UIaaUIcidb 17.4 28

133 TheIasthmaImobileIhealthIstudyUIsmartphoneIdataIcollectedIusingIResearch’itWIScientificbDataUI
2018UIeUIahYYif 8.2 28

132 VwvVderivedIpeptideIT βΔVbaImodulatesImicroglialIfunctionIthroughIscaRaIsignalingIpathwaysI
andIreducesIneuropathologyIinIexvqtImiceWIMolecularbNeurodegenerationUI2020UIaeUId 19 27

131 weneticIvalidationIofIwholeVtranscriptomeIsequencingIforImappingIexpressionIaffectedIbyI
cisVregulatoryIvariationWIBMCbGenomicsUI2010UIaaUIdgc 4.5 27

130 tiscoveringIgeneticIinteractionsIbridgingIpathwaysIinIgenomeVwideIassociationIstudiesWINatureb
CommunicationsUI2019UIaYUIdbgd 17.4 26

129  argeIeβT ImetaVanalysisIrevealsIdifferingIpatternsIbetweenIcerebralIcorticalIandIcerebellarIbrainI
regionsWIScientificbDataUI2020UIgUIcdY 8.2 26

128
yntegrativeIapproachItoIsporadicIqlzheimerPsIdiseasejIdeficiencyIofITYROrΔIinIaItauopathyImouseI
modelIreducesIsaqIandInormalizesIclinicalIphenotypeIwhileIincreasingIspreadIandIstateIofI
phosphorylationIofItauWIMolecularbPsychiatryUI2019UIbdUIachcVacig

15.1 26

127 iΔSsVderivedIfamilialIqlzheimerPsIΔSuübIcholinergicIneuronsIexhibitImutationVdependentI
molecularIpathologyIcorrectedIbyIinsulinIsignalingWIMolecularbNeurodegenerationUI2018UIacUIcc 19 25

126 xowIdoIstudentsIreactItoIanalyzingItheirIownIgenomesIinIaIwholeVgenomeIsequencingIcourseojI
outcomesIofIaIlongitudinalIcohortIstudyWIGeneticsbinbMedicineUI2015UIagUIhffVgd 8.1 25

125 MOtMatcherjImultiVomicsIdataImatcherIforIintegrativeIgenomicIanalysisWIPLoSbComputationalb
BiologyUI2014UIaYUIeaYYcgiY 5 25

124 ynformedIdecisionVmakingIamongIstudentsIanalyzingItheirIpersonalIgenomesIonIaIwholeIgenomeI
sequencingIcoursejIaIlongitudinalIcohortIstudyWIGenomebMedicineUI2013UIeUIaac 14.4 25

123 xumanIgeroprotectorIdiscoveryIbyItargetingItheIconvergingIsubnetworksIofIagingIandIageVrelatedI
diseasesWIGeroScienceUI2020UIdbUIcecVcgb 8.9 24

122 sancerIgeneIprofilingIinInonVsmallIcellIlungIcancersIrevealsIactivatingImutationsIinIzq’bIandIzq’cI
withItherapeuticIimplicationsWIGenomebMedicineUI2017UIiUIhi 14.4 23

121 ΔredispositionalIgenomeIsequencingIinIhealthyIadultsjIdesignUIparticipantIcharacteristicsUIandIearlyI
outcomesIofItheIΔeopleSeqIsonsortiumWIGenomebMedicineUI2019UIaaUIaY 14.4 22

120 ynferredImiRüqIactivityIidentifiesImiRüqVmediatedIregulatoryInetworksIunderlyingImultipleI
cancersWIBioinformaticsUI2016UIcbUIifVaYe 7.2 21

119 rloodIandIyntestineIeβT sIfromIanIqntiVTüvVResistantIsrohnPsItiseaseIsohortIynformIyrtIweneticI
qssociationI ociWIClinicalbandbTranslationalbGastroenterologyUI2016UIgUIeagg 4.2 21

(2016-2019)
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118 üovelUIcompoundIheterozygousUIsingleVnucleotideIvariantsIinIMqRSbIassociatedIwithI
developmentalIdelayUIpoorIgrowthUIandIsensorineuralIhearingIlossWIHumanbMutationUI2015UIcfUIehgVib 4.7 21

117 tualItranscriptomicIandIepigenomicIstudyIofIreactionIseverityIinIpeanutVallergicIchildrenWIJournalb
ofbAllergybandbClinicalbImmunologyUI2020UIadeUIabaiVabcY 11.5 21

