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i Paper IF Citations

104 zenomeZwideMprofilingMofMlongMnonZcodingMRNtMofMtheMriceMblastMfungusMMagnaportheMoryzaeMduringM
infectionaaMBMCmGenomicsYM2022YMefYMdfe 4.5 0

103 tlternativeMsplicingMdiversifiesMtheMtranscriptomeMandMproteomeMofMtheMriceMblastMfungusMduringMhostM
infectionaaMRNAmBiologyYM2022YMdlYMfjfZfkh 4.8 1

102 ROSMhomeostasisMmediatedMbyMMPKgMandMSUMMeMdeterminesMsynergidMcellMdeathaaMNaturem
CommunicationsYM2022YMdfYMdjgi 17.4 1

101 tMriceMgeneMencodingMglycosylMhydrolaseMplaysMcontrastingMrolesMinMimmunityMdependingMonMtheMtypeM
ofMpathogensaMMolecularmPlantmPathologyYM2021YM 5.7 3

100 vharacterizationMofMtheMMYuMzenesMRevealsMInsightsMIntoMTheirMxvolutionaryMvonservationYM
StructuralMwiversityYMandMyunctionalMRolesMinMaaMFrontiersminmMicrobiologyYM2021YMdeYMjedhfc 5.7 1

99 PhylogenomicMtnalysisMofMaMhhadZkbMdlZzeneMwatasetMResolvesMaMMonophyleticMthatMIncludesMtheM
SpeciesMvomplexaMPhytopathologyYM2021YMdddYMdcigZdcjl 3.8 39

98 HarnessingMvhemicalMxcologyMforMxnvironmentZyriendlyMvropMProtectionaMPhytopathologyYM2021YMPHYTOcdedccfhRVW3.8 1

97 TheMMembraneZuoundMProteinYMMotfodYMIsMInvolvedMinMSensingMwiverseMSignalsMfromMwifferentM
SurfacesMinMtheMRiceMulastMyungusaMPlantmPathologymJournalYM2021YMfjYMkjZlk 2.5 2

96 wraftMzenomeMSequenceMofMxLcccidgYMaMStrainMProducingMzrammicinYMaMPotentMNematicidalM
vompoundaMMycobiologyYM2021YMglYMelgZeli 1.7

95 LysoZphosphatidylethanolamineMprimesMtheMplantMimmuneMsystemMandMpromotesMbasalMresistanceM
againstMhemibiotrophicMpathogensaMBMCmBiotechnologyYM2021YMedYMde 3.5 6

94 SpatiotemporalMtssemblyMofMuacterialMandMyungalMvommunitiesMofMSeedZSeedlingZtdultMinMRiceaM
FrontiersminmMicrobiologyYM2021YMdeYMjckgjh 5.7 3

93 HomeoboxMTranscriptionMyactorsMtreMRequiredMforMyungalMwevelopmentMandMtheMSuppressionMofM
HostMwefenseMMechanismsMinMtheMZPepperMPathosystemaMMBioYM2021YMdeYMecdieced 7.8 5

92 vompositionalMShiftMofMuacterialYMtrchaealYMandMyungalMvommunitiesMIsMwependentMonMTrophicM
LifestylesMinMRiceMPaddyMSoilaMFrontiersminmMicrobiologyYM2021YMdeYMjdlgki 5.7 0

91 wraftMzenomeMSequenceMofMJSZdfghYManMxndophyticMyungusMIsolatedMfromMStemMTissueMofMKoreanMyiraM
MicrobiologymResourcemAnnouncementsYM2020YMlYM 1.3 2

90 TzyamZyindermMaMnovelMsolutionMforMtargetZgeneMfamilyMannotationMinMplantsaMNewmPhytologistYM2020YM
eejYMdhikZdhkd 9.8 5

89 wraftMzenomeMSequenceMofMtlternariaMalternataMJSZdiefYMaMyungalMxndophyteMofMtbiesMkoreanaaM
MycobiologyYM2020YMgkYMegcZegg 1.7 1

88 womesticationMofMOryzaMspeciesMecoZevolutionarilyMshapesMbacterialMandMfungalMcommunitiesMinMriceM
seedaMMicrobiomeYM2020YMkYMec 16.6 38
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87 wraftMzenomeMSequenceMofMtspergillusMoryzaeMuPeZdYMIsolatedMfromMTraditionalMMaltedMRiceMinM
SouthMKoreaaMMicrobiologymResourcemAnnouncementsYM2020YMlYM 1.3 2

