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436 trequentHpathwayHmutationsHofHsplicingHmachineryHinHmyelodysplasiaVHNatureTH2011THbefTHdbUg 50.4 1415

435 wntegratedHmolecularHanalysisHofHclearUcellHrenalHcellHcarcinomaVHNatureaGeneticsTH2013THbcTHfdXUe 36.3 723

434 “ncogenicHmutationsHofHozyHkinaseHinHneuroblastomaVHNatureTH2008THbccTHgeYUb 50.4 682

433 oHrobustHalgorithmHforHcopyHnumberHdetectionHusingHhighUdensityHoligonucleotideHsingleHnucleotideH
polymorphismHgenotypingHarraysVHCanceraResearchTH2005THdcTHdXeYUg 10.1 572

432 MutationalHlandscapeHandHclonalHarchitectureHinHgradeHwwHandHwwwHgliomasVHNatureaGeneticsTH2015THbeTHbcfUdf36.3 543

431 oMzUYHisHrequiredHforHmegakaryocyticHmaturationHandHlymphocyticHdifferentiationTHbutHnotHforH
maintenanceHofHhematopoieticHstemHcellsHinHadultHhematopoiesisVHNatureaMedicineTH2004THYXTHZggUaXb 50.5 479

430 wntegratedHmolecularHanalysisHofHadultHαHcellHleukemiaWlymphomaVHNatureaGeneticsTH2015THbeTHYaXbUYc 36.3 469

429  omaticH–v“oHmutationHinHangioimmunoblasticHαHcellHlymphomaVHNatureaGeneticsTH2014THbdTHYeYUc 36.3 411

428 oberrantH”rUzYHexpressionHthroughHaOUβα–HdisruptionHinHmultipleHcancersVHNatureTH2016THcabTHbXZUd 50.4 403

427 uenomicHandHmolecularHcharacterizationHofHesophagealHsquamousHcellHcarcinomaVHNatureaGeneticsTH
2014THbdTHbdeUea 36.3 398

426  omaticHMutationsHandHqlonalHvematopoiesisHinHoplasticHonemiaVHNewaEnglandaJournalaofaMedicineTH
2015THaeaTHacUbe 59.2 361

425 uainUofUfunctionHofHmutatedHqUqpzHtumourHsuppressorHinHmyeloidHneoplasmsVHNatureTH2009THbdXTHgXbUf 50.4 338

424 ogeUrelatedHremodellingHofHoesophagealHepitheliaHbyHmutatedHcancerHdriversVHNatureTH2019THcdcTHaYZUaYe50.4 270

423 –ecurrentHmutationsHinHmultipleHcomponentsHofHtheHcohesinHcomplexHinHmyeloidHneoplasmsVHNaturea
GeneticsTH2013THbcTHYZaZUe 36.3 258

422 αheHlandscapeHofHsomaticHmutationsHinHrownHsyndromeUrelatedHmyeloidHdisordersVHNatureaGeneticsTH
2013THbcTHYZgaUg 36.3 244

421  – tZHmutationsHinHZecHcasesHwithHchronicHmyelomonocyticHleukemiaHPqMMzQVHBloodTH2012THYZXTHaXfXUf 2.2 234

420 qlinicalHsignificanceHofHsomaticHmutationHinHunexplainedHbloodHcytopeniaVHBloodTH2017THYZgTHaaeYUaaef 2.2 229
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419 rynamicsHofHclonalHevolutionHinHmyelodysplasticHsyndromesVHNatureaGeneticsTH2017THbgTHZXbUZYZ 36.3 228

418 wnheritedHandH omaticHrefectsHinHrrXbYHinHMyeloidHNeoplasmsVHCanceraCellTH2015THZeTHdcfUeX 24.3 228

417 αheHgenomicHlandscapeHofHnasopharyngealHcarcinomaVHNatureaGeneticsTH2014THbdTHfddUeY 36.3 225

416
vighlyHsensitiveHmethodHforHgenomewideHdetectionHofHallelicHcompositionHinHnonpairedTHprimaryH
tumorHspecimensHbyHuseHofHaffymetrixHsingleUnucleotideUpolymorphismHgenotypingHmicroarraysVH
AmericanaJournalaofaHumanaGeneticsTH2007THfYTHYYbUZd

11 216

415 uenomicHzandscapeHofHssophagealH quamousHqellHqarcinomaHin´ aHxapaneseH”opulationVH
GastroenterologyTH2016THYcXTHYYeYUYYfZ 13.3 195

414 ueneticHabnormalitiesHinHmyelodysplasiaHandHsecondaryHacuteHmyeloidHleukemiahHimpactHonH
outcomeHofHstemHcellHtransplantationVHBloodTH2017THYZgTHZabeUZacf 2.2 184

413  omaticH sαp”YHmutationsHinHmyeloidHmalignanciesVHNatureaGeneticsTH2013THbcTHgbZUd 36.3 178

412 ocquiredHinitiatingHmutationsHinHearlyHhematopoieticHcellsHofHqzzHpatientsVHCanceraDiscoveryTH2014THbTHYXffUYXY24.4 172

411 oqαNYHmutationsHcauseHcongenitalHmacrothrombocytopeniaVHAmericanaJournalaofaHumanaGeneticsTH
2013THgZTHbaYUf 11 154

410 uenerationHofHalveolarHepithelialHspheroidsHviaHisolatedHprogenitorHcellsHfromHhumanHpluripotentH
stemHcellsVHStemaCellaReportsTH2014THaTHagbUbXa 8 152

409 –ecurrentHsomaticHmutationsHunderlieHcorticotropinUindependentHqushingOsHsyndromeVHScienceTH
2014THabbTHgYeUZX 33.3 142

408 MutationHalleleHburdenHremainsHunchangedHinHchronicHmyelomonocyticHleukaemiaHrespondingHtoH
hypomethylatingHagentsVHNatureaCommunicationsTH2016THeTHYXede 17.4 140

407 oberrantHsplicingHofHβYZUtypeHintronsHisHtheHhallmarkHofHZ– –ZHmutantHmyelodysplasticHsyndromeVH
NatureaCommunicationsTH2015THdTHdXbZ 17.4 139

406 ”rofilingHofHsomaticHmutationsHinHacuteHmyeloidHleukemiaHwithHtzαaUwαrHatHdiagnosisHandHrelapseVH
BloodTH2015THYZdTHZbgYUcXY 2.2 134

405 onHempiricalHpayesianHframeworkHforHsomaticHmutationHdetectionHfromHcancerHgenomeHsequencingH
dataVHNucleicaAcidsaResearchTH2013THbYTHefg 20.1 129

404 ”rognosticHrelevanceHofHgeneticHalterationsHinHdiffuseHlowerUgradeHgliomasVHNeuronOncologyTH2018TH
ZXTHddUee 1 128

403 uainUofUfunctionHmutationsHandHcopyHnumberHincreasesHofHNotchZHinHdiffuseHlargeHpUcellHlymphomaVH
CanceraScienceTH2009THYXXTHgZXUd 6.9 122

402 ueneticsHofHMr VHBloodTH2019THYaaTHYXbgUYXcg 2.2 118

(2019-2017)
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401 trequentHlossHofHvzoHallelesHassociatedHwithHcopyHnumberUneutralHdpz“vHinHacquiredHaplasticH
anemiaVHBloodTH2011THYYfTHddXYUg 2.2 118

400 wmplicationsHofHα”caHallelicHstateHforHgenomeHstabilityTHclinicalHpresentationHandHoutcomesHinH
myelodysplasticHsyndromesVHNatureaMedicineTH2020THZdTHYcbgUYccd 50.5 118

399 δariantHozrvZHisHassociatedHwithHacceleratedHprogressionHofHboneHmarrowHfailureHinHxapaneseH
tanconiHanemiaHpatientsVHBloodTH2013THYZZTHaZXdUg 2.2 116

398 wntegratedHgeneticHandHepigeneticHanalysisHdefinesHnovelHmolecularHsubgroupsHinH
rhabdomyosarcomaVHNatureaCommunicationsTH2015THdTHecce 17.4 110

397 qellHαherapyHβsingHvumanHwnducedH”luripotentH temHqellUrerivedH–enalH”rogenitorsHomelioratesH
ocuteHyidneyHwnjuryHinHMiceVHStemaCellsaTranslationalaMedicineTH2015THbTHgfXUgZ 6.9 103

396 wntegratedHMultiregionalHonalysisH”roposingHaHNewHModelHofHqolorectalHqancerHsvolutionVHPLoSa
GeneticsTH2016THYZTHeYXXceef 6 102

395 qlonalHhematopoiesisHinHacquiredHaplasticHanemiaVHBloodTH2016THYZfTHaaeUbe 2.2 101

394 –oleHofHronorHqlonalHvematopoiesisHinHollogeneicHvematopoieticH temUqellHαransplantationVH
JournalaofaClinicalaOncologyTH2019THaeTHaecUafc 2.2 97

393  plicingHfactorHmutationsHandHcancerVHWileyaInterdisciplinaryaReviewsaRNATH2014THcTHbbcUcg 9.3 97

392 ”revalenceHandHprognosticHimpactHofHallelicHimbalancesHassociatedHwithHleukemicHtransformationHofH
”hiladelphiaHchromosomeUnegativeHmyeloproliferativeHneoplasmsVHBloodTH2010THYYcTHZffZUgX 2.2 97

391 MutationsHinHtheHgeneHencodingHtheHsZHconjugatingHenzymeHβpsZαHcauseHtanconiHanemiaVHAmericana
JournalaofaHumanaGeneticsTH2015THgdTHYXXYUe 11 90

390 α”caHmutationHstatusHdividesHmyelodysplasticHsyndromesHwithHcomplexHkaryotypesHintoHdistinctH
prognosticHsubgroupsVHLeukemiaTH2019THaaTHYebeUYecf 10.7 88

389 reepHsequencingHrevealsHstepwiseHmutationHacquisitionHinHparoxysmalHnocturnalHhemoglobinuriaVH
JournalaofaClinicalaInvestigationTH2014THYZbTHbcZgUaf 15.9 87

388 qlonalHevolutionHinHmyelodysplasticHsyndromesVHNatureaCommunicationsTH2017THfTHYcXgg 17.4 86

387 –elapseHofHleukemiaHwithHlossHofHmismatchedHvzoHresultingHfromHuniparentalHdisomyHafterH
haploidenticalHhematopoieticHstemHcellHtransplantationVHBloodTH2010THYYcTHaYcfUdY 2.2 85

386 refectiveHspsteinUparrHvirusHinHchronicHactiveHinfectionHandHhaematologicalHmalignancyVHNaturea
MicrobiologyTH2019THbTHbXbUbYa 26.6 80

385 usUabαvsHMβαoαw“NozHzoNr qo”sHoNrHαsM”“–ozHoNrH ”oαwozHqz“NozHsδ“zβαw“NHα“H
”–“u–s  w“NHwNHacYHz“WUu–orsHuzw“Mo VHNeuronOncologyTH2014THYdTHvYXaUvYXb 1 78

