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6 Fertilization-independent seed development in Arabidopsis thaliana. Proceedings of the National
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7
MINISEED3 (MINI3), a WRKY family gene, and HAIKU2 (IKU2), a leucine-rich repeat (LRR) KINASE gene, are
regulators of seed size in Arabidopsis. Proceedings of the National Academy of Sciences of the United
States of America, 2005, 102, 17531-17536.

3.3 476

8 Genes controlling fertilization-independent seed development in Arabidopsis thaliana. Proceedings of
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Expression and parent-of-origin effects for FIS2, MEA, and FIE in the endosperm and embryo of
developing Arabidopsis seeds. Proceedings of the National Academy of Sciences of the United States of
America, 2000, 97, 10637-10642.
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10 MADS box genes control vernalization-induced flowering in cereals. Proceedings of the National
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11 Toward Sequencing Cotton (<i>Gossypium</i>) Genomes: Figure 1.. Plant Physiology, 2007, 145, 1303-1310. 2.3 390

12 HKT1;5-Like Cation Transporters Linked to Na+ Exclusion Loci in Wheat, Nax2 and Kna1. Plant
Physiology, 2007, 143, 1918-1928. 2.3 378

13 The molecular basis of vernalization: the central role of FLOWERING LOCUS C (FLC). Proceedings of
the National Academy of Sciences of the United States of America, 2000, 97, 3753-8. 3.3 366

14 Expression Profile Analysis of the Low-Oxygen Response in Arabidopsis Root Cultures[W]. Plant Cell,
2002, 14, 2481-2494. 3.1 362

15 Molecular analysis of the alcohol dehydrogenase (Adhl) gene of maize. Nucleic Acids Research, 1984,
12, 3983-4000. 6.5 353

16 The molecular basis of vernalization-induced flowering in cereals. Trends in Plant Science, 2007, 12,
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17 Chitinase, beta-1,3-glucanase, osmotin, and extensin are expressed in tobacco explants during flower
formation.. Plant Cell, 1990, 2, 673-684. 3.1 338
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The Arabidopsis thaliana vernalization response requires a polycomb-like protein complex that also
includes VERNALIZATION INSENSITIVE 3. Proceedings of the National Academy of Sciences of the United
States of America, 2006, 103, 14631-14636.

3.3 335
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19 Nomenclature for HKT transporters, key determinants of plant salinity tolerance. Trends in Plant
Science, 2006, 11, 372-374. 4.3 329
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FLOWERING LOCUS C (FLC) regulates development pathways throughout the life cycle of
<i>Arabidopsis</i>. Proceedings of the National Academy of Sciences of the United States of America,
2011, 108, 6680-6685.
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21 amp1 - a mutant with high cytokinin levels and altered embryonic pattern, faster vegetative growth,
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22 Molecular and chromosomal organization of DNA sequences coding for the ribosomal RNAs in
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Changes in 24-nt siRNA levels in Arabidopsis hybrids suggest an epigenetic contribution to hybrid
vigor. Proceedings of the National Academy of Sciences of the United States of America, 2011, 108,
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24 Cold-induced repression of the rice anther-specific cell wall invertase gene OSINV4 is correlated with
sucrose accumulation and pollen sterility. Plant, Cell and Environment, 2005, 28, 1534-1551. 2.8 309

25 Highly repeated DNA sequence limited to knob heterochromatin in maize. Proceedings of the National
Academy of Sciences of the United States of America, 1981, 78, 4490-4494. 3.3 302

26 DNA methylation, vernalization, and the initiation of flowering.. Proceedings of the National Academy
of Sciences of the United States of America, 1993, 90, 287-291. 3.3 301

27 The MYB transcription factor GhMYB25 regulates early fibre and trichome development. Plant Journal,
2009, 59, 52-62. 2.8 297

28 Arabidopsis<i>RAP2.2</i>: An Ethylene Response Transcription Factor That Is Important for Hypoxia
Survival Â  Â . Plant Physiology, 2010, 153, 757-772. 2.3 293

29 <i>GAMYB-like</i> Genes, Flowering, and Gibberellin Signaling in Arabidopsis. Plant Physiology, 2001,
127, 1682-1693. 2.3 291

30 Differential Interactions of Promoter Elements in Stress Responses of the Arabidopsis Adh Gene. Plant
Physiology, 1994, 105, 1075-1087. 2.3 286

31 On the role of RNA silencing in the pathogenicity and evolution of viroids and viral satellites.
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32 The transcription factor ATAF2 represses the expression of pathogenesis-related genes in Arabidopsis.
Plant Journal, 2005, 43, 745-757. 2.8 273