86 TheMRiceMMicrobiomemMtMModelMPlatformMforMvropMHolobiomeaMPhytobiomesmJournalYM2020YMgYMhZdk 4.8 23

85 TranscriptomeMProfilingMofMtheMRiceMulastMyungusMandMItsMHostMwuringMInfectionaMMolecularm
Plant-MicrobemInteractionsYM2020YMffYMdgdZdgg 3.6 16

84 yZboxMonlyMandMvUxMproteinsMareMcrucialMubiquitinationZassociatedMcomponentsMforMconidiationMandM
pathogenicityMinMtheMriceMblastMfungusYMMagnaportheMoryzaeaMFungalmGeneticsmandmBiologyYM2020YMdggYMdcfgjf3.9 6

83 TwoMnuclearMeffectorsMofMtheMriceMblastMfungusMmodulateMhostMimmunityMviaMtranscriptionalM
reprogrammingaMNaturemCommunicationsYM2020YMddYMhkgh 17.4 15

82 vomparativeMzenomicsMPlatformMandMPhylogeneticMtnalysisMofMyungalMLaccasesMandMMultiZvopperM
OxidasesaMMycobiologyYM2020YMgkYMfjfZfke 1.7 2

81 zenomeZwideMfunctionalManalysisMofMphosphatasesMinMtheMpathogenicMfungusMvryptococcusM
neoformansaMNaturemCommunicationsYM2020YMddYMgede 17.4 7

80 HypoxiamMtMwoubleZxdgedMSwordMwuringMyungalMPathogenesisraMFrontiersminmMicrobiologyYM2020YMddYMdlec 5.7 11

79 zenomeMSequenceMofMStrigaMasiaticaMProvidesMInsightMintoMtheMxvolutionMofMPlantMParasitismaMCurrentm
BiologyYM2019YMelYMfcgdZfcheaeg 6.3 59

78 zenomicMcomparisonsMofMtheMlaurelMwiltMpathogenYMRaffaeleaMlauricolaYMandMrelatedMtreeMpathogensM
highlightManMarsenalMofMpathogenicityMrelatedMgenesaMFungalmGeneticsmandmBiologyYM2019YMdehYMkgZle 3.9 5

77 wraftMzenomeMSequenceMofMJSZdijhYManMxndophyticMyungusMfromaMMicrobiologymResourcem
AnnouncementsYM2019YMkYM 1.3 6

76 tMnovelMapproachMtoMinvestigateMhypoxicMmicroenvironmentMduringMriceMcolonizationMbyM
MagnaportheMoryzaeaMEnvironmentalmMicrobiologyYM2019YMedYMddhdZddil 5.2 4

75
tMHighZQualityMwraftMzenomeMSequenceMofMvolletotrichumMgloeosporioidesMsensuMstrictoMSMvzdPvYM
aMvausalMtgentMofMtnthracnoseMonMvunninghamiaMlanceolataMinMvhinaaMMolecularmPlant-Microbem
InteractionsYM2019YMfeYMdflZdgd

3.6 9

74 tMMYSTMfamilyMhistoneMacetyltransferaseYMMoStSfYMisMrequiredMforMdevelopmentMandMpathogenicityM
inMtheMriceMblastMfungusaMMolecularmPlantmPathologyYM2019YMecYMdgldZdhch 5.7 11

73 xvolutionMofMtheMzenesMxncodingMxffectorMvandidatesMWithinMMultipleMPathotypesMofaMFrontiersminm
MicrobiologyYM2019YMdcYMehjh 5.7 9

72 SUMOylationMisMrequiredMforMfungalMdevelopmentMandMpathogenicityMinMtheMriceMblastMfungusM
MagnaportheMoryzaeaMMolecularmPlantmPathologyYM2018YMdlYMedfgZedgk 5.7 11

71 zenomeMwideManalysisMofMtheMtransitionMtoMpathogenicMlifestylesMinMMagnaporthalesMfungiaMScientificm
ReportsYM2018YMkYMhkie 4.9 13