116
ydentificationIofIqlteredIMetabolomicIΔrofilesIvollowingIaIΔanchakarmaVbasedIqyurvedicI
ynterventionIinIxealthyISubjectsjITheISelfVtirectedIriologicalITransformationIynitiativeIQSrTyRWI
ScientificbReportsUI2016UIfUIcbfYi

4.9 20

115 tifferentialIactivityIofItranscribedIenhancersIinItheIprefrontalIcortexIofIecgIcasesIwithI
schizophreniaIandIcontrolsWIMolecularbPsychiatryUI2019UIbdUIafheVafie 15.1 20

114 TheIhumanIbrainomejInetworkIanalysisIidentifiesIxSΔqbIasIaInovelIqlzheimerOrsquoksIdiseaseI
targetWIBrainUI2018UIadaUIbgbaVbgci 11.2 19

113 yntegrativeIstudyIofItheIupperIandIlowerIairwayImicrobiomeIandItranscriptomeIinIasthmaWIJCIb
InsightUI2020UIeUI 9.9 19

112 sRaIandItheIKvanishingIamyloidKIhypothesisIofIqlzheimerPsIdiseaseWIBiologicalbPsychiatryUI2013UIgcUIcicVe7.9 18

111 riomarkersIforIcombatVrelatedIΔTStjIfocusIonImolecularInetworksIfromIhighVdimensionalIdataWI
Hˆ¶grebUtbildningUI2014UIeUI 5 17

110 stTbVcontrolledIcellIcycleIreentryIregulatesItheIpathogenesisIofIqlzheimerPsIdiseaseWIAlzheimerisb
andbDementiaUI2019UIaeUIbagVbca 1.2 17

109 qIüetworkIqnalysisIofIMultipleIMyelomaIRelatedIweneISignaturesWICancersUI2019UIaaUI 6.6 16

108 yntegrativeIgenomicsIidentifiesIgpaaWbIasIaInovelIlocusIforIfeverIandIclinicalIstressIresponseIinI
humansWIHumanbMolecularbGeneticsUI2015UIbdUIahYaVab 5.6 16

107 WholeVgenomeIsequencingIidentifiesIemergenceIofIaIquinoloneIresistanceImutationIinIaIcaseIofI
StenotrophomonasImaltophiliaIbacteremiaWIAntimicrobialbAgentsbandbChemotherapyUI2015UIeiUIgaagVbY 5.9 16

106 STqRIshimericIΔostIforIrapidIdetectionIofIcircularIRüqIandIfusionItranscriptsWIBioinformaticsUI2018UI
cdUIbcfdVbcgY 7.2 16

105 wlobalIanalysisIofIqVtoVyIRüqIeditingIrevealsIassociationIwithIcommonIdiseaseIvariantsWIPeerJUI2018UI
fUIeddff 3.1 16

104 qInextIgenerationIsequencingIbasedIapproachItoIidentifyIextracellularIvesicleImediatedImRüqI
transfersIbetweenIcellsWIBMCbGenomicsUI2017UIahUIihg 4.5 15

103 vunctionalIregulatoryImechanismIofIsmoothImuscleIcellVrestrictedI MOtaIcoronaryIarteryIdiseaseI
locusWIPLoSbGeneticsUI2018UIadUIeaYYggee 6 15

102 qIproteogenomicIportraitIofIlungIsquamousIcellIcarcinomaWICellUI2021UIahdUIdcdhVdcgaWedY 56.2 15

101 vunctionalIinterpretationIofIgeneticIvariantsIusingIdeepIlearningIpredictsIimpactIonIchromatinI
accessibilityIandIhistoneImodificationWINucleicbAcidsbResearchUI2019UIdgUIaYeigVaYfaa 20.1 14
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100 ΔreparingItheInextIgenerationIofIgenomicistsjIaIlaboratoryVstyleIcourseIinImedicalIgenomicsWIBMCb
MedicalbGenomicsUI2015UIhUIdg 3.7 14

99
ympactIofIwenomicIsounselingIonIynformedItecisionVMakingIamongIostensiblyIxealthyIyndividualsI
SeekingIΔersonalIwenomeISequencingjItheIxealthSeqIΔrojectWIJournalbofbGeneticbCounselingUI2016UI
beUIaYddVec

2.5 14

98 MetaVanalysisIofItheIhumanIbrainItranscriptomeIidentifiesIheterogeneityIacrossIhumanIqtI
coexpressionImodulesIrobustItoIsampleIcollectionIandImethodologicalIapproach 14

97 ynstitutionalIprofilejItranslationalIpharmacogenomicsIatItheIycahnISchoolIofIMedicineIatIMountI
SinaiWIPharmacogenomicsUI2017UIahUIachaVachf 2.6 13

