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Occurrence of antibiotics and antibiotic resistance genes in cultured prawns from rice-prawn
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Role of hypoxia in the behaviour, physiology, immunity and response mechanisms of crustaceans: A
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Polystyrene microplastics induced male reproductive toxicity and transgenerational effects in
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Salinity acclimation alters acid and alkaline phosphatase expression and histological changes in the
hepatopancreas of the oriental river prawn Macrobrachium nipponense (De Haan, 1849) (Decapoda:) Tj ETQq0 O 0egBT /Ovedlock 10 Tf

Comparative Phosphoproteomics Reveals a Role for AMPK in Hypoxia Signaling in Testes of Oriental
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InAvivo visualization assay to evaluate the effects of maternal exposure to mercury on offspring
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Identification of neuropeptides from eyestalk transcriptome profiling analysis of female oriental
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Identifying Neuropeptide and G Protein-Coupled Receptors of Juvenile Oriental River Prawn
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Altered intestinal microbiota induced by chronic hypoxia drives the effects on lipid metabolism and
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Aquatic hypoxia disturbs oriental river prawn (Macrobrachium nipponense) testicular development: A
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Molecular cloning, expression, and in situ hybridization analysis of MnGPx-3 and MnGPx-4 from
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Analysis of testis metabolome and transcriptome from the oriental river prawn (Macrobrachium) Tj ETQq0 O O rgBT [Overlock 10 Tf 50 3
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and Physiology Part D: Genomics and Proteomics, 2020, 34, 100662.

Chronic exposure to dietary antibiotics affects intestinal health and antibiotic resistance gene
abundance in oriental river prawn (Macrobrachium nipponense), and provokes human health risk.
Science of the Total Environment, 2020, 720, 137478.

Molecular cloning, expression pattern analysis, and in situ hybridization of a Transformer-2 gene in

the oriental freshwater prawn, Macrobrachium nipponense (de Haan, 1849). 3 Biotech, 2019, 9, 205. 2.2 9

Identification and Characterization of Four Autophagy-Related Genes That Are Expressed in Response
to Hypoxia in the Brain of the Oriental River Prawn (Macrobrachium nipponense). International
Journal of Molecular Sciences, 2019, 20, 1856.

Identification and Characterization of the DMRT11E Gene in the Oriental River Prawn Macrobrachium

nipponense. International Journal of Molecular Sciences, 2019, 20, 1734. 41 32

Identification of Candidate Genes for the Plateau Adaptation of a Tibetan Amphipod, Gammarus

lacustris, Through Integration of Genome and Transcriptome Sequencing. Frontiers in Genetics, 2019,
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Serum biochemistry, liver histology and transcriptome profiling of bighead carp Aristichthys nobilis

following different dietary protein levels. Fish and Shellfish Immunology, 2019, 86, 832-839. 3.6 33
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Evaluating expression of autophagy-related genes in oriental river prawn Macrobrachium nipponense

as potential biomarkers for hypoxia exposure. Ecotoxicology and Environmental Safety, 2019, 171,
484-492.

Transcriptome profiling and histology changes in juvenile blunt snout bream (Megalobrama) Tj ETQq0 O O rgBT /ngr&och 107£50 702 T

iTRAQ-based quantitative proteomic analysis of the androgenic glands of the oriental river prawn,
Macrobrachium nipponense , during nonreproductive and reproductive seasons. Comparative
Biochemistry and Physiology Part D: Genomics and Proteomics, 2018, 26, 50-57.

Molecular Cloning, Characterization, and Expression of Crustacean Cardioactive Peptide in Oriental
River Prawn, <scp> <i>Macrobrachium nipponensec</i> </scp>, during Acute Hypoxia and Reoxygenation. 2.4 15
Journal of the World Aquaculture Society, 2018, 49, 356-365.

Acute effects of ammonia exposure on the plasma and haematolo%ical parameters and histological
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recovery. Aquaculture Research, 2018, 49, 1008-1019.

Identification and characterization of opsin gene and its role in ovarian maturation in the oriental
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and Molecular Biology, 2018, 218, 1-12.