384 oα–αUYYVH”–sδozsNqsH“tHus–MzwNsHδo–woNα HwNH Mo–qpYHwNqzβrwNuH “MoαwqHM“ owqw MHwNH
oαW–αHoNrH“αvs–H–vopr“wrHαβM“– VHNeuronOncologyTH2020THZZTHiiiZeeUiiiZef 1 78
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383 δariegatedH–v“oHmutationsHinHadultHαUcellHleukemiaWlymphomaVHBloodTH2016THYZeTHcgdUdXb 2.2 77

382 trequentHmutationsHthatHconvergeHonHtheHNtypwZHpathwayHinHulcerativeHcolitisVHNatureTH2020THceeTHZdXUZdc50.4 77

381 ”rognosticHrelevanceHofHintegratedHgeneticHprofilingHinHadultHαUcellHleukemiaWlymphomaVHBloodTH
2018THYaYTHZYcUZZc 2.2 76

380 oberrantHsplicingHandHdefectiveHm–NoHproductionHinducedHbyHsomaticHspliceosomeHmutationsHinH
myelodysplasiaVHNatureaCommunicationsTH2018THgTHadbg 17.4 76

379 vematopoieticHlineageHdistributionHandHevolutionaryHdynamicsHofHclonalHhematopoiesisVHLeukemiaTH
2018THaZTHYgXfUYgYg 10.7 75

378 uenomicHlandscapeHofHliposarcomaVHOncotargetTH2015THdTHbZbZgUbb 3.3 75

377 oHαz–aU pecificHodjuvantH–elievesHwnnateH–esistanceHtoH”rUzYHplockadeHwithoutHqytokineHαoxicityHinH
αumorHδaccineHwmmunotherapyVHCellaReportsTH2017THYgTHYfebUYffe 10.6 74

376 –ecurrentH ”wYHP”βVYQHfusionsHinHhighUriskHpediatricHαHcellHacuteHlymphoblasticHleukemiaVHNaturea
GeneticsTH2017THbgTHYZebUYZfY 36.3 74

375 vighlyHefficientHexHvivoHexpansionHofHhumanHhematopoieticHstemHcellsHusingHreltaYUtcHchimericH
proteinVHStemaCellsTH2006THZbTHZbcdUdc 5.8 74

374
 omaticHMutationsHinHMr H”atientsHoreHossociatedHwithHqlinicalHteaturesHandH”redictH”rognosisH
wndependentHofHtheHw”  U–hHonalysisHofHqombinedHratasetsHfromHtheHwnternationalHWorkingHuroupH
forH”rognosisHinHMr UMolecularHqommitteeVHBloodTH2015THYZdTHgXeUgXe

2.2 73

373  tapYUmutantHMr HasHaHdistinctHdiseaseHsubtypehHaHproposalHfromHtheHwnternationalHWorkingHuroupH
forHtheH”rognosisHofHMr VHBloodTH2020THYadTHYceUYeX 2.2 72

372 MutationsHofHtheH madbHgeneHinHacuteHmyelogeneousHleukemiaHandHtheirHfunctionalHimplicationsHinH
leukemogenesisVHOncogeneTH2001THZXTHffUgd 9.2 72

371 MolecularHheterogeneityHinHperipheralHαUcellHlymphomaTHnotHotherwiseHspecifiedHrevealedHbyH
comprehensiveHgeneticHprofilingVHLeukemiaTH2019THaaTHZfdeUZffa 10.7 71

370 vaploinsufficiencyHofHαNtow”aHPoZXQHbyHgermlineHmutationHisHinvolvedHinHautoimmuneH
lymphoproliferativeHsyndromeVHJournalaofaAllergyaandaClinicalaImmunologyTH2017THYagTHYgYbUYgZZ 11.5 69

369 zossHofHfunctionHmutationsHinH–”zZeHandH–” ZeHidentifiedHbyHwholeUexomeHsequencingHinH
riamondUplackfanHanaemiaVHBritishaJournalaofaHaematologyTH2015THYdfTHfcbUdb 4.5 67

368 trequentHNtypwsHdeletionsHareHassociatedHwithHpoorHoutcomeHinHprimaryHmediastinalHpUcellH
lymphomaVHBloodTH2016THYZfTHZdddUZdeX 2.2 64

367 obnormalHhematopoiesisHandHautoimmunityHinHhumanHsubjectsHwithHgermlineHwyZtYHmutationsVH
JournalaofaAllergyaandaClinicalaImmunologyTH2017THYbXTHZZaUZaY 11.5 63

366 ”hosphataseHandHtensinHhomologHP”αsNQHmutationHcanHcauseHactivatedHphosphatidylinositolH
aUkinaseH˛·HsyndromeUlikeHimmunodeficiencyVHJournalaofaAllergyaandaClinicalaImmunologyTH2016THYafTHYdeZUYdfXVeYX11.5 61

(2016-2016)
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365 uenomicHlandscapeHandHclonalHevolutionHofHacuteHmyeloidHleukemiaHwithHtPfiZYQhHanHinternationalH
studyHonHaaYHpatientsVHBloodTH2019THYaaTHYYbXUYYcY 2.2 61

364 MutationalHzandscapeHofH”ediatricHocuteHzymphoblasticHzeukemiaVHCanceraResearchTH2017THeeTHagXUbXX 10.1 60

363  pliceosomalHgeneHaberrationsHareHrareTHcoexistHwithHoncogenicHmutationsTHandHareHunlikelyHtoHexertH
aHdriverHeffectHinHchildhoodHMr HandHxMMzVHBloodTH2012THYYgTHegdUg 2.2 60

362 NeoantigenHzoadTHontigenH”resentationHMachineryTHandHwmmuneH ignaturesHretermineH”rognosisHinH
qlearHqellH–enalHqellHqarcinomaVHCanceraImmunologyaResearchTH2016THbTHbdaUeY 12.5 59

361 trequentHstructuralHvariationsHinvolvingHprogrammedHdeathHligandsHinHspsteinUparrHvirusUassociatedH
lymphomasVHLeukemiaTH2019THaaTHYdfeUYdgg 10.7 57

360 piallelicHrwqs–YHmutationsHinHsporadicHpleuropulmonaryHblastomaVHCanceraResearchTH2014THebTHZebZUg 10.1 56

359 –egenerationHofHqrf˛–˛†HαHqellsHfromHαUcellUrerivedHi” qHwmpartsH”otentHαumorHontigenU pecificH
qytotoxicityVHCanceraResearchTH2016THedTHdfagUdfcX 10.1 52

358 αheHsUwdH”roteinHoxisH pecifiesHodaptiveHzymphoidHqellHwdentityHandH uppressesHαhymicHwnnateH
zymphoidHqellHrevelopmentVHImmunityTH2017THbdTHfYfUfabVeb 32.3 51

357 wntegratedHmolecularHprofilingHofHjuvenileHmyelomonocyticHleukemiaVHBloodTH2018THYaYTHYcedUYcfd 2.2 51

356 αelomereHattritionHandHcandidateHgeneHmutationsHprecedingHmonosomyHeHinHaplasticHanemiaVHBloodTH
2015THYZcTHeXdUg 2.2 51

355 oHtemporalHshiftHofHtheHevolutionaryHprincipleHshapingHintratumorHheterogeneityHinHcolorectalH
cancerVHNatureaCommunicationsTH2018THgTHZffb 17.4 50

354 yztcHregulatesHtheHintegrityHandHoncogenicityHofHintestinalHstemHcellsVHCanceraResearchTH2014THebTHZffZUgY10.1 50

353
sarlyHdiagnosisHofHcentralHnervousHsystemHaspergillosisHusingHpolymeraseHchainHreactionTHlatexH
agglutinationHtestTHandHenzymeUlinkedHimmunosorbentHassayVHBritishaJournalaofaHaematologyTH1999TH
YXdTHcadUe

4.5 50

352 oα”YYqHisHaHmajorHflippaseHinHhumanHerythrocytesHandHitsHdefectHcausesHcongenitalHhemolyticH
anemiaVHHaematologicaTH2016THYXYTHccgUdc 6.6 47

351 uenomonHwαretectorhHaHtoolHforHsomaticHinternalHtandemHduplicationHdetectionHfromHcancerH
genomeHsequencingHdataVHBioinformaticsTH2015THaYTHYYdUf 7.2 46

350 sxtensiveHgeneHdeletionsHinHxapaneseHpatientsHwithHriamondUplackfanHanemiaVHBloodTH2012THYYgTHZaedUfb2.2 46

349 ”hysiologicalH”gcvHexpressionHcausesHimpairedHhematopoieticHstemHcellHfunctionsHandHaberrantH
–NoHsplicingHinHmiceVHBloodTH2018THYaYTHdZYUdac 2.2 46

348 qlinicalHutilityHofHnextUgenerationHsequencingHforHinheritedHboneHmarrowHfailureHsyndromesVH
GeneticsainaMedicineTH2017THYgTHegdUfXZ 8.1 45
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347 αheHβZotY abtHmutationHinducesHlineageUspecificHsplicingHalterationsHinHmyelodysplasticH
syndromesVHJournalaofaClinicalaInvestigationTH2017THYZeTHZZXdUZZZY 15.9 45

346 NorthHomericanHoαzzHhasHaHdistinctHmutationalHandHtranscriptionalHprofileHandHrespondsHtoH
epigeneticHtherapiesVHBloodTH2018THYaZTHYcXeUYcYf 2.2 44

345 MechanismsHofH”rogressionHofHMyeloidH”releukemiaHtoHαransformedHMyeloidHzeukemiaHinHqhildrenH
withHrownH yndromeVHCanceraCellTH2019THadTHYZaUYafVeYX 24.3 43

344 “ncogenicHmutationsHofHozyHinHneuroblastomaVHCanceraScienceTH2011THYXZTHaXZUf 6.9 42

343 WholeUexomeHsequencingHrevealsHtheHspectrumHofHgeneHmutationsHandHtheHclonalHevolutionH
patternsHinHpaediatricHacuteHmyeloidHleukaemiaVHBritishaJournalaofaHaematologyTH2016THYecTHbedUbfg 4.5 42

342 tavorableHoutcomeHofHpatientsHwhoHhaveHYaqHdeletionhHaHsuggestionHforHrevisionHofHtheHWv“H
OMr UβOHdesignationVHHaematologicaTH2012THgeTHYfbcUg 6.6 41

341 ueneHexpressionHandHriskHofHleukemicHtransformationHinHmyelodysplasiaVHBloodTH2017THYaXTHZdbZUZdca 2.2 40

340 rerivationHofHfunctionalHmatureHneutrophilsHfromHhumanHembryonicHstemHcellsVHBloodTH2009THYYaTHdcfbUgZ2.2 40

