
Nicolˆ¡s E Bejerman

ListfoffPublicationsfbyfYearfinf
DescendingfOrder

Source:fhttps:vvexalyucomvauthortpdfv6y52687vnicolastetbejermantpublicationstbytyearupdf

Version:f2x24tx4t28f

ThisfdocumentfhasfbeenfgeneratedfbasedfonfthefpublicationsfandfcitationsfrecordedfbyfexalyucomufForf

theflatestfversionfoffthisfpublicationflistsfvisitftheflinkfgivenfaboveu

ThefthirdfcolumnfisfthefimpactffactorfnIFofoffthefjournalsfandftheffourthfcolumnfisfthefnumberfoff

citationsfoffthefarticleu

50
papers

900
citations

13
h-index

29
g-index

62
ext. papers

1,228
ext. citations

3
avg, IF

4.12
L-index



i Paper IF Citations

50 Joˆ¡NyellowNblotchdassociatedNviruscNaNnewNalphanucleorhabdovirusNfromNaNwildNsolanaceousNplantNinN
zrazileNArchivesvofvVirologycN2021cNhnncNhnhmdhnii 2.6 0

49 áxploringNspeciesNcompositionNandNpopulationNdynamicsNofNthripsNWThysanopterarNThripidaeYNinN
peanutNcropsNinNyrgentinaeNPhytoparasiticacN2021cNlqcNopm 1.5

48 OrthotospovirusNdiseaseNepidemicrNmolecularNcharacterizationNandNincidenceNinNpeanutNcropseN
JournalvofvPlantvPathologycN2021cNhgkcNkgmdkgq 1 1

47 ziologicalNandNmolecularNcharacterizationNofNbeanNbushyNstuntNviruscNaNnovelNbipartiteNbegomovirusN
infectingNcommonNbeanNinNnorthwesternNyrgentinaeNArchivesvofvVirologycN2021cNhnncNhlgqdhlhl 2.6 0

46 IlluminatingNtheNPlantNRhabdovirusNLandscapeNthroughNMetatranscriptomicsNDataeNVirusescN2021cNhkcN 6.2 4

45 igihNTaxonomicNupdateNofNphylumNNegarnaviricotaNWRiboviriarNOrthornaviraeYcNincludingNtheNlargeN
ordersNzunyaviralesNandNMononegaviraleseNArchivesvofvVirologycN2021cNhnncNkmhkdkmnn 2.6 10

44 ViromesNofNTenNylfalfaNPlantsNinNyustraliaNRevealNDiverseNKnownNVirusesNandNaNNovelNRNyNViruseN
PathogenscN2020cNqcN 4.5 10

43 MolecularNcharacterizationNofNaNnovelNcytorhabdovirusNwithNaNuniqueNgenomicNorganizationN
infectingNyerbaNmateNWIlexNparaguariensisYNinNyrgentinaeNArchivesvofvVirologycN2020cNhnmcNhlomdhloq 2.6 6

42 PhylodynamicsNofNsunflowerNchloroticNmottleNviruscNanNemergingNpathosystemeNVirologycN2020cNmlmcNkkdkq3.6 1

41 DiversityNandNepidemiologyNofNplantNrhabdoviruseseNVirusvResearchcN2020cNiphcNhqoqli 6.4 22

40 HighdThroughputNSequencingNforNDecipheringNtheNViromeNofNylfalfaNWNLeYeNFrontiersvinvMicrobiologycN
2020cNhhcNmmkhgq 5.7 8

39 GenomedenabledNinsightsNintoNtheNbiologyNofNthripsNasNcropNpestseNBMCvBiologycN2020cNhpcNhli 7.3 17

38 TheNPlantNNegativedSenseNRNyNVirosphererNVirusNDiscoveryNThroughNNewNáyeseNFrontiersvinv
MicrobiologycN2020cNhhcNmpplio 5.7 11

37 NovelNbirdVsdfootNtrefoilNRNyNvirusesNprovideNinsightsNintoNaNcladeNofNlegumedassociatedN
enamovirusesNandNrhabdoviruseseNArchivesvofvVirologycN2019cNhnlcNhlhqdhlin 2.6 18