70 zlobalMwNtMMethylationMinMtheMvhestnutMulightMyungusMandMzenomeZWideMvhangesMinMwNtM
MethylationMtccompaniedMwithMSectorizationaMFrontiersminmPlantmScienceYM2018YMlYMdcf 6.2 14
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69 tMSmallMzTPaseMRHOeMPlaysManMImportantMRoleMinMPreZinfectionMwevelopmentMinMtheMRiceMulastM
PathogenaMPlantmPathologymJournalYM2018YMfgYMgjcZgjl 2.5 10

68 vharacterizationMofMaMHeterobasidionMirregulareMendoZrhamnogalacturonaseMthatMmediateMgrowthM
onMpectinaMJournalmofmPhytopathologyYM2018YMdiiYMfgZgf 1.8 1

67 IdentificationMofMaMzeneMInvolvedMinMxarlyMSenescenceMandMwefenseMResponseMinMRiceaMFrontiersminm
PlantmScienceYM2018YMlYMdejg 6.2 14

66 wistinctMrolesMofMtheMYPxLMgeneMfamilyMinMdevelopmentMandMpathogenicityMinMtheMascomyceteMfungusM
MagnaportheMoryzaeaMScientificmReportsYM2018YMkYMdggid 4.9 7

65 RoleMofMtheMHistoneMtcetyltransferaseMRttdclMinMwevelopmentMandMPathogenicityMofMtheMRiceMulastM
yungusaMMolecularmPlant-MicrobemInteractionsYM2018YMfdYMdeccZdedc 3.6 12

64 xRMretentionMreceptorYMMoxRRdMisMrequiredMforMfungalMdevelopmentMandMpathogenicityMinMtheMriceM
blastMfungusYMMagnaportheMoryzaeaMScientificmReportsYM2017YMjYMdehl 4.9 9

63 wraftMzenomeMSequenceMofManMxndophyticMyungusYMspaMStrainMJSZgigYMIsolatedMfromMaMReedMPlantYaM
GenomemAnnouncementsYM2017YMhYM 7

62 NewMreferenceMgenomeMsequencesMofMhotMpepperMrevealMtheMmassiveMevolutionMofMplantM
diseaseZresistanceMgenesMbyMretroduplicationaMGenomemBiologyYM2017YMdkYMedc 18.3 142

61 zenomeMSequenceMofManMxndophyticMyungusYMJSZdilYMWhichMHasMtntifungalMtctivityaMGenomem
AnnouncementsYM2017YMhYM 7

60
zaplessMgenomeMassemblyMofMvolletotrichumMhigginsianumMrevealsMchromosomeMstructureMandM
associationMofMtransposableMelementsMwithMsecondaryMmetaboliteMgeneMclustersaMBMCmGenomicsYM
2017YMdkYMiij

4.5 53

59 YMxncodingMaMHistoneMwemethylaseMvontainingMJmjvMwomainYMIsMRequiredMforMPathogenicM
wevelopmentMofMtheMRiceMulastMyungusYaMPlantmPathologymJournalYM2017YMffYMdlfZech 2.5 7

58 SystematicMfunctionalManalysisMofMkinasesMinMtheMfungalMpathogenMvryptococcusMneoformansaMNaturem
CommunicationsYM2016YMjYMdejii 17.4 79

57 TheMcompleteMmitochondrialMgenomeMsequenceMofMtheMascomyceteMplantMpathogenMvolletotrichumM
acutatumaMMitochondrialmDNAmPartmA:mDNAmMapping,mSequencing,mandmAnalysisYM2016YMejYMghgjZghgk 1.3 6

56 KingdomZWideMtnalysisMofMyungalMSmallMSecretedMProteinsMUSSPsVMRevealsMtheirMPotentialMRoleMinM
HostMtssociationaMFrontiersminmPlantmScienceYM2016YMjYMdki 6.2 96

55 WholeMgenomeMsequenceMandMgenomeMannotationMofMvolletotrichumMacutatumYMcausalMagentMofM
anthracnoseMinMpepperMplantsMinMSouthMKoreaaMGenomicsmDataYM2016YMkYMghZi 20

54 vrystalMstructureMandMfunctionalManalysisMofMisocitrateMlyasesMfromMMagnaportheMoryzaeMandM
yusariumMgraminearumaMJournalmofmStructuralmBiologyYM2016YMdlgYMflhZgcf 3.4 8

