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ARTICLE IF CITATIONS

Association studies of up to 1.2 million individuals yield new insights into the genetic etiology of

tobacco and alcohol use. Nature Genetics, 2019, 51, 237-244.

Transancestral GWAS of alcohol dependence reveals common genetic underpinnings with psychiatric 71 490
disorders. Nature Neuroscience, 2018, 21, 1656-1669. :

Study of 300,486 individuals identifies 148 independent genetic loci influencing general cognitive
function. Nature Communications, 2018, 9, 2098.

A Iarﬁe-scale genome-wide association study meta-analysis of cannabis use disorder. Lancet a7 200
Psychiatry,the, 2020, 7, 1032-1045. ’

Within-sibship genome-wide association analyses decrease bias in estimates of direct genetic effects.
Nature Genetics, 2022, 54, 581-592.

Genome-wide association analysis of self-reported daytime sleepiness identifies 42 loci that suggest

biological subtypes. Nature Communications, 2019, 10, 3503. 58 117

A Genome-Wide Association Study of a Biomarker of Nicotine Metabolism. PLoS Genetics, 2015, 11,
e1005498.

Genome-wide association and HLA fine-mapping studies identify risk loci and genetic pathways

underlying allergic rhinitis. Nature Genetics, 2018, 50, 1072-1080. 94 106

Genome-wide association studies identify 137 genetic loci for DNA methylation biomarkers of aging.
Genome Biology, 2021, 22, 194.

Associations of autozygosity with a broad range of human phenotypes. Nature Communications, 2019, 5.8 g4
10, 4957. ’

Expanding the genetic architecture of nicotine dependence and its shared genetics with multiple
traits. Nature Communications, 2020, 11, 5562.

Genome-wide association study identifies 48 common genetic variants associated with handedness. 6.2 79
Nature Human Behaviour, 2021, 5, 59-70. :

Association of anthropometry and weight change with risk of dementia and its major subtypes: A
metad€analysis consisting 2.8 million adults with 57 294 cases of dementia. Obesity Reviews, 2020, 21,
e12989.

The effect of body mass index on smoking behaviour and nicotine metabolism: a Mendelian

randomization study. Human Molecular Genetics, 2019, 28, 1322-1330. L4 56

Genome-wide association meta-analysis of nicotine metabolism and cigarette consumption measures in
smokers of European descent. Molecular Psychiatry, 2021, 26, 2212-2223.

FinnTwin16: A Longitudinal Study from Age 16 of a Population-Based Finnish Twin Cohort. Twin 0.3 39
Research and Human Genetics, 2019, 22, 530-539. :

Genetic association study of childhood aggression across raters, instruments, and age. Translational

Psychiatry, 2021, 11, 413.

Higher ag%lression is related to poorer academic performance in compulsory education. Journal of

Child Psychology and Psychiatry and Allied Disciplines, 2021, 62, 327-338. 31 28
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Shared genetic risk between eating disorderd€sand substanced€used€related phenotypes: Evidence from

genomed€wide association studies. Addiction Biology, 2021, 26, e12880.

Genome-wide association meta-analysis identifies 48 risk variants and highlights the role of the stria

vascularis in hearing loss. American Journal of Human Genetics, 2022, 109, 1077-1091. 2.6 27

Genome-wide Association Meta-analysis of Childhood and Adolescent Internalizing Symptoms. Journal
of the American Academy of Child and Adolescent Psychiatry, 2022, 61, 934-945.

Genomeda€wide association metad€analysis of age at first cannabis use. Addiction, 2018, 113, 2073-2086. 1.7 24

Prevalence and correlates of dementia and mild cognitive impairment classified with different
versions of the modified Telephone Interview for Cognitive Status (TICSa€m). International Journal of
Geriatric Psychiatry, 2019, 34, 1883-1891.

Endotoxemia is associated with an adverse metabolic profile. Innate Immunity, 2021, 27, 3-14. 11 21

Identification of slit3 as a locus affecting nicotine preference in zebrafish and human smoking
behaviour. ELife, 2020, 9, .

Genomic prediction of alcohol-related morbidity and mortality. Translational Psychiatry, 2020, 10, 23. 2.4 19

Genomea€wide association study in Finnish twins highlights the connection between nicotine addiction
and neurotrophin signaling pathway. Addiction Biology, 2019, 24, 549-561.

Polygenic Score for Physical Activity Is Associated with Multiple Common Diseases. Medicine and

Science in Sports and Exercise, 2021, Publish Ahead of Print, . 0.2 14

Polygenic Risk Scores and Physical Activity. Medicine and Science in Sports and Exercise, 2020, 52,
1518-1524.

Continuity of Genetic Risk for Aggressive Behavior Across the Life-Course. Behavior Genetics, 2021, 51,

592-606. 1.4 13

The genetic architecture of the association between eating behaviors and obesity: combining genetic
twin modeling and polygenic risk scores. American Journal of Clinical Nutrition, 2020, 112, 956-966.

Genetic Profile of Endotoxemia Reveals an Association With Thromboembolism and Stroke. Journal of

the American Heart Association, 2021, 10, e022482. L6 9

The Association Between Puberty Timing and Body Mass Index in a Longitudinal Setting: The
Contribution of Genetic Factors. Behavior Genetics, 2022, 52, 186-194.

Genetic meta-analysis of twin birth weight shows high genetic correlation with singleton birth

weight. Human Molecular Genetics, 2021, 30, 1894-1905. L4 6

An integrative machine learning approach to discovering multi-level molecular mechanisms of obesity

using data from monozygotic twin pairs. Royal Society Open Science, 2020, 7, 200872.

Accuracy of Imputation for Apolipoprotein E fu Alleles in Genome-Wide Genotyping Data. JAMA Network

Open, 2020, 3, e1919960. 84
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The genetic background of the associations between sense of coherence and mental health,

self-esteem and personality. Social Psychiatry and Psychiatric Epidemiology, 2022, 57, 423-433.

38 Variants associated with HHIP expression have sex-differential effects on lung function. Wellcome 0.9 3
Open Research, 2020, 5, 111. :