36 LetterNtoNtheNáditorrNzeandyssociatedN–ytorhabdovirusNandNPapayaN–ytorhabdovirusNareNStrainsNofN
theNSameNViruseNVirusescN2019cNhhcN 6.2 7

35 RedefiningNtheNmedicagoNsativaNalphapartitivirusesNgenomeNsequenceseNVirusvResearchcN2019cNinmcNhmndhnh6.4 8

34 Geminivirusâ��VectorNRelationshipN2019cNhkodhlm 3
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33 FirstNReportNofNTobaccoNStreakNVirusNInfectingNSunflowerNinNyrgentinaeNPlantvDiseasecN2019cNhgkcNkiqg 1.5 2

32 DevelopmentNandNvalidationNofNP–RNassaysNforNdetectionNofNalfalfaNdwarfNdiseasedassociatedNvirusesN
inNyustralianNlucerneNpastureseNAustralasianvPlantvPathologycN2018cNlocNihmdiim 1.4 3

31 DistributionNandNgeneticNvariabilityNofNalfalfaNdwarfNviruscNaNcytorhabdovirusNassociatedNwithNalfalfaN
dwarfNdiseaseNinNyrgentinaeNVirusvGenescN2018cNmlcNnhidnhm 2.3 7

30 IdentificationNandNmolecularNcharacterizationNofNaNnovelNcircularNsingledstrandedNDNyNvirusN
associatedNwithNyerbaNmateNinNyrgentinaeNArchivesvofvVirologycN2018cNhnkcNiphhdiphm 2.6 1

29 GenomeNcharacterizationNofNanNyrgentineanNisolateNofNalfalfaNleafNcurlNviruseNArchivesvofvVirologycN
2018cNhnkcNoqqdpgk 2.6 12

28 TheNWestwardNJourneyNofNylfalfaNLeafN–urlNViruseNVirusescN2018cNhgcN 6.2 6

27 –ompleteNgenomeNsequenceNofNsunflowerNringNblotchNviruscNaNnewNpotyvirusNinfectingNsunflowerNinN
yrgentinaeNArchivesvofvVirologycN2017cNhnicNhopodhoqg 2.6 5

26 TaxonomyNofNtheNorderNMononegaviralesrNupdateNighoeNArchivesvofvVirologycN2017cNhnicNilqkdimgl 2.6 137

25 MolecularNcharacterizationNofNyerbaNmateNchlorosisdassociatedNviruscNaNputativeNcytorhabdovirusN
infectingNyerbaNmateNWIlexNparaguariensisYeNArchivesvofvVirologycN2017cNhnicNilphdilpl 2.6 7

24 PapayaNringspotNvirusNWNinfectingNLuffaNaegyptiacaNinN–ubaeNAustralasianvPlantvDiseasevNotescN2017cN
hicNh 0.8

23
ylfalfaNdwarfNcytorhabdovirusNPNproteinNisNaNlocalNandNsystemicNRNyNsilencingNsupressorNwhichN
inhibitsNprogrammedNRIS–NactivityNandNpreventsNtransitiveNamplificationNofNRNyNsilencingeNVirusv
ResearchcN2016cNiilcNhqdip

6.4 14

22
UseNofNlmldPyrosequencingNforNtheN–haracterizationNofNSweetNPotatoNVirusN–NandNSweetNPotatoN
FeatheryNMottleNVirusNIsolatesNfromNyrgentinaNandNDevelopmentNofNaNMultiplexNOnedStepNRTdP–RN
forNTheirNSimultaneousNDetectioneNJournalvofvPhytopathologycN2016cNhnlcNkpndkql

1.8 1

21 ynalysisNofNtheNcodingdcompleteNgenomicNsequenceNofNgroundnutNringspotNvirusNsuggestsNaN
commonNancestorNwithNtomatoNchloroticNspotNviruseNArchivesvofvVirologycN2016cNhnhcNikhhdn 2.6 2

20 zeanNleafrollNvirusNWzLRVYNinNyrgentinarNmolecularNcharacterizationNandNdetectionNinNalfalfaNfieldseN
EuropeanvJournalvofvPlantvPathologycN2016cNhlncNigodihi 2.1 12

19 –ytorhabdovirusNPkNgenesNencodeNkgKdlikeNcelldtodcellNmovementNproteinseNVirologycN2016cNlpqcNigdkk 3.6 26