53 zenomeZwideMprofilingMofMwNtMmethylationMprovidesMinsightsMintoMepigeneticMregulationMofMfungalM
developmentMinMaMplantMpathogenicMfungusYMMagnaportheMoryzaeaMScientificmReportsYM2015YMhYMkhij 4.9 76

52 PotentialMrolesMofMlaccasesMonMvirulenceMofMHeterobasidionMannosumMsasaMMicrobialmPathogenesisYM
2015YMkdYMdiZed 3.8 9
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51 SystematicMfunctionalMprofilingMofMtranscriptionMfactorMnetworksMinMvryptococcusMneoformansaM
NaturemCommunicationsYM2015YMiYMijhj 17.4 99

50 SystematicMcharacterizationMofMtheMbZIPMtranscriptionMfactorMgeneMfamilyMinMtheMriceMblastMfungusYM
MagnaportheMoryzaeaMEnvironmentalmMicrobiologyYM2015YMdjYMdgehZgf 5.2 34

49 SystematicMcharacterizationMofMtheMperoxidaseMgeneMfamilyMprovidesMnewMinsightsMintoMfungalM
pathogenicityMinMMagnaportheMoryzaeaMScientificmReportsYM2015YMhYMddkfd 4.9 40

48 dbHiMomMaMwebZbasedMepigenomicsMplatformMforMhistoneZmodifyingMenzymesaMDatabase:mthemJournalm
ofmBiologicalmDatabasesmandmCurationYM2015YMecdhYMbavche 5 9

47 RoleMofMtheMMoYtKdMproteinMkinaseMgeneMinMMagnaportheMoryzaeMdevelopmentMandMpathogenicityaM
EnvironmentalmMicrobiologyYM2015YMdjYMgijeZkl 5.2 26

46 zenomeZWideMtnalysisMofMHypoxiaZResponsiveMzenesMinMtheMRiceMulastMyungusYMMagnaportheM
oryzaeaMPLoSmONEYM2015YMdcYMecdfglfl 3.7 16

45 IntegrativeMstructuralMannotationMofMdeMnovoMRNtZSeqMprovidesManMaccurateMreferenceMgeneMsetMofM
theMenormousMgenomeMofMtheMonionMUtlliumMcepaMLaVaMDNAmResearchYM2015YMeeYMdlZej 4.5 47

44 InsightsMonMtheMevolutionMofMmycoparasitismMfromMtheMgenomeMofMvlonostachysMroseaaMGenomem
BiologymandmEvolutionYM2015YMjYMgihZkc 3.9 93

43 SecretMlifestylesMofMNeurosporaMcrassaaMScientificmReportsYM2014YMgYMhdfh 4.9 60

42 zenomeMsequenceMofMtheMhotMpepperMprovidesMinsightsMintoMtheMevolutionMofMpungencyMinMvapsicumM
speciesaMNaturemGeneticsYM2014YMgiYMejcZk 36.3 594

41 tMquickMandMaccurateMscreeningMmethodMforMfungalMgeneZdeletionMmutantsMbyMdirectYMpriorityZbasedYM
andMinverseMPvRsaMJournalmofmMicrobiologicalmMethodsYM2014YMdchYMflZgd 2.8 4

40 fPoxwumMfungalMperoxidaseMdatabaseMforMcomparativeMgenomicsaMBMCmMicrobiologyYM2014YMdgYMddj 4.5 37

39 RoleMofMMotNwdZmediatedMnuclearMpositioningMinMmorphogenesisMandMpathogenicityMinMtheMriceM
blastMfungusYMMagnaportheMoryzaeaMFungalmGeneticsmandmBiologyYM2014YMilYMgfZhd 3.9 15

38 RegulationMofMcellularMdiacylglycerolMthroughMlipidMphosphateMphosphatasesMisMrequiredMforM
pathogenesisMofMtheMriceMblastMfungusYMMagnaportheMoryzaeaMPLoSmONEYM2014YMlYMedccjei 3.7 9

37 InMsilicoMsequenceManalysisMrevealsMnewMcharacteristicsMofMfungalMNtwPHMoxidaseMgenesaMMycobiologyYM
2014YMgeYMegdZk 1.7 1