96 ModernIMethodsIforItelineatingIMetagenomicIsomplexityWICellbSystemsUI2015UIaUIfVg 10.6 13

95
wermlineIdeletionIofI’rˆ…ppelVlikeIfactorIadIdoesInotIincreaseIriskIofIdietIinducedImetabolicI
syndromeIinImaleIsegr XfImiceWIBiochimicabEtbBiophysicabActabpbMolecularbBasisbofbDiseaseUI2017UI
ahfcUIcbggVcbhe

6.9 12

94 qIrobustIbloodIgeneIexpressionVbasedIprognosticImodelIforIcastrationVresistantIprostateIcancerWI
BMCbMedicineUI2015UIacUIbYa 11.4 12

93 qIreferenceIprofileVfreeIdeconvolutionImethodItoIinferIcancerIcellVintrinsicIsubtypesIandI
tumorVtypeVspecificIstromalIprofilesWIGenomebMedicineUI2020UIabUIbd 14.4 12

92 ympactsIofIincorporatingIpersonalIgenomeIsequencingIintoIgraduateIgenomicsIeducationjIaI
longitudinalIstudyIoverIthreeIcourseIyearsWIBMCbMedicalbGenomicsUI2018UIaaUIe 3.7 12

91  imIdomainIbindingIbjIaIkeyIdriverIofItransendothelialImigrationIofIleukocytesIandIatherosclerosisWI
ArteriosclerosisobThrombosisobandbVascularbBiologyUI2014UIcdUIbYfhVgg 9.4 12

90 MagnitudeIofIstratificationIinIhumanIpopulationsIandIimpactsIonIgenomeIwideIassociationIstudiesWI
PLoSbONEUI2010UIeUIehfie 3.7 12

89 qnIintegrativeImultiomicInetworkImodelIlinksIlipidImetabolismItoIglucoseIregulationIinIcoronaryI
arteryIdiseaseWINaturebCommunicationsUI2021UIabUIedg 17.4 12

88 townregulationIofIexhaustedIcytotoxicITIcellsIinIgeneIexpressionInetworksIofImultisystemI
inflammatoryIsyndromeIinIchildrenWINaturebCommunicationsUI2021UIabUIdhed 17.4 12

87 riologyIandIriasIinIsellITypeVSpecificIRüqseqIofIüucleusIqccumbensIMediumISpinyIüeuronsWI
ScientificbReportsUI2019UIiUIhceY 4.9 11

86 yntegratedIbiologyIapproachIrevealsImolecularIandIpathologicalIinteractionsIamongIqlzheimerPsI
q˛†dbUITauUITRuMbUIandITYROrΔIinItrosophilaImodelsWIGenomebMedicineUI2018UIaYUIbf 14.4 11

85 sarbonylIreductaseIaIcatalyzesIbY˛†VreductionIofIglucocorticoidsUImodulatingIreceptorIactivationI
andImetabolicIcomplicationsIofIobesityWIScientificbReportsUI2017UIgUIaYfcc 4.9 11

84 uXΔ ORyüwITxuIRuΔROtUsyry yTYIOvIΔROrqry ySTysIsqUSq IMO usU qRIüuTWOR’IMOtu SWI
PacificbSymposiumbonbBiocomputingbPacificbSymposiumbonbBiocomputingUI2017UIbbUIabYVaca 1.3 11

83 qInewImolecularIsignatureImethodIforIpredictionIofIdriverIcancerIpathwaysIfromItranscriptionalI
dataWINucleicbAcidsbResearchUI2016UIddUIeaaY 20.1 11

(2016-2015)
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82 RationaleIandItesignIofIvamilyVrasedIqpproachIinIaIMinorityIsommunityIyntegratingI
SystemsVriologyIforIΔromotionIofIxealthIQvqMy yqRWIAmericanbHeartbJournalUI2017UIahgUIagYVaha 4.9 10

81 MedicallyIactionableIpathogenicIvariantsIinIaIpopulationIofIacUacaIhealthyIelderlyIindividualsWI
GeneticsbinbMedicineUI2020UIbbUIahhcVahhf 8.1 10

80
qIüewI iverIuxpressionIβuantitativeITraitI ocusIMapIvromIaUahcIyndividualsIΔrovidesIuvidenceIforI
üovelIuxpressionIβuantitativeITraitI ociIofItrugIResponseUIMetabolicUIandISexVriasedIΔhenotypesWI
ClinicalbPharmacologybandbTherapeuticsUI2020UIaYgUIachcVacic