18 FirstNReportNofNOrchidNfleckNvirusNinNLilyturfNWLiriopeNspicataYNinNyustraliaeNPlantvDiseasecN2016cNhggcNhgipdhgip1.5 5

17 TaxonomyNofNtheNorderNMononegaviralesrNupdateNighneNArchivesvofvVirologycN2016cNhnhcNikmhdng 2.6 324

16 –ompleteNgenomeNsequenceNofN–olocasiaNboboneNdiseasedassociatedNviruscNaNputativeN
cytorhabdovirusNinfectingNtaroeNArchivesvofvVirologycN2016cNhnhcNolmdp 2.6 7
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15 –ompleteNgenomeNsequenceNofNaNnewNenamovirusNfromNyrgentinaNinfectingNalfalfaNplantsNshowingN
dwarfismNsymptomseNArchivesvofvVirologycN2016cNhnhcNigiqdki 2.6 21

14 –ompleteNgenomeNsequenceNandNintracellularNproteinNlocalizationNofNDaturaNyellowNveinN
nucleorhabdoviruseNVirusvResearchcN2015cNigmcNodhh 6.4 17

13
–ompleteNgenomeNsequenceNandNintegratedNproteinNlocalizationNandNinteractionNmapNforNalfalfaN
dwarfNviruscNwhichNcombinesNpropertiesNofNbothNcytoplasmicNandNnuclearNplantNrhabdoviruseseN
VirologycN2015cNlpkcNiomdpk

3.6 39

12 FirstNReportNofNzeanNcommonNmosaicNviruscNPeanutNStraincNInfectingNPeanutNinNyrgentinaeNPlantv
DiseasecN2015cNqqcNokmdokm 1.5 0

11 –ompleteNnucleotideNsequenceNofNylfalfaNmosaicNvirusNisolatedNfromNalfalfaNWMedicagoNsativaNLeYNinN
yrgentinaeNVirusvGenescN2014cNlpcNmnidm 2.3 16

10 zeanNYellowNMosaicNVirusNinNSoybeanNfromNyrgentinaeNJournalvofvPhytopathologycN2014cNhnicNkiidkim 1.8 7

9 DevelopmentNofNaNfulldlengthNinfectiousNcloneNofNsunflowerNchloroticNmottleNvirusNWSu–MoVYeN
ArchivesvofvVirologycN2013cNhmpcNlpmdqg 2.6 2

8 SequencingNofNtwoNsunflowerNchloroticNmottleNvirusNisolatesNobtainedNfromNdifferentNnaturalNhostsN
shedNlightNonNitsNevolutionaryNhistoryeNVirusvGenescN2013cNlncNhgmdhg 2.3 4

7 –ompleteNnucleotideNsequenceNofNanNyrgentineanNisolateNofNsweetNpotatoNvirusNGeNVirusvGenescN2012
cNlmcNmqkdm 2.3 11

6 SpeciesNwithinNtheNzemisiaNtabaciNWHemipterarNyleyrodidaeYNcomplexNinNsoybeanNandNbeanNcropsNinN
yrgentinaeNJournalvofvEconomicvEntomologycN2012cNhgmcNlpdmk 2.2 53

5 IdentificationNandN–haracterizationNofNaNNewNStrainNofNSunflowerNchloroticNmottleNviruscNaNPotyvirusN
InfectingNysteraceaeNinNyrgentinaeNJournalvofvPhytopathologycN2010cNhmpcNmkndmlh 1.8 5

4 MolecularNcharacterizationNofNSunflowerNchloroticNmottleNvirusrNaNmemberNofNaNdistinctNspeciesNinN
theNgenusNPotyviruseNArchivesvofvVirologycN2010cNhmmcNhkkhdm 2.6 15

3 DipsacusNfullonumrNanNylternativeNHostNofNSunflowerNchloroticNmottleNvirusNinNyrgentinaeNJournalvofv
PhytopathologycN2009cNhmocNkimdkip 1.8 4

2 GenomedenabledNinsightsNintoNtheNbiologyNofNthripsNasNcropNpests 1

1 áxploringNtheNtymoviridsNlandscapeNthroughNmetatranscriptomicsNdata 1
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