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Transcriptome Analysis in Sheepgrass (Leymus chinensis): A Dominant Perennial Grass of the Eurasian 95 68
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Evolutionary strategies drive a balance of the interacting gene products for the <i>CBL</i> and
<i>CIPK«[i> gene families. New Phytologist, 2020, 226, 1506-1516.

MADS-box family genes in sheepgrass and their involvement in abiotic stress responses. BMC Plant p 45
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bHLH92from sheepgrass acts as a negative regulator of anthocyanin/proanthocyandin accumulation
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New Insnghts on Drought Stress Response by Global Investigation of Gene Expression Changes in
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A MYB-related transcription factor from sheepgrass, LcMYB2, promotes seed germination and root
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LcSAIN1, a Novel Salt-Induced Gene from SheepGrass, Confers Salt Stress Tolerance in Transgenic
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Transcriptome Analysis Reveals Common and Distinct Mechanisms for Sheepgrass (Leymus chinensis)
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A novel salt-induced gene from sheepgrass, LcSAIN2, enhances salt tolerance in transgenic
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Transcriptomic Analysis Reveals a Comprehensive Calcium- and Phytohormone-Dominated Signaling
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Comparative transcriptome analysis provides insights into the distinct germination in sheepgrass
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LcMYB4, an unknown function transcription factor gene from sheepgrass, as a positive regulator of
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