33 ABA Regulates Apoplastic Sugar Transport and is a Potential Signal for Cold-Induced Pollen Sterility
in Rice. Plant and Cell Physiology, 2007, 48, 1319-1330. 1.5 271

34 A Sodium Transporter (HKT7) Is a Candidate for Nax1, a Gene for Salt Tolerance in Durum Wheat. Plant
Physiology, 2006, 142, 1718-1727. 2.3 266

35 Molecular analysis of the alcohol dehydrogenase 2 (Adh2) gene of maize. Nucleic Acids Research, 1985,
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36 Isolation and identification by sequence homology of a putative cytosine methyltransferase
fromArabidopsis thaliana. Nucleic Acids Research, 1993, 21, 2383-2388. 6.5 258
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37 Two hemoglobin genes in Arabidopsis thaliana: The evolutionary origins of leghemoglobins.
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38 The molecular biology of seasonal flowering-responses in Arabidopsis and the cereals. Annals of
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40 Enhanced Low Oxygen Survival in Arabidopsis through Increased Metabolic Flux in the Fermentative
Pathway. Plant Physiology, 2003, 132, 1292-1302. 2.3 243

41 DNA demethylases target promoter transposable elements to positively regulate stress responsive
genes in Arabidopsis. Genome Biology, 2014, 15, 458. 3.8 243

42 DNA methylation, a key regulator of plant development and other processes. Current Opinion in
Genetics and Development, 2000, 10, 217-223. 1.5 240
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50 Cloning of the Arabidopsis ent-kaurene oxidase gene GA3. Proceedings of the National Academy of
Sciences of the United States of America, 1998, 95, 9019-9024. 3.3 205
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Plant, 2009, 2, 711-723. 3.9 193

57 Arabidopsis Roots and Shoots Have Different Mechanisms for Hypoxic Stress Tolerance. Plant
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59 Resetting of <i>FLOWERING LOCUS C</i> expression after epigenetic repression by vernalization.
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60 Evidence for a Role for AtMYB2 in the Induction of the Arabidopsis Alcohol Dehydrogenase Gene
(ADH1) by Low Oxygen. Genetics, 1998, 149, 479-490. 1.2 186

61 Abscisic Acid Induces the Alcohol Dehydrogenase Gene in Arabidopsis. Plant Physiology, 1996, 111,
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62 Control of Early Seed Development. Annual Review of Cell and Developmental Biology, 2001, 17,
677-699. 4.0 184

63 Hypoxia-responsive microRNAs and trans-acting small interfering RNAs in Arabidopsis. Journal of
Experimental Botany, 2010, 61, 165-177. 2.4 184

64 Arabidopsis ent-Kaurene Oxidase Catalyzes Three Steps of Gibberellin Biosynthesis. Plant Physiology,
1999, 119, 507-510. 2.3 182

65 A hemoglobin from plants homologous to truncated hemoglobins of microorganisms. Proceedings of
the National Academy of Sciences of the United States of America, 2001, 98, 10119-10124. 3.3 182

66 Global Gene Expression Responses to Waterlogging in Roots and Leaves of Cotton (Gossypium) Tj ET
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BT /Overlock 10 Tf 50 302 Td (hirsutum L.). Plant and Cell Physiology, 2010, 51, 21-37.1.5 177

67 Transposase activity of the Ac controlling element in maize is regulated by its degree of methylation.
Molecular Genetics and Genomics, 1986, 205, 476-482. 2.4 175

68 Short Vegetative Phase-Like MADS-Box Genes Inhibit Floral Meristem Identity in Barley. Plant
Physiology, 2007, 143, 225-235. 2.3 174

69 Epigenetic regulation of flowering. Current Opinion in Plant Biology, 2007, 10, 520-527. 3.5 172

70
Increased level of hemoglobin 1 enhances survival of hypoxic stress and promotes early growth in
Arabidopsis thaliana. Proceedings of the National Academy of Sciences of the United States of
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3.3 170

71 Expression Profiling Identifies Genes Expressed Early During Lint Fibre Initiation in Cotton. Plant and
Cell Physiology, 2006, 47, 107-127. 1.5 165
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The CYP88A cytochrome P450, ent-kaurenoic acid oxidase, catalyzes three steps of the gibberellin
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86 Epidermal cell differentiation in cotton mediated by the homeodomain leucine zipper gene,
<i>GhHDâ€•1</i>. Plant Journal, 2012, 71, 464-478. 2.8 125
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