339 ueneticHprofilingHofHmyeloproliferativeHdisordersHbyHsingleUnucleotideHpolymorphismH
oligonucleotideHmicroarrayVHExperimentalaHematologyTH2008THadTHYbeYUg 3.1 40

338 uainUofUfunctionHmutationHcausesHhumanHcombinedHimmuneHdeficiencyVHJournalaofaExperimentala
MedicineTH2018THZYcTHZeYcUZeZb 16.6 40

337 αwoHoldehydeHqlearanceH ystemsHoreHsssentialHtoH”reventHzethalHtormaldehydeHoccumulationHinH
MiceHandHvumansVHMolecularaCellTH2020THfXTHggdUYXYZVeg 17.6 39

336 uoαoZHandHsecondaryHmutationsHinHfamilialHmyelodysplasticHsyndromesHandHpediatricHmyeloidH
malignanciesVHHaematologicaTH2015THYXXTHeagfUbXY 6.6 38

335 WholeUgenomeHprofilingHofHchromosomalHaberrationsHinHhepatoblastomaHusingHhighUdensityH
singleUnucleotideHpolymorphismHgenotypingHmicroarraysVHCanceraScienceTH2008THggTHcdbUeX 6.9 36

334
uenomewideHscreeningHofHrNoHcopyHnumberHchangesHinHchronicHmyelogenousHleukemiaHwithHtheH
useHofHhighUresolutionHarrayUbasedHcomparativeHgenomicHhybridizationVHGenesaChromosomesaanda
CancerTH2006THbcTHbfZUgb

5 36

333
vematopoieticHstemHcellHtransplantationHforHprogressiveHcombinedHimmunodeficiencyHandH
lymphoproliferationHinHpatientsHwithHactivatedHphosphatidylinositolUaU“vHkinaseH˛·HsyndromeHtypeHYVH
JournalaofaAllergyaandaClinicalaImmunologyTH2019THYbaTHZddUZec

11.5 35

332  N”HarrayHanalysisHofHtyrosineHkinaseHinhibitorUresistantHchronicHmyeloidHleukemiaHidentifiesH
heterogeneousHsecondaryHgenomicHalterationsVHBloodTH2010THYYcTHYXbgUca 2.2 34

331  plicingHfactorHmutationsHinHmyelodysplasiaVHInternationalaJournalaofaHematologyTH2012THgdTHbafUbZ 2.3 33

330 oHcomprehensiveHcharacterizationHofHUactingHsplicingUassociatedHvariantsHinHhumanHcancerVHGenomea
ResearchTH2018THZfTHYYYYUYYZc 9.7 32

(2018-2017)
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329 piochemicalHandHspigeneticHwnsightsHintoHzUZUvydroxyglutarateTHaH”otentialHαherapeuticHαargetHinH
–enalHqancerVHClinicalaCanceraResearchTH2018THZbTHdbaaUdbbd 12.9 32

328 “riginsHofHmyelodysplasticHsyndromesHafterHaplasticHanemiaVHBloodTH2017THYaXTHYgcaUYgce 2.2 32

327 αheHp–uYW “XgHaxisHisHcriticalHforHacinarHcellUderivedHpancreaticHtumorigenesisVHJournalaofaClinicala
InvestigationTH2018THYZfTHabecUabfg 15.9 32

326
”rognosticHanalysisHaccordingHtoHtheHZXYeHszNHriskHstratificationHbyHgeneticsHinHadultHacuteHmyeloidH
leukemiaHpatientsHtreatedHinHtheHxapanHodultHzeukemiaH tudyHuroupHPxoz uQHoMzZXYHstudyVH
LeukemiaaResearchTH2018THddTHZXUZe

2.7 31

325 trequentHgermlineHmutationsHofHinHsporadicHsubcutaneousHpanniculitisUlikeHαUcellHlymphomaVHBlooda
AdvancesTH2019THaTHcffUcgc 7.8 31

324 qlonalHexpansionHinHnonUcancerHtissuesVHNatureaReviewsaCancerTH2021THZYTHZagUZcd 31.3 31

323  ingleUnucleotideHpolymorphismHarrayHkaryotypingHinHclinicalHpracticehHwhereTHwhenTHandHhowmVH
SeminarsainaOncologyTH2012THagTHYaUZc 5.5 30

322  ignificanceHofHperivascularHtumourHcellsHdefinedHbyHqrYXgHexpressionHinHprogressionHofHgliomaVH
JournalaofaPathologyTH2017THZbaTHbdfUbfX 9.4 29

321 wntegrationHofH–ecurrentH omaticHMutationsHwithHqlinicalH“utcomeshHoH”ooledHonalysisHofHYXbgH
”atientsHwithHqlearHqellH–enalHqellHqarcinomaVHEuropeanaUrologyaFocusTH2017THaTHbZYUbZe 5.1 29

320 MolecularHcharacterizationHofHtheHrecurrentHunbalancedHtranslocationHderPYieQPqYXipYXQVHBloodTH
2003THYXZTHZcgeUdXb 2.2 29

319 wnvariantHpatternsHofHclonalHsuccessionHdetermineHspecificHclinicalHfeaturesHofHmyelodysplasticH
syndromesVHNatureaCommunicationsTH2019THYXTHcafd 17.4 29

318 reregulatedHintracellularHsignalingHbyHmutatedHcUqpzHinHmyeloidHneoplasmsVHClinicalaCancera
ResearchTH2010THYdTHafZcUaY 12.9 28

317 αs–αHpromoterHmutationsHandHchromosomeHfpHlossHareHcharacteristicHofHnonalcoholicHfattyHliverH
diseaseUrelatedHhepatocellularHcarcinomaVHInternationalaJournalaofaCancerTH2016THYagTHZcYZUf 7.5 28

316
wdentificationHofHaH –qUlikeHtyrosineHkinaseHgeneTHt–yTHfusedHwithHsαδdHinHaHpatientHwithHacuteH
myelogenousHleukemiaHcarryingHaHtPdiYZQPqZYipYaQHtranslocationVHGenesaChromosomesaandaCancerTH
2005THbZTHZdgUeg

5 27

315 sxomeHsequencingHidentifiedHasHaHnovelHcausativeHgeneHforHriamondUplackfanHanemiaVH
HaematologicaTH2017THYXZTHegaUegd 6.6 25

314 svolutionaryHbasisHofHvzoUr”pYHallelesHaffectsHacuteHuδvrHinHunrelatedHdonorHstemHcellH
transplantationVHBloodTH2018THYaYTHfXfUfYe 2.2 25

313 qlinicalHandHgeneticHcharacteristicsHofHcongenitalHsideroblasticHanemiahHcomparisonHwithH
myelodysplasticHsyndromeHwithHringHsideroblastHPMr U– QVHAnnalsaofaHematologyTH2013THgZTHYUg 3 25

312 –ecurrentHαranslocationsHinHocuteH”romyelocyticHzeukemiaHzackingHαranslocationVHCanceraResearchTH
2018THefTHbbcZUbbcf 10.1 25
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311 odultHαUcellHleukemiaHcellsHareHcharacterizedHbyHabnormalitiesHofHveliosHexpressionHthatHpromoteHαH
cellHgrowthVHCanceraScienceTH2013THYXbTHYXgeUYXd 6.9 24

310 –ecurrentHgeneticHdefectsHonHchromosomeHcqHinHmyeloidHneoplasmsVHOncotargetTH2017THfTHdbfaUdbgc 3.3 24

309 zossHofHrNoHramageH–esponseHinHNeuroblastomaHandHβtilityHofHaH”o–”HwnhibitorVHJournalaofathea
NationalaCanceraInstituteTH2017THYXgTH 9.7 23

308  ingleUcellHanalysisHbasedHdissectionHofHclonalityHinHmyelofibrosisVHNatureaCommunicationsTH2020THYYTHea 17.4 23

307 qomprehensiveHanalysisHofHgeneticHaberrationsHlinkedHtoHtumorigenesisHinHregenerativeHnodulesHofH
liverHcirrhosisVHJournalaofaGastroenterologyTH2019THcbTHdZfUdbX 6.9 23

306 uermlineHlossUofUfunctionHandHalterationsHinHadultHmyelodysplasticHsyndromesVHBloodTH2018THYaZTHZaXgUZaYa2.2 23

305 sarlyHdetectionHandHevolutionHofHpreleukemicHclonesHinHtherapyUrelatedHmyeloidHneoplasmsH
followingHautologousH qαVHBloodTH2018THYaYTHYfbdUYfce 2.2 21

304 αranscriptomeHanalysisHoffersHaHcomprehensiveHillustrationHofHtheHgeneticHbackgroundHofHpediatricH
acuteHmyeloidHleukemiaVHBloodaAdvancesTH2019THaTHaYceUaYdg 7.8 21

303 qombinedHqohesinU–βNXYHreficiencyH ynergisticallyH”erturbsHqhromatinHzoopingHandHqausesH
MyelodysplasticH yndromesVHCanceraDiscoveryTH2020THYXTHfadUfca 24.4 21

302  omaticHMutationsHandHqlonalHvematopoiesisHinHoplasticHonemiaVHNewaEnglandaJournalaofaMedicineTH
2015THaeaTHYdecUd 59.2 20

301 –NoHfusionsHinvolvingHareHrareHinHperipheralHαUcellHlymphomasHandHconcentrateHmainlyHinHthoseH
derivedHfromHfollicularHhelperHαHcellsVHHaematologicaTH2018THYXaTHeadXUeada 6.6 20

300 vepatoblastomaHinHaHpatientHwithHsotosHsyndromeVHJournalaofaPediatricsTH2009THYccTHgaeUg 3.6 20

299 N“αqvYHpathwayHactivatingHmutationsHandHclonalHevolutionHinHpediatricHαUcellHacuteHlymphoblasticH
leukemiaVHCanceraScienceTH2019THYYXTHefbUegb 6.9 20

298 vapMuqhHsomaticHmutationHcallingHusingHheterozygousHgermHlineHvariantsHnearHcandidateH
mutationsVHBioinformaticsTH2014THaXTHaaXZUg 7.2 19

297 trequentHgeneticHalterationsHinHimmuneHcheckpointUrelatedHgenesHinHintravascularHlargeHpUcellH
lymphomaVHBloodTH2021THYaeTHYbgYUYcXZ 2.2 19

296 zateU“nsetHqombinedHwmmunodeficiencyHwithHaHNovelHwzZ–uHMutationHandH”robableH–evertantH
 omaticHMosaicismVHJournalaofaClinicalaImmunologyTH2015THacTHdYXUb 5.7 18

295
”wsZ“YHgeneHmutationHinHaHxapaneseHfamilyHwithHhereditaryHhighHphosphatidylcholineHhemolyticH
anemiaHandHhemochromatosisUinducedHdiabetesHmellitusVHInternationalaJournalaofaHematologyTH2016
THYXbTHYZcUg