36 vomparativeMfunctionalManalysisMofMtheMvelvetMgeneMfamilyMrevealsMuniqueMrolesMinMfungalM
developmentMandMpathogenicityMinMMagnaportheMoryzaeaMFungalmGeneticsmandmBiologyYM2014YMiiYMffZgf 3.9 26

35 RolesMofMyorkheadZboxMTranscriptionMyactorsMinMvontrollingMwevelopmentYMPathogenicityYMandMStressM
ResponseMinMMagnaportheMoryzaeaMPlantmPathologymJournalYM2014YMfcYMdfiZhc 2.5 17

34 TranscriptomeMtnalysisMofMxarlyMResponsiveMzenesMinMRiceMduringMMagnaportheMoryzaeMInfectionaM
PlantmPathologymJournalYM2014YMfcYMfgfZhg 2.5 34
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33 tnalysisMofMinMplantaMxxpressedMOrphanMzenesMinMtheMRiceMulastMyungusMMagnaportheMoryzaeaMPlantm
PathologymJournalYM2014YMfcYMfijZjg 2.5 4

32 HistoneMacetylationMinMfungalMpathogensMofMplantsaMPlantmPathologymJournalYM2014YMfcYMdZl 2.5 43

31 yungalMplantMcellMwallZdegradingMenzymeMdatabasemMaMplatformMforMcomparativeMandMevolutionaryM
genomicsMinMfungiMandMOomycetesaMBMCmGenomicsYM2013YMdgMSupplMhYMSj 4.5 49

30 TwoMconidiationZrelatedMZnUIIVevysiMtranscriptionMfactorMgenesMinMtheMriceMblastMfungusaMFungalm
GeneticsmandmBiologyYM2013YMidYMdffZgd 3.9 32

29 zlobalMexpressionMprofilingMofMtranscriptionMfactorMgenesMprovidesMnewMinsightsMintoMpathogenicityM
andMstressMresponsesMinMtheMriceMblastMfungusaMPLoSmPathogensYM2013YMlYMedccffhc 7.6 43

28 vyzPMeacmMaMversatileMwebZbasedMplatformMforMsupportingMcomparativeMandMevolutionaryMgenomicsMofM
fungiMandMOomycetesaMNucleicmAcidsmResearchYM2013YMgdYMwjdgZl 20.1 40

27 tgrobacteriumMtumefaciensZmediatedMtransformationMofMtheMlichenMfungusYMUmbilicariaM
muehlenbergiiaMPLoSmONEYM2013YMkYMekfkli 3.7 35

26 vomparativeMtnalysisMofMtheMKoreanMPopulationMofMMagnaportheMoryzaeMbyMMultilocusMMicrosatelliteM
TypingaMPlantmPathologymJournalYM2013YMelYMgfhZl 2.5 3

25 LifestyleMtransitionsMinMplantMpathogenicMvolletotrichumMfungiMdecipheredMbyMgenomeMandM
transcriptomeManalysesaMNaturemGeneticsYM2012YMggYMdcicZh 36.3 564

24 InsightMintoMtradeZoffMbetweenMwoodMdecayMandMparasitismMfromMtheMgenomeMofMaMfungalMforestM
pathogenaMNewmPhytologistYM2012YMdlgYMdccdZdcdf 9.8 168

23 zeneMexpressionMprofilingMduringMconidiationMinMtheMriceMblastMpathogenMMagnaportheMoryzaeaMPLoSm
ONEYM2012YMjYMegfece 3.7 26

22 TheMcellMcycleMgeneMMovwvdhMregulatesMhyphalMgrowthYMasexualMdevelopmentMandMplantMinfectionMinM
theMriceMblastMpathogenMMagnaportheMoryzaeaMFungalmGeneticsmandmBiologyYM2011YMgkYMjkgZle 3.9 19

21 TheMPxXjZmediatedMperoxisomalMimportMsystemMisMrequiredMforMfungalMdevelopmentMandM
pathogenicityMinMMagnaportheMoryzaeaMPLoSmONEYM2011YMiYMeekeec 3.7 40

20 vyberMinfrastructureMforMyusariummMthreeMintegratedMplatformsMsupportingMstrainMidentificationYM
phylogeneticsYMcomparativeMgenomicsMandMknowledgeMsharingaMNucleicmAcidsmResearchYM2011YMflYMwigcZi 20.1 56

