
Matthew A Jackson

ListiofiPublicationsibyiCitations

Source:ihttps:yyexalyxcomyauthorwpdfy6171997ymatthewwawjacksonwpublicationswbywcitationsxpdf

Version:i2024w04w23i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyxcomxiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovex

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticlex

29
papers

3,258
citations

21
h-index

33
g-index

33
ext. papers

4,647
ext. citations

13.7
avg, IF

5
L-index



l Paper IF Citations

29 GeneticRDeterminantsRofRtheRGutRMicrobiomeRinRUKRTwinskRCellpHostpandpMicrobehR2016hRnvhRtpniqp 23.4 547

28 ProtonRpumpRinhibitorsRalterRtheRcompositionRofRtheRgutRmicrobiotakRGuthR2016hRsrhRtqvirs 19.2 454

27 AmericanRGutwRanROpenRPlatformRforRCitizenRScienceRMicrobiomeRResearchkRMSystemshR2018hRphR 7.6 336

26 TheRfecalRmetabolomeRasRaRfunctionalRreadoutRofRtheRgutRmicrobiomekRNaturepGeneticshR2018hRrmhRtvmitvr36.3 262

25 GutRmicrobiotaRassociationsRwithRcommonRdiseasesRandRprescriptionRmedicationsRinRaR
populationibasedRcohortkRNaturepCommunicationshR2018hRvhRosrr 17.4 225

24 SignaturesRofRearlyRfrailtyRinRtheRgutRmicrobiotakRGenomepMedicinehR2016hRuhRu 14.4 200

23 GutRmicrobiomeRdiversityRandRhighifibreRintakeRareRrelatedRtoRlowerRlongitermRweightRgainkR
InternationalpJournalpofpObesityhR2017hRqnhRnmvvinnmr 5.5 174

22 ShotgunRMetagenomicsRofRormRAdultRTwinsRRevealsRGeneticRandREnvironmentalRImpactsRonRtheRGutR
MicrobiomekRCellpSystemshR2016hRphRrtoiruqkep 10.6 172

21 OmegaipRfattyRacidsRcorrelateRwithRgutRmicrobiomeRdiversityRandRproductionRofR
NicarbamylglutamateRinRmiddleRagedRandRelderlyRwomenkRScientificpReportshR2017hRthRnnmtv 4.9 124

20 HeritableRcomponentsRofRtheRhumanRfecalRmicrobiomeRareRassociatedRwithRvisceralRfatkRGenomep
BiologyhR2016hRnthRnuv 18.3 124

19 HippurateRasRaRmetabolomicRmarkerRofRgutRmicrobiomeRdiversitywRModulationRbyRdietRandR
relationshipRtoRmetabolicRsyndromekRScientificpReportshR2017hRthRnpstm 4.9 110

18 LargeiscaleRassociationRanalysesRidentifyRhostRfactorsRinfluencingRhumanRgutRmicrobiomeR
compositionkRNaturepGeneticshR2021hRrphRnrsinsr 36.3 80

17 RecombinationRRateRHeterogeneityRwithinRArabidopsisRDiseaseRResistanceRGeneskRPLoSpGeneticshR
2016hRnohRenmmsntv 6 69

16 UseRofRdietaryRindicesRtoRcontrolRforRdietRinRhumanRgutRmicrobiotaRstudieskRMicrobiomehR2018hRshRtt 16.6 61

15 MetaianalysisRofRhumanRgenomeimicrobiomeRassociationRstudieswRtheRMiBioGenRconsortiumR
initiativekRMicrobiomehR2018hRshRnmn 16.6 53

14 SocioeconomicRStatusRandRtheRGutRMicrobiomewRARTwinsUKRCohortRStudykRMicroorganismshR2019hRthR 4.9 49

13 UntanglingRtheRrelationshipRbetweenRdietRandRvisceralRfatRmassRthroughRbloodRmetabolomicsRandR
gutRmicrobiomeRprofilingkRInternationalpJournalpofpObesityhR2017hRqnhRnnmsinnnp 5.5 41

Matthew A Jackson

2



12 DetectionRofRstableRcommunityRstructuresRwithinRgutRmicrobiotaRcoioccurrenceRnetworksRfromR
differentRhumanRpopulationskRPeerJhR2018hRshReqpmp 3.1 28

11 HeritableRcomponentsRofRtheRhumanRfecalRmicrobiomeRareRassociatedRwithRvisceralRfatkRGutpMicrobes
hR2018hRvhRsnist 8.8 27

10 AnRInvestigationRIntoRPhysicalRFrailtyRasRaRLinkRBetweenRtheRGutRMicrobiomeRandRCognitiveRHealthkR
FrontierspinpAgingpNeurosciencehR2018hRnmhRpvu 5.3 27

9 ARheritabilityibasedRcomparisonRofRmethodsRusedRtoRclusterRnsSRrRNARgeneRsequencesRintoR
operationalRtaxonomicRunitskRPeerJhR2016hRqhReopqn 3.1 23

8 ARlargeRgenomicRislandRallowsRNeisseriaRmeningitidisRtoRutilizeRpropionicRacidhRwithRimplicationsRforR
colonizationRofRtheRhumanRnasopharynxkRMolecularpMicrobiologyhR2014hRvphRpqsirr 4.1 18

7 ILinidrivenRstromalineutrophilRinteractionsRdefineRaRsubsetRofRpatientsRwithRinflammatoryRbowelR
diseaseRthatRdoesRnotRrespondRtoRtherapieskRNaturepMedicinehR2021hRothRnvtminvun 50.5 11

6 LargeiscaleRassociationRanalysesRidentifyRhostRfactorsRinfluencingRhumanRgutRmicrobiomeRcomposition 9

5 AccurateRidentificationRandRquantificationRofRcommensalRmicrobiotaRboundRbyRhostR
immunoglobulinskRMicrobiomehR2021hRvhRpp 16.6 8

4
AssociationsRbetweenRUKRtapRwaterRandRgutRmicrobiotaRcompositionRsuggestRtheRgutRmicrobiomeRasR
aRpotentialRmediatorRofRhealthRdifferencesRlinkedRtoRwaterRqualitykRSciencepofpthepTotalpEnvironmenthR
2020hRtpvhRnpvsvt

10.2 6

3 EndocannabinoidRsystemRmediatesRtheRassociationRbetweenRgutimicrobialRdiversityRandR
anhedonialamotivationRinRaRgeneralRpopulationRcohortkRMolecularpPsychiatryhR2021hR 15.1 5

2 ILinidrivenRstromalineutrophilRinteractionRinRdeepRulcersRdefinesRaRpathotypeRofRtherapyR
noniresponsiveRinflammatoryRbowelRdisease 1

1 ResponseRtowRPopulationiBasedRGutRMicrobiomeRAssociationsRWithRHypertensionkRCirculationp
ResearchhR2018hRnophRnnuuinnuv 15.7

List of Publications

3