2.3 18

294 reHNovoHMutationsHoctivatingHuermlineHα”caHinHanHwnheritedHponeUMarrowUtailureH yndromeVH
AmericanaJournalaofaHumanaGeneticsTH2018THYXaTHbbXUbbe 11 18

(2018-2013)
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293 outonomousHfeedbackHloopHofH–βNXYUpcaUqptpHinHacuteHmyeloidHleukemiaHcellsVHScientificaReportsTH
2017THeTHYddXb 4.9 18

292 uenomeUwideHsurveillanceHofHmismatchedHallelesHforHgraftUversusUhostHdiseaseHinHstemHcellH
transplantationVHBloodTH2015THYZdTHZecZUda 2.2 18

291 retectionHofHtheHuYeδH–v“oHmutationHinHangioimmunoblasticHαUcellHlymphomaHandHrelatedH
lymphomasHusingHquantitativeHalleleUspecificH”q–VHPLoSaONETH2014THgTHeYXgeYb 3.7 18

290 oberrantHrNoHMethylationHwsHossociatedHwithHaH”oorH“utcomeHinHxuvenileHMyelomonocyticH
zeukemiaVHPLoSaONETH2015THYXTHeXYbcagb 3.7 18

289 vighUriskHvzoHallelesHforHsevereHacuteHgraftUversusUhostHdiseaseHandHmortalityHinHunrelatedHdonorH
boneHmarrowHtransplantationVHHaematologicaTH2016THYXYTHbgYUf 6.6 18

288 δariegatedH–v“oHmutationsHinHhumanHcancersVHExperimentalaHematologyTH2016THbbTHYYZaUYYZg 3.1 18

287 MolecularHpathogenesisHofHdiseaseHprogressionHinHMzzUrearrangedHoMzVHLeukemiaTH2019THaaTHdYZUdZb 10.7 18

286 ueneticHandHtranscriptionalHlandscapeHofHplasmaHcellsHinH”“sM HsyndromeVHLeukemiaTH2019THaaTHYeZaUYeac10.7 18

285 rasatinibHwsHanHsffectiveHαreatmentHforHongioimmunoblasticHαUcellHzymphomaVHCanceraResearchTH
2020THfXTHYfecUYffb 10.1 18

284 pqzdHlocusHisHhypermethylatedHinHangioimmunoblasticHαUcellHlymphomaVHInternationalaJournalaofa
HematologyTH2017THYXcTHbdcUbdg 2.3 17

283 p–qqaHmutationsHinHmyeloidHneoplasmsVHHaematologicaTH2015THYXXTHYXcYUe 6.6 17

282 wdentificationHofHtheHgeneticHandHclinicalHcharacteristicsHofHneuroblastomasHusingHgenomeUwideH
analysisVHOncotargetTH2017THfTHYXecYaUYXecZg 3.3 17

281 NovelHlinc–NoH zwNyYHisHaHprognosticHbiomarkerHinHkidneyHcancerVHOncotargetTH2017THfTHYfdceUYfddg 3.3 16

280 reepHsequencingHinHcancerHresearchVHJapaneseaJournalaofaClinicalaOncologyTH2013THbaTHYYXUc 2.8 16

279
qlinicalHsignificanceHofHo XzZHandHZpαpeoHmutationsHandHqUterminallyHtruncatedH–βNXYU–βNXYαYH
expressionHinHoMzHpatientsHwithHtPfiZYQHenrolledHinHtheHxoz uHoMzZXYHstudyVHAnnalsaofaHematologyTH
2019THgfTHfaUgY

3 16

278 qommonHδariableHwmmunodeficiencyHqausedHbyHtoNqHMutationsVHJournalaofaClinicalaImmunologyTH
2017THaeTHbabUbbb 5.7 15

277
wmpactHofH N”HarrayHkaryotypingHonHtheHdiagnosisHandHtheHoutcomeHofHchronicHmyelomonocyticH
leukemiaHwithHlowHriskHcytogeneticHfeaturesHorHnoHmetaphasesVHAmericanaJournalaofaHematologyTH
2016THgYTHYfcUgZ

7.1 15

276 wntegratedHMolecularHqharacterizationHofHtheHzethalH”ediatricHqancerH”ancreatoblastomaVHCancera
ResearchTH2018THefTHfdcUfed 10.1 15
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275 wnfectionHperturbsHpachZUHandHpachYUdependentHerythroidHlineageHOchoiceOHtoHcauseHanemiaVHNaturea
ImmunologyTH2018THYgTHYXcgUYXeX 19.1 15

274 qlinicalHandHgeneticHfeaturesHofHdyskeratosisHcongenitaTHcrypticHdyskeratosisHcongenitaTHandH
voyeraalUvreidarssonHsyndromeHinHxapanVHInternationalaJournalaofaHematologyTH2015THYXZTHcbbUcZ 2.3 14

273 δariegatedHclonalityHandHrapidHemergenceHofHnewHmolecularHlesionsHinHxenograftsHofHacuteH
lymphoblasticHleukemiaHareHassociatedHwithHdrugHresistanceVHExperimentalaHematologyTH2015THbaTHaZUbaVeYUac3.1 14

272 WholeUsxomeH equencingUpasedHopproachHforHuermlineHMutationsHinH”atientsHwithHwnbornHsrrorsHofH
wmmunityVHJournalaofaClinicalaImmunologyTH2020THbXTHeZgUebX 5.7 14

271 rifferentialHexpressionHofHindividualHtranscriptHvariantsHofH”rUYHandH”rUzZHgenesHonHαhUYWαhUZH
statusHisHguaranteedHforHprognosisHpredictionHinH”qN zVHScientificaReportsTH2019THgTHYXXXb 4.9 14

270 qblUfamilyHubiquitinHligasesHandHtheirHrecruitmentHofHqwNfcHareHlargelyHdispensableHforHepidermalH
growthHfactorHreceptorHendocytosisVHInternationalaJournalaofaBiochemistryaandaCellaBiologyTH2014THceTHYZaUab5.6 14

269 riagnosticHchallengeHofHriamondUplackfanHanemiaHinHmothersHandHchildrenHbyHwholeUexomeH
sequencingVHInternationalaJournalaofaHematologyTH2017THYXcTHcYcUcZX 2.3 14

268 qlinicalHsignificanceHandHoriginHofHleukocytesHthatHlackHvzoUoHalleleHexpressionHinHpatientsHwithH
acquiredHaplasticHanemiaVHExperimentalaHematologyTH2016THbbTHgaYUgagVea 3.1 14

267 NovelHneuroblastomaHamplifiedHsequenceHPQHmutationsHinHaHxapaneseHboyHwithHfeverUtriggeredH
recurrentHacuteHliverHfailureVHHumanaGenomeaVariationTH2019THdTHZ 1.8 14

266 ueneticHanalysisHofHaHcaseHofHvelicobacterHpyloriUuninfectedHintramucosalHgastricHcancerHinHaHfamilyH
withHhereditaryHdiffuseHgastricHcancerVHGastricaCancerTH2019THZZTHfgZUfgf 7.6 14

265 vypoxicHadaptationHofHleukemicHcellsHinfiltratingHtheHqN HaffordsHaHtherapeuticHstrategyHtargetingH
δsutoVHBloodTH2017THYZgTHaYZdUaYZg 2.2 13

264 ocquiredHexpressionHofHinHmiceHinducesHdysplasticHmyelopoiesisHmimickingHchronicHmyelomonocyticH
leukemiaVHBloodTH2017THYZgTHZYbfUZYdX 2.2 13

263 uenerationHofHvzoUr–pYRYcXYUrestrictedHpYgXHminorHbcrUablHPeYaZQUspecificHqrbSHαHlymphocytesVH
BritishaJournalaofaHaematologyTH2000THYXgTHbacUe 4.5 13

262 trequentHlossHofHtheHcyclinUdependentHkinaseUbHinhibitorHgeneHinHhumanHgliomasVHJapaneseaJournala
ofaCanceraResearchTH1995THfdTHabZUd 13

261 MolecularHclassificationHandHdiagnosticsHofHupperHurinaryHtractHurothelialHcarcinomaVHCanceraCellTH
2021THagTHegaUfXgVef 24.3 13

260
wnductionHofHvzoUpRbXhXZUrestrictedHαHcellsHpossessingHcytotoxicHandHsuppressiveHfunctionsHagainstH
haematopoieticHprogenitorHcellsHfromHaHpatientHwithHsevereHaplasticHanaemiaVHBritishaJournalaofa
HaematologyTH2016THYeZTHYaYUb

4.5 13

259  ustainedHclonalHhematopoiesisHbyHvzoUlackingHhematopoieticHstemHcellsHwithoutHdriverHmutationsH
inHaplasticHanemiaVHBloodaAdvancesTH2018THZTHYXXXUYXYZ 7.8 13

258 ueneticHheterogeneityHofHuncharacterizedHchildhoodHautoimmuneHdiseasesHwithH
lymphoproliferationVHPediatricaBloodaandaCancerTH2018THdcTHeZdfaY 3 12

(2018-2018)
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257 ”rognosticHvalueHofHgeneticHmutationsHinHadolescentHandHyoungHadultsHwithHacuteHmyeloidHleukemiaVH
InternationalaJournalaofaHematologyTH2018THYXeTHZXYUZYX 2.3 12

256 odultsHwithHgermlineHqpzHmutationHcomplicatedHwithHjuvenileHmyelomonocyticHleukemiaHatHinfancyVH
JournalaofaHumanaGeneticsTH2016THdYTHcZaUd 4.3 12

255 uenomeUWideHonalysisHofH“cularHodnexalHzymphoproliferativeHrisordersHβsingHvighU–esolutionH
 ingleHNucleotideH”olymorphismHorrayH2015THcdTHbYcdUdc 12

254 trameshiftHmutationsHofHtheHhM vdHgeneHinHhumanHleukemiaHcellHlinesVHJapaneseaJournalaofaCancera
ResearchTH1998THfgTHaaUg 12

253 MolecularHcharacterizationHofHtheHgenomicHbreakpointsHinHaHcaseHofHtPaiZYQPqZdiqZZQH1999THZdTHgZUgd 12

252 –ecurrentHmutationsHinHUrearrangedHacuteHmyeloidHleukemiaVHBloodaAdvancesTH2018THZTHZfegUZffg 7.8 12

251 o XzZHmutationsHareHfrequentlyHfoundHinHpediatricHoMzHpatientsHwithHtPfiZYQWH–βNXYU–βNXYαYHandH
associatedHwithHaHbetterHprognosisVHGenesaChromosomesaandaCancerTH2017THcdTHafZUaga 5 11

250
yztYHmutationHsaZcyHinducesHcellHcycleHarrestHinHerythroidHcellsHdifferentiatedHfromHcongenitalH
dyserythropoieticHanemiaHpatientUspecificHinducedHpluripotentHstemHcellsVHExperimentalaHematologyTH
2019THeaTHZcUaeVef