Molecular Cloning and Expression of MnGST-1 and MnGST-2 from Oriental River Prawn,
Macrobrachium nipponense, in Response to Hypoxia and Reoxygenation. International Journal of
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Integrated metabolomic and transcriptomic analysis of brain energy metabolism in the male Oriental
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Based on the Metabolomic Approach the Energy Metabolism Responses of Oriental River Prawn
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Hypoxia Induces Changes in AMP-Activated Protein Kinase Activity and Energy Metabolism in Muscle

Tissue of the Oriental River Prawn Macrobrachium nipponense. Frontiers in Physiology, 2018, 9, 751. 2.8 24

Validation and Evaluation of Reference Genes for Quantitative Real-Time PCR in Macrobrachium
Nipponense. International Journal of Molecular Sciences, 2018, 19, 2258.

A transcriptome study on Macrobrachium nipponense hepatopancreas experimentally challenged with 05 04
white spot syndrome virus (WSSV). PLoS ONE, 2018, 13, e0200222. :

Molecular Cloning and Expression Analysis of Lactate Dehydrogenase from the Oriental River Prawn
Macrobrachium nipponense in Response to Hypoxia. International Journal of Molecular Sciences, 2018,
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Characterization, expression patterns of molt-inhibiting hormone gene of Macrobrachium nipponense 05 30
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Effects of dietary lipid sources on growth performance, fatty acid comEosition and hepatic lipid
metabolism of juvenile blunt snout bream, <i>Megalobrama amblycephala</i>. Aquaculture Nutrition,
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Molecular cloning, characterization and expression analysis of caspase-3 from the oriental river
prawn, Macrobrachium nipponense when exposed to acute hypoxia and reoxygenation. Fish and 3.6 20
Shellfish Immunology, 2017, 62, 291-302.

Molecular cloning, characterization, and temporal expression of the clock genes period and timeless
in the oriental river prawn Macrobrachium nipponense during female reproductive development.
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Molecular cloning, mRNA expression and characterization of membrane-bound hemoglobin in
oriental river prawn Macrobrachium nipponense. Comparative Biochemistry and Physiology Part A, 1.8 11
Molecular &amp; Integrative Physiology, 2017, 207, 36-42.



SHENGMING SUN

# ARTICLE IF CITATIONS

Effects of cholesterol on growth, feed utilization, body composition and immune parameters in

juvenile oriental river prawn,<i>Macrobrachium nipponense</i>(De Haan). Aquaculture Research, 2017,
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Dietary cholesterol-induced transcriptome differences in the intestine, hepatopancreas, and muscle
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Molecular insights into reproduction regulation of female Oriental River prawns Macrobrachium
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Dynamic mRNA and miRNA expression analysis in response to hypoxia and reoxygenation in the blunt
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Integrated analysis of microRNA and mRNA expression profiles during the sex-differentiation sensitive

42 period in oriental river prawn, Macrobrachium nipponense. Scientific Reports, 2017, 7, 12011.

3.3 22

Molecular Cloning and Functional Characterization of a HexoRinase from the Oriental River Prawn
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Experimental inoculation of oriental river prawn Macrobrachium nipponense with white spot
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Effects of stocking density on the individual growth and differentiation of the oriental river prawn
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Molecular cloning, characterization, and expression analysis of p53 from the oriental river prawn,
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Comparative proteomic study of the response to hypoxia in the muscle of oriental river prawn
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De novo assembly of the blunt snout bream (Megalobrama amblycephala) gill transcriptome to identify
ammonia exposure associated microRNAs and their targets. Results in Immunology, 2016, 6, 21-27.
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50 microRNA expression profile during hypoxia using a deep sequencing approach. Comparative 1.0 16
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Molecular characterization and mRNA expression of hypoxia inducible factor-1 and cognate inhibiting
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Molecular characterization of insulin-like androgenic gland hormone-binding protein gene from the
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Molecular characterization and developmental expression of vitellogenin in the oriental river prawn
54 Macrobrachium nipponense and the effects of RNA interference and eyestalk ablation on ovarian 2.2 65
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Identification of differentially expressed genes in hepatopancreas of oriental river prawn,
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Molecular cloning, tissue distribution and expression analysis ofAaAmanganese superoxide dismutase in
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response in the Wuchang bream (Megalobrama amblycephala Yih) in response to acute nitrite

exposure. Comparative Biochemistry and Physiology Part - C: Toxicology and Pharmacology, 2014, 159, 2.6 42
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