6.1 10

79 lrgprjIinteractiveIlinearImixedImodelIanalysisIofIgenomeVwideIassociationIstudiesIwithIcompositeI
hypothesisItestingIandIregressionIdiagnosticsIinIRWIBioinformaticsUI2014UIcYUIcacdVe 7.2 9

78  essonsIlearnedIfromIexpandedIreproductiveIcarrierIscreeningIinIselfVreportedIqshkenaziUI
SephardiUIandIMizrahiIzewishIpatientsWIMolecularbGeneticsbhamp;bGenomicbMedicineUI2020UIhUIeaYec 2.3 9

77 SexIdifferencesIinIhumanIadiposeItissueIgeneIexpressionIandIgeneticIregulationIinvolveI
adipogenesisWIGenomebResearchUI2020UIcYUIacgiVacib 9.7 9

76 MyeloidIsellVassociatedIResistanceItoIΔtVaXΔtV aIrlockadeIinIUrothelialIsancerIRevealedIThroughI
rulkIandISingleVcellIRüqISequencingWIClinicalbCancerbResearchUI2021UIbgUIdbhgVdcYY 12.9 9

75 xeterozygousIΔathogenicIVariantIinItqsTaIsausesIanIqutosomalVtominantISyndromeIwithI
veaturesIOverlappingITownesVrrocksISyndromeWIHumanbMutationUI2017UIchUIcgcVcgg 4.7 8

74
MolecularIsystemsIevaluationIofIoligomerogenicIqΔΔQuficβRIandIfibrillogenicI
qΔΔQ’MfgYXfgaü RXΔSuüaQ˛�exoniRImouseImodelsIidentifiesIsharedIfeaturesIwithIhumanI
qlzheimerPsIbrainImolecularIpathologyWIMolecularbPsychiatryUI2016UIbaUIaYiiVaaa

15.1 8

73 StructuralIvariationIatItheIsYΔbsIlocusjIsharacterizationIofIdeletionIandIduplicationIallelesWIHumanb
MutationUI2019UIdYUIecgVeea 4.7 8

72 ThisIyIbelievejIgainingInewIinsightsIthroughIintegratingIKoldKIdataWIFrontiersbinbGeneticsUI2012UIcUIacg 4.5 8

71 SamplingItheIhostIresponseItoISqRSVsoVVbIinIhospitalsIunderIsiegeWINaturebMedicineUI2020UIbfUIaaegVaaeh50.5 8

70 üetworkIstudyIofInasalItranscriptomeIprofilesIrevealsImasterIregulatorIgenesIofIasthmaWIJournalbofb
AllergybandbClinicalbImmunologyUI2021UIadgUIhgiVhic 11.5 8

69 ydentificationIofIaInovelIsomaticImutationIinIaIVmutatedIcorticotrophIadenomaWIJournalbofbPhysicalb
EducationbandbSportsbManagementUI2017UIcUIaYYafYb 2.8 7

68 rIsellItefectsIObservedIinI’nockoutIMiceIqreIaIsonsequenceIofIaIMutationIvrequentlyIvoundIinI
ynbredIStrainsWIJournalbofbImmunologyUI2018UIbYaUIaddbVadea 5.3 7

67 yntegrativeIgeneInetworkIanalysisIidentifiesIkeyIsignaturesUIintrinsicInetworksIandIhostIfactorsIforI
influenzaIvirusIqIinfectionsWINpjbSystemsbBiologybandbApplicationsUI2017UIcUIce 5 7

66 ΔredictiveInetworkImodelingIinIhumanIinducedIpluripotentIstemIcellsIidentifiesIkeyIdriverIgenesI
forIinsulinIresponsivenessWIPLoSbComputationalbBiologyUI2020UIafUIeaYYhdia 5 7

65 sausalIinferenceIinIbiologyInetworksIwithIintegratedIbeliefIpropagationWIPacificbSymposiumbonb
BiocomputingbPacificbSymposiumbonbBiocomputingUI2015UIceiVgY 1.3 7
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64 yntestinalIinflammationImodulatesItheIexpressionIofIqsubIandITMΔRSSbIandIpotentiallyIoverlapsI
withItheIpathogenesisIofISqRSVsoVVbIrelatedIdisease 7

63 tiscoveryIandIfineVmappingIofIheightIlociIviaIhighVdensityIimputationIofIwWqSsIinIindividualsIofI
qfricanIancestryWIAmericanbJournalbofbHumanbGeneticsUI2021UIaYhUIefdVehb 11 7