3.1 11

249 o XzZHregulatesHhematopoiesisHinHmiceHandHitsHdeficiencyHpromotesHmyeloidHexpansionVH
HaematologicaTH2018THYXaTHYgfXUYggX 6.6 11

248 WholeUexomeHsequenceHanalysisHofHataxiaHtelangiectasiaUlikeHphenotypeVHJournalaofatheaNeurologicala
SciencesTH2014THabXTHfdUgX 3.2 11

247 MetachronousHanaplasticHsarcomaHofHtheHkidneyHandHthyroidHfollicularHcarcinomaHasHmanifestationsH
ofHrwqs–YHabnormalitiesVHHumanaPathologyTH2017THdYTHZXcUZXg 3.7 11

246 uainUofUfunctionHcUqpzHmutationsHassociatedHwithHuniparentalHdisomyHofHYYqHinHmyeloidHneoplasmsVH
CellaCycleTH2010THgTHYXcYUd 4.7 11

245 vemophagocyticHsyndromeHassociatedHwithHnonUvodgkinOsHlymphomaHofHpUcellHtypeVHAmericana
JournalaofaHematologyTH1994THbeTHaacUd 7.1 11

244 wntegratedHmultiomicsHanalysisHofHhepatoblastomaHunravelsHitsHheterogeneityHandHprovidesHnovelH
druggableHtargetsVHNpjaPrecisionaOncologyTH2020THbTHZX 9.8 11

243  omaticHmosaicismHinHchronicHmyeloidHleukemiaHinHremissionVHBloodTH2016THYZfTHZfdaUZfdd 2.2 11

242  tructuralHreterminantsHofHtheHuainUofUtunctionH”henotypeHofHvumanHzeukemiaUassociatedHMutantH
qpzH“ncogeneVHJournalaofaBiologicalaChemistryTH2017THZgZTHadddUadfZ 5.4 10

241 MyelodysplasticH yndromeUossociatedH – tZHMutationsHqauseH plicingHqhangesHbyHolteringHpindingH
MotifH equencesVHFrontiersainaGeneticsTH2019THYXTHaaf 4.5 10

240 zβpoqHacceleratesHpUcellHlymphomagenesisHbyHconferringHresistanceHtoHgenotoxicHstressHonHpHcellsVH
BloodTH2020THYadTHdfbUdge 2.2 10
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239 rysregulationHofHspsteinUparrHδirusHwnfectionHinHvypomorphicHZo”eXHMutationVHJournalaofaInfectiousa
DiseasesTH2018THZYfTHfZcUfab 7 10

238 wncreasedHserumHsolubleHtasHligandHassociatedHwithHrecurrentHpUcellHnonUvodgkinOsHlymphomaHafterH
autologousHperipheralHbloodHstemHcellHtransplantationVHLeukemiaaandaLymphomaTH1999THabTHdZcUf 1.9 10

237 βnbiasedHretectionHofHrriverHMutationsHinHsxtramammaryH”agetHriseaseVHClinicalaCanceraResearchTH
2021THZeTHYecdUYedc 12.9 10

236 zandscapeHofHdriverHmutationsHandHtheirHclinicalHimpactsHinHpediatricHpUcellHprecursorHacuteH
lymphoblasticHleukemiaVHBloodaAdvancesTH2020THbTHcYdcUcYea 7.8 10

235 αheHtranscriptionHfactorHsZoHactivatesHmultipleHenhancersHthatHdriveHexpressionHinHdevelopingHαHandH
pHcellsVHScienceaImmunologyTH2020THcTH 28 10

234  omaticHmutationsHinHlymphocytesHinHpatientsHwithHimmuneUmediatedHaplasticHanemiaVHLeukemiaTH
2021THacTHYadcUYaeg 10.7 10

233 qombinedHlandscapeHofHsingleUnucleotideHvariantsHandHcopyHnumberHalterationsHinHclonalH
hematopoiesisVHNatureaMedicineTH2021THZeTHYZagUYZbg 50.5 10

232 ”oyHyinaseHwnhibitionHvasHαherapeuticHoctivityHinHNovelH”reclinicalHModelsHofHodultHαUqellH
zeukemiaWzymphomaVHClinicalaCanceraResearchTH2019THZcTHacfgUadXY 12.9 9

231 ”athogenicHmutationsHidentifiedHbyHaHmultimodalityHapproachHinHYYeHxapaneseHtanconiHanemiaH
patientsVHHaematologicaTH2019THYXbTHYgdZUYgea 6.6 9

230 NovelHrrXbYHvariantsHinHαhaiHpatientsHwithHmyeloidHneoplasmsVHInternationalaJournalaofaHematology
TH2020THYYYTHZbYUZbd 2.3 9

229 qlonallyHrelatedHdiffuseHlargeHpUcellHlymphomaHandHinterdigitatingHdendriticHcellHsarcomaHsharingH
translocationVHHaematologicaTH2018THYXaTHeccaUeccd 6.6 9

228 qopyHnumberHanalysisHidentifiesHtumorHsuppressiveHlnc–NosHinHhumanHosteosarcomaVHInternationala
JournalaofaOncologyTH2017THcXTHfdaUfeZ 4.4 8

227
wmmuneUMediatedHvematopoieticHtailureHafterHollogeneicHvematopoieticH temHqellH
αransplantationhHoHqommonHqauseHofHzateHuraftHtailureHinH”atientsHwithHqompleteHronorH
qhimerismVHBiologyaofaBloodaandaMarrowaTransplantationTH2018THZbTHbaUbg

4.7 8

226 mutationsHinHpediatricHacuteHmyeloidHleukemiaHareHassociatedHwithHdistinctHgeneticHfeaturesHandHanH
inferiorHprognosisVHBloodTH2018THYaYTHZZddUZZeX 2.2 8

225 wntegratedHgeneticHandHepigeneticHanalysisHrevealedHheterogeneityHofHacuteHlymphoblasticHleukemiaH
inHrownHsyndromeVHCanceraScienceTH2019THYYXTHaacfUaade 6.9 8

224 rNoHmethylationUbasedHclassificationHrevealsHdifferenceHbetweenHpediatricHαUcellHacuteH
lymphoblasticHleukemiaHandHnormalHthymocytesVHLeukemiaTH2020THabTHYYdaUYYdf 10.7 8

223
 ingleHcellHgenotypingHofHexomeHsequencingUidentifiedHmutationsHtoHcharacterizeHtheHclonalH
compositionHandHevolutionHofHinvPYdQHoMzHinHaHqpzHmutatedHclonalHhematopoiesisVHLeukemiaa
ResearchTH2016THbeTHbYUd

2.7 8

222 αheHphenotypeHandHclinicalHcourseHofHxapaneseHtanconiHonaemiaHinfantsHisHinfluencedHbyHpatientTH
butHnotHmaternalHozrvZHgenotypeVHBritishaJournalaofaHaematologyTH2016THYecTHbceUbdY 4.5 8

(2016-2018)
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221 –NomuthHrobustHidentificationHofHsomaticHmutationsHinHacuteHmyeloidHleukemiaHusingH
–NoUsequencingVHHaematologicaTH2020THYXcTHeZgXUeZga 6.6 7

220 ulucagonomaHWithHNecrolyticHMigratoryHsrythemahHMetabolicH”rofileHandHretectionHofHpiallelicH
wnactivationHofHroXXHueneVHJournalaofaClinicalaEndocrinologyaandaMetabolismTH2018THYXaTHZbYeUZbZa 5.6 7

219 urowthHinhibitionHofHleukaemicHcellsHcarryingHtheHtPaiZYQHbyHtheHoMzYWsδwUYUspecificHantisenseH
oligonucleotideVHBritishaJournalaofaHaematologyTH1995THgXTHeYYUb 4.5 7

218 δoδYHmutationsHcontributeHtoHdevelopmentHofHαUcellHneoplasmsHinHmiceVHBloodTH2020THYadTHaXYfUaXaZ 2.2 7

217 ueneticHandHclinicalHlandscapeHofHbreastHcancersHwithHgermlineHp–qoYWZHvariantsVHCommunicationsa
BiologyTH2020THaTHcef 6.7 7

216 qlonalHevolutionHandHclinicalHimplicationsHofHgeneticHabnormalitiesHinHblasticHtransformationHofH
chronicHmyeloidHleukaemiaVHNatureaCommunicationsTH2021THYZTHZfaa 17.4 7

215 uenomicHanalysisHofHclonalHoriginHofHzangerhansHcellHhistiocytosisHfollowingHacuteHlymphoblasticH
leukaemiaVHBritishaJournalaofaHaematologyTH2016THYecTHYdgUeZ 4.5 7

214 oHhistoneHmodifierTHo XzYTHinteractsHwithHN“N“HandHisHinvolvedHinHparaspeckleHformationHinH
hematopoieticHcellsVHCellaReportsTH2021THadTHYXgced 10.6 7

213 qonstitutionalHabnormalitiesHofHwrvYHcombinedHwithHsecondaryHmutationsHpredisposeHaHpatientH
withHMaffucciHsyndromeHtoHacuteHlymphoblasticHleukemiaVHPediatricaBloodaandaCancerTH2017THdbTHeZddbe 3 6

212 oHcaseHofHmalignantHrhabdoidHtumorHmimickingHyolkHsacHtumorVHPediatricaBloodaandaCancerTH2019THddTHeZeefb3 6

211 qomprehensiveHonalysisHofHoberrantH–NoH plicingHinHMyelodysplasticH yndromesVHBloodTH2014THYZbTHfZdUfZd2.2 6

210 vighlyHimmunogenicHcancerHcellsHrequireHactivationHofHtheHWNαHpathwayHforHimmunologicalHescapeVH
ScienceaImmunologyTH2021THdTHeabcdbZb 28 6

209 ristinctHandHconvergentHconsequencesHofHspliceHfactorHmutationsHinHmyelodysplasticHsyndromesVH
AmericanaJournalaofaHematologyTH2020THgcTHYaaUYba 7.1 6

208 ossociationsHofHcomplementationHgroupTHozrvZHgenotypeTHandHclonalHabnormalitiesHwithH
hematologicalHoutcomeHinHxapaneseHpatientsHwithHtanconiHanemiaVHAnnalsaofaHematologyTH2019THgfTHZeYUZfX3 6

207
recreasedH–“–qHexpressionHandHdownstreamHsignalingHinHvαzδUYUassociatedHadultHαUcellH
lymphomaWleukemiaHuncoversHanHantiproliferativeHwzYeHlinkhHoHpotentialHtargetHforHimmunotherapymVH
InternationalaJournalaofaCancerTH2019THYbbTHYddbUYdec

7.5 6

206 sscapeHhematopoiesisHbyHvzoUpcbXYUlackingHhematopoieticHstemHprogenitorHcellsHinHmenHwithH
acquiredHaplasticHanemiaVHHaematologicaTH2019THYXbTHebbeUebcX 6.6 5