19 vomparativeMgenomicsMrevealsMmobileMpathogenicityMchromosomesMinMyusariumaMNatureYM2010YMgigYMfijZjf50.4 1085

18
PseudomonasMspaMLSWehRYMantagonisticMtoMplantMpathogensYMpromotedMplantMgrowthYMandMreducedM
blossomZendMrotMofMtomatoMfruitsMinMaMhydroponicMsystemaMEuropeanmJournalmofmPlantmPathologyYM2010
YMdeiYMdZdd

2.1 28

17 yungalMsecretomeMdatabasemMintegratedMplatformMforMannotationMofMfungalMsecretomesaMBMCm
GenomicsYM2010YMddYMdch 4.5 128

16 RiceMblastMfungusMUMagnaportheMoryzaeVMinfectsMtrabidopsisMviaMaMmechanismMdistinctMfromMthatM
requiredMforMtheMinfectionMofMriceaMPlantmPhysiologyYM2009YMdglYMgjgZki 6.6 54
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15 HomeoboxMtranscriptionMfactorsMareMrequiredMforMconidiationMandMappressoriumMdevelopmentMinMtheM
riceMblastMfungusMMagnaportheMoryzaeaMPLoSmGeneticsYM2009YMhYMedcccjhj 6 143

14 tMnovelMpathogenicityMgeneMisMrequiredMinMtheMriceMblastMfungusMtoMsuppressMtheMbasalMdefensesMofM
theMhostaMPLoSmPathogensYM2009YMhYMedcccgcd 7.6 143

13 tMQuickMandMSafeMMethodMforMyungalMwNtMxxtractionaMPlantmPathologymJournalYM2009YMehYMdckZddd 2.5 121

12 yunctionalManalysisMofMMvNtYMaMgeneMencodingMaMcatalyticMsubunitMofMcalcineurinYMinMtheMriceMblastM
fungusMmagnaportheMoryzaeaMJournalmofmMicrobiologymandmBiotechnologyYM2009YMdlYMddZi 3.3 33

11 yungalMcytochromeMPghcMdatabaseaMBMCmGenomicsYM2008YMlYMgce 4.5 96

10 yTywmManMinformaticsMpipelineMsupportingMphylogenomicManalysisMofMfungalMtranscriptionMfactorsaM
BioinformaticsYM2008YMegYMdcegZh 7.2 119

9 PhytophthoraMwatabasemMtMyorensicMwatabaseMSupportingMtheMIdentificationMandMMonitoringMofM
PhytophthoraaMPlantmDiseaseYM2008YMleYMliiZlje 1.5 51

8 zenomeZwideManalysisMofMTZwNtMintegrationMintoMtheMchromosomesMofMMagnaportheMoryzaeaM
MolecularmMicrobiologyYM2007YMiiYMfjdZke 4.1 69

7 zenomeZwideManalysisMofMTZwNtMintegrationMintoMtheMchromosomesMofMMagnaportheMoryzaeaM
MolecularmMicrobiologyYM2007YMiiYMkeiZkei 4.1 3

6 zHfZmediatedMauxinMhomeostasisMlinksMgrowthMregulationMwithMstressMadaptationMresponseMinM
trabidopsisaMJournalmofmBiologicalmChemistryYM2007YMekeYMdccfiZdccgi 5.4 346

5 TheMgenomeMsequenceMofMtheMriceMblastMfungusMMagnaportheMgriseaaMNatureYM2005YMgfgYMlkcZi 50.4 1202

4 MolecularMcharacterizationMofMaMcwNtMforMaMcysteineZrichMantifungalMproteinMfromvapsicumMannuumM
2004YMgjYMfjhZfke 8

3 UseMofMvolletotrichumMgraminicolaMKtccdMtoMvontrolMuarnyardMzrassaMPlantmDiseaseYM2000YMkgYMhhZhl 1.5 9

2 RegulationMofMctMPZdependentMproteinMkinaseMduringMappressoriumMformationMinMMagnaportheM
griseaaMFEMSmMicrobiologymLettersYM1999YMdjcYMgdlZgef 2.9 28

1 VegetativeMvompatibilityMzroupsMandMPathogenicityMtmongMIsolatesMofMyusariumMoxysporumMfaMspaM
cucumerinumaMPlantmDiseaseYM1998YMkeYMeggZegi 1.5 48
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