62
qIcompositeIbiomarkerIofIneutrophilVlymphocyteIratioIandIhemoglobinIlevelIcorrelatesIwithI
clinicalIresponseItoIΔtVaIandIΔtV aIinhibitorsIinIadvancedInonVsmallIcellIlungIcancersWIBMCbCancerUI
2021UIbaUIdda

4.8 7

61 tetectionIofIendometrialIprecancerIbyIaItargetedIgynecologicIcancerIliquidIbiopsyWIJournalbofb
PhysicalbEducationbandbSportsbManagementUI2018UIdUI 2.8 7

60 ΔrognosticIvalueIofIpolygenicIriskIscoresIforIadultsIwithIpsychosisWINaturebMedicineUI2021UIbgUIaegfVaeha50.5 7

59 tetectingIandIphasingIminorIsingleVnucleotideIvariantsIfromIlongVreadIsequencingIdataWINatureb
CommunicationsUI2021UIabUIcYcb 17.4 6

58
qIsompleteIwenomeIScreeningIΔrogramIofIslinicalIMethicillinVResistantIStaphylococcusIaureusI
ysolatesIydentifiesItheIOriginIandIΔrogressionIofIaIüeonatalIyntensiveIsareIUnitIOutbreakWIJournalb
ofbClinicalbMicrobiologyUI2019UIegUI

9.7 6

57 xighVThroughputIydentificationIofItheIΔlasmaIΔroteomicISignatureIofIynflammatoryIrowelItiseaseWI
JournalbofbCrohnisbandbColitisUI2019UIacUIdfbVdga 1.5 6

56 SystemsImodelingIofIwhiteImatterImicrostructuralIabnormalitiesIinIqlzheimerPsIdiseaseWI
NeuroImage:bClinicalUI2020UIbfUIaYbbYc 5.3 5

55 yntegrativeIanalysisIofIlossVofVfunctionIvariantsIinIclinicalIandIgenomicIdataIrevealsInovelIgenesI
associatedIwithIcardiovascularItraitsWIBMCbMedicalbGenomicsUI2019UIabUIaYh 3.7 5

54 qImechanisticIframeworkIforIcardiometabolicIandIcoronaryIarteryIdiseasesI2022UIaUIheVaYY 5

53 weneticsWIqIwΔSIforInavigatingItüqWIScienceUI2012UIccgUIaagiVhY 33.3 4

52 qIphaseIyIstudyIofItheIsafetyIandIimmunogenicityIofIaImultipeptideIpersonalizedIgenomicIvaccineI
inItheIadjuvantItreatmentIofIsolidIcancersWWIJournalbofbClinicalbOncologyUI2017UIceUITΔScaadVTΔScaad 2.2 4

51 qnIintegratedItaxonomyIforImonogenicIinflammatoryIbowelIdiseaseWIGastroenterologyUI2021UI 13.3 4

50 MultiscaleIcausalInetworkImodelsIofIqlzheimerâ��sIdiseaseIidentifyIVwvIasIaIkeyIregulatorIofIdisease 4

49 qItrosophilaIplatformIidentifiesIaInovelUIpersonalizedItherapyIforIaIpatientIwithIadenoidIcysticI
carcinomaWIIScienceUI2021UIbdUIaYbbab 6.1 4

48 ORuIidentifiesIextremeIexpressionIeffectsIenrichedIforIrareIvariantsWIBioinformaticsUI2019UIceUIciYfVciab7.2 3

47 uffectIofIqΔOuIandIaIpolygenicIriskIscoreIonIincidentIdementiaIandIcognitiveIdeclineIinIaIhealthyI
olderIpopulationWIAgingbCellUI2021UIbYUIeacchd 9.9 3

(2021-)
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46 weneticIvariantsIassociatedIwithIinheritedIcardiovascularIdisordersIamongIacUacaIasymptomaticI
olderIadultsIofIuuropeanIdescentWINpjbGenomicbMedicineUI2021UIfUIea 6.2 3

45 qIüoncodingIVariantIüearIΔΔΔaRcrIΔromotesI iverIwlycogenIStorageIandIMetSUIbutIΔrotectsI
qgainstIMyocardialIynfarctionWIJournalbofbClinicalbEndocrinologybandbMetabolismUI2021UIaYfUIcgbVchg 5.6 3

44 vamilialIxypercholesterolemiaIinIaIxealthyIulderlyIΔopulationWICirculationbGenomicbandbPrecisionb
MedicineUI2020UIacUIeYYbich 5.2 2

43 ReconstructingIsausalIüetworkIModelsIofIxumanItiseaseI2016UIadaVafY 2
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