205 ueneticHbasisHofHmyelodysplasticHsyndromesVHProceedingsaofatheaJapanaAcademyaSeriesaB:aPhysicala
andaBiologicalaSciencesTH2020THgdTHYXeUYZY 4 5

204 MolecularHpathogenesisHofHprogressionHtoHmyeloidHleukemiaHfromHαsαUinsufficientHstatusVHBlooda
AdvancesTH2020THbTHfbcUfcb 7.8 5
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203 plasticHplasmacytoidHdendriticHcellHneoplasmHarisingHfromHclonalHhematopoiesisVHInternationala
JournalaofaHematologyTH2018THYXfTHbbeUbcY 2.3 5

202 αruncationHandHmicrodeletionHofHsδqWsδqZHwithHmissenseHmutationHofHstqopeHinHsllisUvanHqreveldH
syndromeVHCongenitalaAnomaliesaidiscontinuedjTH2016THcdTHZXgUYd 1.1 5

201 αollUlikeHreceptorHgeneticHvariationsHinHboneHmarrowHtransplantationVHOncotargetTH2017THfTHbcdeXUbcdfd 3.3 5

200 WholeUgenomeHlandscapeHofHadultHαUcellHleukemiaWlymphomaVHBloodTH2021TH 2.2 5

199 NoonanHsyndromeUassociatedHbiallelicHzZα–YHmutationsHcauseHcardiacHhypertrophyHandHvascularH
malformationsHinHzebrafishVHMolecularaGeneticsagamp;aGenomicaMedicineTH2020THfTHeYYXe 2.3 5

198 tusionHpartnerUspecificHmutationHprofilesHandHy–o HmutationsHasHadverseHprognosticHfactorsHinH
MzzUrearrangedHoMzVHBloodaAdvancesTH2020THbTHbdZaUbdaY 7.8 5

197 qlinicalHutilityHofHtargetHcaptureUbasedHpanelHsequencingHinHhematologicalHmalignancieshHoH
multicenterHfeasibilityHstudyVHCanceraScienceTH2020THYYYTHaadeUaaef 6.9 5

196 onalysisHofHdiseaseHmodelHi” qsHderivedHfromHpatientsHwithHaHnovelHtanconiHanemiaUlikeHwpMt H
orvcWozrvZHdeficiencyVHBloodTH2021THYaeTHZXZYUZXaZ 2.2 5

195 ModificationHofHcellularHandHhumoralHimmunityHbyHsomaticallyHrevertedHαHcellsHinHXUlinkedH
lymphoproliferativeHsyndromeHtypeHYVHJournalaofaAllergyaandaClinicalaImmunologyTH2019THYbaTHbZYUbZbVeYY11.5 5

194 oHfounderHvariantHinHtheH outhHosianHpopulationHleadsHtoHaHhighHprevalenceHofHtoNqzHtanconiH
anemiaHcasesHinHwndiaVHHumanaMutationTH2020THbYTHYZZUYZf 4.7 5

193 ”rofilingHtheHinhibitoryHreceptorsHzouUaTHαwMUaTHandHαwuwαHinHrenalHcellHcarcinomaHrevealsHmalignancyVH
NatureaCommunicationsTH2021THYZTHccbe 17.4 5

192 ”redisposedHgenomicHinstabilityHinHpreUtreatmentHboneHmarrowHevolvesHtoHtherapyUrelatedHmyeloidH
neoplasmsHinHmalignantHlymphomaVHHaematologicaTH2020THYXcTHeaaeUeaag 6.6 4

191 ”rogressionHtoHpolythythemiaHveraHfromHfamilialHthrombocytosisHwithHgermlineHxoyZH–fde•H
mutationVHAnnalsaofaHematologyTH2018THgeTHeaeUeag 3 4

190 Mr UrelatedHmutationsHinHaplasticHanemiaVHBloodTH2014THYZbTHZdYgUZX 2.2 4

189 MolecularHstudiesHrevealHandHgeneHfusionsHdisplacedHinHaHcaseHofHinfantileHacuteHlymphoblasticH
leukemiaHwithHcomplexHkaryotypeVHOncologyaLettersTH2017THYbTHZZgcUZZgg 2.6 4

188 qαXUeYZTHaHNovelHqlkHwnhibitorHαargetingHMyeloidHNeoplasmsHwithH – tZHMutationVHBloodTH2019TH
YabTHbXbUbXb 2.2 4

187  – tZHisHMutatedHinHbeVZMHPeeWYdaQHofHqhronicHMyelomonocyticHzeukemiaHPqMMzQHandH
”rognosticallyHtavorableHinHqasesHwithHqoncomitantH–βNXYHmutationsVHBloodTH2011THYYfTHZebUZeb 2.2 4

186 wnHonalogyHtoHoMzTHMr HqanHbeH ubUqlassifiedHpyHoncestralHMutationsVHBloodTH2014THYZbTHfZaUfZa 2.2 4

(2014-2018)
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185 qlinicalHsignificanceHofH–o HpathwayHalterationsHinHpediatricHacuteHmyeloidHleukemiaVHHaematologicaTH
2021TH 6.6 4

184 wndolentHfeatureHof´ velicobacterHpyloriUuninfectedHintramucosalHsignetHringHcellHcarcinomasH
with´ qrvY´ mutationsVHGastricaCancerTH2021THZbTHYYXZUYYYb 7.6 4

183 ”araneoplasticHhypereosinophilicHsyndromeHassociatedHwithHwzaUwgvHpositiveHacuteHlymphoblasticH
leukemiaVHPediatricaBloodaandaCancerTH2019THddTHeZebbg 3 4

182 –educedUintensityHconditioningHisHeffectiveHforHhematopoieticHstemHcellHtransplantationHinHyoungH
pediatricHpatientsHwithHriamondUplackfanHanemiaVHBoneaMarrowaTransplantationTH2021THcdTHYXYaUYXZX 4.4 4

181 WholeUexomeHanalysisHtoHdetectHcongenitalHhemolyticHanemiaHmimickingHcongenitalH
dyserythropoieticHanemiaVHInternationalaJournalaofaHematologyTH2018THYXfTHaXdUaYY 2.3 4

180 plasticHtransformationHofHjuvenileHmyelomonocyticHleukemiaHcausedHbyHtheHcopyHnumberHgainHofH
oncogenicHy–o VHPediatricaBloodaandaCancerTH2017THdbTHeZdbgd 3 3

179 αsαZHhaploinsufficiencyHaltersHreprogrammingHintoHinducedHpluripotentHstemHcellsVHStemaCella
ResearchTH2020THbbTHYXYecc 1.6 3

178 qlassificationHofHclearHcellHrenalHcellHcarcinomaHbasedHonHalternativeHsplicingVHHeliyonTH2020THdTHeXabbX 3.6 3

177  uddenHwntracranialHvemorrhageHinHaH”atientHWithHotypicalHqhronicHMyeloidHzeukemiaHinHqhronicH
”haseVHJournalaofaPediatricaHematologypOncologyTH2018THbXTHeccaUeccd 1.2 3

176
vighHrensityH N”HorraysH–evealHαhatHristinctHqlonalHzesionsHwncludingHβniparentalHrisomyHqanHpeH
retectedHinHaH”roportionHofH”atientsHwithHoplasticHonemiaHwithHNormalHMetaphaseHqytogeneticsVVH
BloodTH2006THYXfTHYZcUYZc

2.2 3

175 zandscapeH“fHueneticHzesionsHwnHgbbH”atientsHWithHMyelodysplasticH yndromesVHBloodTH2013THYZZTHcZYUcZY2.2 3

174 qlonalHvematopoiesishHqellHofH“riginTHzineageH–epartitionHandHrynamicHsvolutionHduringH
qhemotherapyVHBloodTH2017THYaXTHdaZUdaZ 2.2 3

173 qomprehensiveHgeneticHanalysisHofHpediatricHgermHcellHtumorsHidentifiesHpotentialHdrugHtargetsVH
CommunicationsaBiologyTH2020THaTHcbb 6.7 3

172 ”rominenceHofHnestinUexpressingH chwannHcellsHinHboneHmarrowHofHpatientsHwithHmyelodysplasticH
syndromesHwithHsevereHfibrosisVHInternationalaJournalaofaHematologyTH2019THYXgTHaXgUaYf 2.3 3

171 uenomeHanalysisHofHmyelodysplasticHsyndromesHamongHatomicHbombHsurvivorsHinHNagasakiVH
HaematologicaTH2020THYXcTHacfUadc 6.6 3

170 oHfrequentHnonsenseHmutationHinHexonHYHacrossHcertainHvzoUoHandHUpHallelesHinHleukocytesHofH
patientsHwithHacquiredHaplasticHanemiaVHHaematologicaTH2021THYXdTHYcfYUYcgX 6.6 3

169 trequentHmutationsHinHvzoHandHrelatedHgenesHinHextranodalHNyWαHcellHlymphomasVHLeukemiaaanda
LymphomaTH2021THdZTHgcUYXa 1.9 3

168 ossociationHofHhighUriskHneuroblastomaHclassificationHbasedHonHexpressionHprofilesHwithH
differentiationHandHmetabolismVHPLoSaONETH2021THYdTHeXZbccZd 3.7 3

Seishi Ogawa
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167 riscoveryHofHtunctionalHolternativelyH plicedHαranscriptsHinHvumanHqancersVHCancersTH2021THYaTH 6.6 3

166 αheHvαzδUYHviralHoncoproteinsHαaxHandHvpZHreprogramHtheHcellularHm–NoHsplicingHlandscapeVHPLoSa
PathogensTH2021THYeTHeYXXggYg 7.6 3

165 ruplicationHofHtYZbcHmissenseHmutationHdueHtoHacquiredHuniparentalHdisomyHassociatedHwithH
aggressiveHprogressionHinHaHpatientHwithHrelapsedHneuroblastomaVHOncologyaLettersTH2019THYeTHaaZaUaaZg2.6 2

164 ocuteHmyeloidHleukemiaHwithHaHcrypticHNβ”gfW”––XZHrearrangementHdevelopingHafterHlowUdoseH
methotrexateHtherapyHforHrheumatoidHarthritisVHAnnalsaofaHematologyTH2019THgfTHZfbYUZfba 3 2

163 ristinctTHsthnicTHqlinicalTHandHueneticHqharacteristicsHofHMyelodysplasticH yndromesHwithHrerPYieQVH
BloodTH2019THYabTHcagZUcagZ 2.2 2

162 qlinicalHwmpactsHofHuermlineHrrXbYHMutationsHonHMyeloidHNeoplasmsVHBloodTH2020THYadTHafUbX 2.2 2

161 MutationalH pectrumHonalysisHofHwnterestingHqorrelationHandHwnterrelationshipHpetweenH–NoH
 plicingH”athwayHandHqommonlyHαargetedHuenesHinHMyelodysplasticH yndromeVHBloodTH2011THYYfTHZeaUZea2.2 2

160 piologicalHonalysisHofH – tZHMutationsHinHzeukemogenesisVHBloodTH2012THYZXTHYZfZUYZfZ 2.2 2

159  omaticHMutationsHinH chinzelUuiedionH yndromeHueneH sαp”YHretermineH”rogressionHinHMyeloidH
MalignanciesVHBloodTH2012THYZXTHZUZ 2.2 2

158  omaticHuYeδH–hoaHMutationH pecifiesHongioimmunoblasticHαUqellHzymphomaVHBloodTH2013THYZZTHfYcUfYc2.2 2

157  econdaryH”ulmonaryHolveolarH”roteinosisHtollowingHαreatmentHwithHozacitidineHforH
MyelodysplasticH yndromeVHInternalaMedicineTH2020THcgTHYXfYUYXfd 1.1 2

156
vematopoieticHstemHprogenitorHcellsHlackingHvzoHdifferHfromHthoseHlackingHu”wUanchoredHproteinsH
inHtheHhierarchicalHstageHandHsensitivityHtoHimmuneHattackHinHpatientsHwithHacquiredHaplasticHanemiaVH
LeukemiaTH2021THacTHaZceUaZde

10.7 2

155 qlonalHevidenceHforHtheHdevelopmentHofHneuroblastomaHwithHextensiveHcopyUneutralHlossHofH
heterozygosityHarisingHinHaHmatureHteratomaVHCanceraScienceTH2021THYYZTHZgZYUZgZe 6.9 2

154 “ptimizationHofHpredictionHmethodsHforHriskHassessmentHofHpathogenicHgermlineHvariantsHinHtheH
xapaneseHpopulationVHCanceraScienceTH2021THYYZTHaaafUaabf 6.9 2

153 vzoHclassHwHalleleUlackingHleukocytesHpredictHrareHclonalHevolutionHtoHMr WoMzHinHpatientsHwithH
acquiredHaplasticHanemiaVHBloodTH2021THYaeTHacedUacfX 2.2 2

152 ”roteogenomicHidentificationHofHanHimmunogenicHvzoHclassHwHneoantigenHinHmismatchH
repairUdeficientHcolorectalHcancerHtissueVHJCIaInsightTH2021THdTH 9.9 2

151 ocquisitionHofHmonosomyHeHandHaH–βNXYHmutationHinH”earsonHsyndromeVHPediatricaBloodaandaCancer
TH2021THdfTHeZfegg 3 2

150 qoUmutationHpatternTHclonalHhierarchyTHandHcloneHsizeHconcurHtoHdetermineHdiseaseHphenotypeHofH
 – tZUmutatedHneoplasmsVHLeukemiaTH2021THacTHZaeYUZafY 10.7 2

(2021-2021)
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149 qlonalHhematopoiesisHinHadultHpureHredHcellHaplasiaVHScientificaReportsTH2021THYYTHZZca 4.9 2

148 αwoHsiblingsHwithHfamilialHneuroblastomaHwithHdistinctHclinicalHphenotypesHharboringHanHozyH
germlineHmutationVHGenesaChromosomesaandaCancerTH2018THceTHddcUddg 5 2

147  tratificationHofHpatientsHwithHclearHcellHrenalHcellHcarcinomaHtoHfacilitateHdrugHrepositioningVHIScience
TH2021THZbTHYXZeZZ 6.1 2

146 ”artialHmonosomyHofHYXpHandHduplicationHofHanotherHchromosomeHinHtwoHpatientsVHPediatricsa
InternationalTH2017THcgTHggUYXZ 1.2 1

145 –emissionHcloneHinHacuteHmyeloidHleukemiaHshowsHgrowthHadvantageHafterHchemotherapyHbutHisH
distinctHfromHleukemicHcloneVHExperimentalaHematologyTH2019THecTHZdUaX 3.1 1

144 ristinctHgeneHalterationsHwithHaHhighHpercentageHofHmyeloperoxidaseUpositiveHleukemicHblastsHinHdeH
novoHacuteHmyeloidHleukemiaVHLeukemiaaResearchTH2018THdcTHabUbY 2.7 1

143 ozrvZHpolymorphismHinHpatientsHwithHriamondUplackfanHanemiaHinHxapanVHInternationalaJournalaofa
HematologyTH2016THYXaTHYYZUb 2.3 1

142 wdentificationHofHaHNovelHαitinHδariantHβnderlyingHMyocardialHwnvolvementHinHNeurofibromatosisH
αypeHYVHCanadianaJournalaofaCardiologyTH2018THabTHYadgVecUYadgVee 3.8 1

141 otypicalHdyskeratosisHcongenitaHdiagnosedHusingHwholeUexomeHsequencingVHPediatricsaInternationalTH
2017THcgTHgaaUgac 1.2 1

140
MolecularHcytogeneticHanalysesHofHvwuTHaHnovelHhumanHcellHlineHcarryingHtPYiaQPpadVaiqZcVaQH
establishedHfromHaHpatientHwithHchronicHmyelogenousHleukemiaHinHblasticHcrisisVHInternationalaJournala
ofaHematologyTH2003THefTHbaZUf

2.3 1

139 uenotypeU”henotypeH–elationshipsHandHαherapeuticHαargetsHinHocuteHsrythroidHzeukemiaVHBloodTH
2020THYadTHYeUYf 2.2 1

138 ”rognosticH–elevanceHofHueneticHobnormalitiesHinHplasticHαransformationHofHqhronicHMyeloidH
zeukemiaVHBloodTH2020THYadTHaUb 2.2 1

137 wdentificationHofHqhromosomalHobnormalitiesHinHvealthyHponeHMarrowHβsingHZcXyH N”HorraysVVH
BloodTH2006THYXfTHZXedUZXed 2.2 1

136
 N”HyaryotypingHinHMyelodysplasticH yndromesHPMr QH–evealsHtheH”resenceHofHqrypticHyaryotypicH
obnormalitiesTHwncludingHβniparentalHrisomyTHandHvasHwmportantH”rognosticHwmplicationsVVHBloodTH
2006THYXfTHfcaUfca

2.2 1

135 trequentH”athwayHMutationsHofH plicingHMachineryHinHMyelodysplasiaVHBloodTH2011THYYfTHbcfUbcf 2.2 1

134 WholeHsxomeH equencingHtoH”redictH–esponseHtoHvypomethylatingHogentsHinHMr VHBloodTH2012TH
YZXTHYdgfUYdgf 2.2 1

133 MutationH creeningHossociatedHwithHqhromosomeHeHobnormalitiesHβsingHNextHuenerationHWholeH
sxomeH equencingVHBloodTH2012THYZXTHYeaUYea 2.2 1

132 ueneticHpasisHofHMyeloidH”roliferationH–elatedHtoHrownH yndromeVHBloodTH2012THYZXTHcacUcac 2.2 1
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131 vypermethylationHofHpcldHwsHaH”otentialHqauseHofHrevelopmentHofHzymphomaHwithHαfhHteaturesHinH
αetZHynockdownHMiceVHBloodTH2013THYZZTHZbgXUZbgX 2.2 1

130 ”–”tfHrefectsHqauseHMissplicingHwnHMyeloidHMalignanciesVHBloodTH2013THYZZTHZfafUZfaf 2.2 1

129  pliceosomalHueneHzβqezZHMutationHqausesHMissplicingHandHolterationH“fHueneHsxpressionHwnH
MyeloidHNeoplasmsVHBloodTH2013THYZZTHbeXUbeX 2.2 1

128 qlinicalHâ��Mβαoα“Msâ��H“fHMyelodysplasticH yndromeiHqomparisonHαoH”rimaryHocuteHMyelogenousH
zeukemiaVHBloodTH2013THYZZTHcYfUcYf 2.2 1

127 Z– –ZHMutationsHqauseHrysregulatedH–NoH plicingHinHMr VHBloodTH2014THYZbTHbdXgUbdXg 2.2 1

126 ueneticHpackgroundHofHwdiopathicHponeHMarrowHtailureH yndromesHinHqhildrenVHBloodTH2015THYZdTHadYXUadYX2.2 1

125 s”“–WxoyW αoαH ignalingH”athwayHosHαherapeuticHαargetHofHocuteHsrythroidHzeukemiaVHBloodTH
2021THYafTHdYXUdYX 2.2 1

124  olubleH”rUzYHthroughHalternativeHpolyadenylationHworksHasHaHdecoyHinHlungHcancerHimmunotherapyVH
JCIaInsightTH2021TH 9.9 1

123 –earrangementHandHreletionHofHtheH”oXcHueneHinH”ediatricHocuteHpUqellHzineageHzymphoblasticH
zeukemiaVVHBloodTH2007THYYXTHgfYUgfY 2.2 1

122 olterationHofHtheHimmuneHenvironmentHinHboneHmarrowHfromHchildrenHwithHrecurrentHpHcellH
precursorHacuteHlymphoblasticHleukemiaVHCanceraScienceTH2021TH 6.9 1

121 ”rognosticHmodelHofHlowerHgradeHgliomasVVHJournalaofaClinicalaOncologyTH2015THaaTHZXafUZXaf 2.2 1

120 wdentificationHofHαwoHNewHrpoHuenesTH–” ZeHandH–”zZeTHbyHWholeUsxomeH equencingHinH
riamondUplackfanHonemiaH”atientsVHBloodTH2012THYZXTHgfbUgfb 2.2 1

119 δariousHuermlineHqongenitalHrisorderHuenesHoreH omaticallyHMutatedHinHMyeloidHMalignanciesVH
BloodTH2012THYZXTHYbXcUYbXc 2.2 1

118 qhromatinU pliceosomeHMutationsHinHocuteHMyeloidHzeukemiaVHCancersTH2021THYaTH 6.6 1

117
oH”ossibleHossociationHpetweenHaHNucleotideUpindingHromainHz––UqontainingH”roteinHtamilyH
”YrUqontainingH”roteinHYHMutationHandHanHoutoinflammatoryHriseaseHwnvolvingHziverHqirrhosisVH
HepatologyTH2021THebTHZZgdUZZgg

11.2 1

116 NextUgenerationHsequencingHinHtwoHcasesHofHdeHnovoHacuteHbasophilicHleukaemiaVHJournalaofaCellulara
andaMolecularaMedicineTH2021THZcTHeXgcUeXgg 5.6 1

115  ingleUqellHonalysisHofHtheHMulticellularHscosystemHinHδiralHqarcinogenesisHbyHvαzδUYVHBloodaCancera
DiscoveryTH2021THZTHbcXUbde 7 1

114 –ingHsideroblastsHinHoMzHareHassociatedHwithHadverseHriskHcharacteristicsHandHhaveHaHdistinctHgeneH
expressionHpatternVHBloodaAdvancesTH2019THaTHaYYYUaYZZ 7.8 1

(2019-2013)
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113 ”ersistentHclonalHcytogeneticHabnormalityHwithHdelPZXqQHfromHanHinitialHdiagnosisHofHacuteH
promyelocyticHleukemiaVHInternationalaJournalaofaHematologyTH2020THYYYTHaYYUaYd 2.3 1

112 obsenceHofHaHcommonHfounderHmutationHinHpatientsHwithHcooccurringHmyelodysplasticHsyndromeH
andHplasmaHcellHdisorderVHBloodTH2021THYaeTHYZdXUYZda 2.2 1

111 uermlineH–βNXYHtranslocationHinHfamilialHplateletHdisorderHwithHpropensityHtoHmyeloidH
malignanciesVHAnnalsaofaHematologyTH2021THY 3 1

110 X”“YHinhibitorsHrepresentHaHnovelHtherapeuticHoptionHinHodultHαUcellHzeukemiaTHtriggeringH
pcaUmediatedHcaspaseUdependentHapoptosisVHBloodaCanceraJournalTH2021THYYTHZe 7 1

109 oHqrypticHNβ”ZYbUopzYHtusionHinHpUcellH”recursorHocuteHzymphoblasticHzeukemiaVHJournalaofa
PediatricaHematologypOncologyTH2018THbXTHeageUeagg 1.2 1

108 viddenHtzαaUrfacYHcloneHinHtzαaUwαrUpositiveHacuteHmyeloidHleukemiaHthatHevolvedHintoHveryHlateH
relapseHwithHαUlymphoblasticHleukemiaVHLeukemiaaandaLymphomaTH2018THcgTHYbgXUYbga 1.9 1

107 αheHsvolvingHuenomicHzandscapeHofHssophagealH quamousHqellHqarcinomaHβnderH
qhemoradiotherapyVHCanceraResearchTH2021THfYTHbgZdUbgaf 10.1 1

106 MolecularHcharacterizationHofHtheHgenomicHbreakpointsHinHaHcaseHofHtPaiZYQPqZdiqZZQH1999THZdTHgZ 1

105 “ncogenicHtut–YHmutationHandHamplificationHinHcommonHcellularHoriginHinHaHcompositeHtumorHwithH
neuroblastomaHandHpheochromocytomaVVHCanceraScienceTH2021TH 6.9 1

104 ”seudouridineUmodifiedHt–NoHfragmentsHrepressHaberrantHproteinHsynthesisHandHpredictHleukaemicH
progressionHinHmyelodysplasticHsyndromeVVHNatureaCellaBiologyTH2022THZbTHZggUaXd 23.4 1

103 ”redictionHofHdrugHcandidatesHforHclearHcellHrenalHcellHcarcinomaHusingHaHsystemsHbiologyUbasedHdrugH
repositioningHapproachVVHEBioMedicineTH2022THefTHYXagda 8.8 1

102 rescriptionHofHlongitudinalHtumorHevolutionHinHaHcaseHofHmultiplyHrelapsedHclearHcellHsarcomaHofHtheH
kidneyVVHCanceraReportsTH2021THeYbcf 1.5 1

101 oHqaseHofHαyrosineHyinaseHwnhibitorU–esistantHqhronicHMyeloidHzeukemiaTHqhronicH”haseHwithHo XzYH
MutationVHCaseaReportsainaOncologyTH2020THYaTHbbgUbcc 1 0

100 recipheringHtheHqlonalH“riginHofH–elapsedHocuteHzymphoblasticHzeukemiaHinHqhildrenVHBloodaCancera
DiscoveryTH2020THYTHZYUZZ 7 0

99 ”reclinicalHsvaluationHofHaHNovelHMozαYHwnhibitorHqαXUYeeHforH–elapseW–efractoryHzymphomasVH
BloodTH2020THYadTHaUb 2.2 0

98 tunctionalHqharacterizationHofHqompoundHrrXbYHuermlineHandH omaticH–cZcvHMutationsHinHtheH
revelopmentHofHMyeloidHMalignanciesVHBloodTH2020THYadTHZYUZZ 2.2 0

97 wdentificationHofHanHasymptomaticH hwachmanUpodianUriamondHsyndromeHmutationHinHaHpatientH
withHacuteHmyeloidHleukemiaVHInternationalaJournalaofaHematologyTH2021THY 2.3 0

96 MaturingHpapillomatousHnevoidHmelanomaHinHtheHscalpHmimickingHrecurrentHmelanocyticHnevushHoH
caseHreportHofHpreviouslyHundescribedHsubtypeHofHnevoidHmelanomaVHPathologyaInternationalTH2021TH 1.8 0
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95 piologicalHqharacterizationHofHtheHβZafYH abtHMutationHinHtheH”athogenesisHofHMyelodysplasiaVH
BloodTH2018THYaZTHaXfXUaXfX 2.2 0

94 –esistanceHofHyw–HzigandUMissingHzeukocytesHtoHNyHqellsHwnHδivoHinH”atientsHwithHocquiredHoplasticH
onemiaVHImmunoHorizonsTH2020THbTHbaXUbbY 2.7 0

93 –ecurrentHδoδYHobnormalitiesHinHongioimmunoblasticHαHqellHzymphomaVHBloodTH2016THYZfTHbYXbUbYXb 2.2 0

92 ”oorHMyocardialHqompactionHinHaH”atientHwithH–ecessiveHMYzZHMyopathyVHInternationalaHearta
JournalTH2021THdZTHbbcUbbe 1.8 0

91 αargetedHdeepHnextHgenerationHsequencingHidentifiesHpotentialHsomaticHandHgermlineHvariantsHforH
predispositionHtoHfamilialHpurkittHlymphomaVHEuropeanaJournalaofaHaematologyTH2021THYXeTHYddUYdg 3.8 0

90
revelopmentHofH”hiladelphiaHchromosomeUnegativeHacuteHmyeloidHleukemiaHwithHwrvZHandHN”MYH
mutationsHinHaHpatientHwithHchronicHmyeloidHleukemiaHwhoHshowedHaHmajorHmolecularHresponseHtoH
tyrosineHkinaseHinhibitorHtherapyVHInternationalaJournalaofaHematologyTH2021THYYaTHgadUgbX

2.3 0

89 MathematicalHModelingHandHMutationalHonalysisH–evealH“ptimalHαherapyHtoH”reventHMalignantH
αransformationHinHuradeHwwHwrvUMutantHuliomasVHCanceraResearchTH2021THfYTHbfdYUbfea 10.1 0

88
qlinicalHqharacteristicsHofH”atientsHwithHqoronavirusHriseaseHPq“δwrUYgQhH”reliminaryHpaselineH
–eportHofHxapanHq“δwrUYgHαaskHtorceTHaHNationwideHqonsortiumHtoHwnvestigateHvostHueneticsHofH
q“δwrUYgVHInternationalaJournalaofaInfectiousaDiseasesTH2021THYYaTHebUfY

10.5 0

87
smergenceHofHtPaiZYQPqZdVZiqZZQHduringHeltrombopagHtreatmentHinHaHpatientHwithHrelapsedHaplasticH
anemiaHwhoHreceivedHchemotherapyHforHangioimmunoblasticHαUcellHlymphomaVVHLeukemiaaResearcha
ReportsTH2022THYeTHYXXaXc

0.6 0

86 uenomicHanalysisHofHmultipleHmyelomaHusingHtargetedHcaptureHsequencingHinHtheHxapaneseHcohortVH
BritishaJournalaofaHaematologyTH2020THYgYTHeccUeda 4.5

85 onalysisHofHqlonalHsvolutionHofHoMzHβsingH imultaneousH ingleUqellHrNoW–NoHonalysisVHBloodTH2020TH
YadTHYUY 2.2

84 ristinctH”athogenesisHofHqlonalHvematopoiesisH–evealedHpyH ingleHqellH–NoH equencingHwntegratedH
withHvighlyH ensitiveHuenotypingHMethodVHBloodTH2020THYadTHabUab 2.2

83
qlonalHvematopoiesisHpyHvzoHqlassHwHolleleUzackingHvematopoieticH temHqellsHandHqoncomitantH
oberrantH temHqellsHwsH–arelyHossociatedHwithHqlonalHsvolutionHtoH econdaryHMyelodysplasticH
 yndromeHandHocuteHMyeloidHzeukemiaHinH”atientsHwithHocquiredHoplasticHonemiaVHBloodTH2020TH
YadTHYUZ

2.2

82 ”ostUαreatmentHqloneH izeH”redictsH urvivalHwndependentlyHofHw”  U–HandH–esponseHafterH
ozacitidineHαherapyHforHMr VVHBloodTH2020THYadTHYZUYa 2.2

81 o XzYHMutationsH”redictHaH”oorH–esponseHtoHrarbepoetinHolfaHinHonemicH”atientsHwithHzowU–iskH
Mr hHoHMulticenterTH”haseHwwH tudyVHBloodTH2020THYadTHZfUZg 2.2

80 WholeUuenomeHonalysisHofHodultHαUqellHzeukemiaWzymphomaVHBloodTH2020THYadTHZgUaX 2.2

79 y–o HmutationsHtrequentlyHqoexistHwithHvighU–iskHMzzHtusionsHandHoreHwndependentHodverseH
”rognosticHtactorsHinHMzzU–earrangedHocuteHMyeloidHzeukemiaVHBloodTH2020THYadTHZfUZg 2.2

78 ryserythropoieticHanaemiaHwithHanHintronicHuoαoYHsplicingHmutationHinHpatientsHsuspectedHtoHhaveH
riamondUplackfanHanaemiaVHEJHaemTH2022THaTHYdaUYde 0.9

(2022-2018)
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77 tunctionalH–olesHofHrrXbYHMutationsHinHtheHrevelopmentHofHMyeloidHMalignanciesVHBloodTH2021TH
YafTHYcXUYcX 2.2

76 ristinctH”athogenesisHofHqlonalHvematopoiesisH–evealedHpyH ingleHqellH–NoH equencingHwntegratedH
withHvighlyH ensitiveHuenotypingHMethodVHBloodTH2021THYafTHYXgZUYXgZ 2.2

75 qlonalHsvolutionH”atternHandH”rognosticH ignificanceHofHqlonalHorchitectureHinHyMαZoU–earrangedH
ocuteHMyeloidHzeukemiaVHBloodTH2021THYafTHZacfUZacf 2.2

74 Nu HsvaluationHofHtheHsqolUMr HαrialhH”reliminaryHonalysisHofHsltrombopagHforHαhrombocytopeniaH
ofHzowU–iskHMr VHBloodTH2021THYafTHYcYdUYcYd 2.2

73 αUcellHlymphomaTHpUcellHlymphomaTHandHmyelodysplasticHsyndromeHharboringHcommonHmutationshH
αrilineageHtumorigenesisHfromHaHcommonHfounderHcloneVHEJHaemT 0.9

72 yiZafYgHPy–Nafaâ�¢vqlQHwnhibitsHyinaseHoctivityHofHWildHαypeHandHMutantHtzαaH–eceptorHαyrosineH
yinaseHwnHδitroVVHBloodTH2004THYXbTHYYdfUYYdf 2.2

71
trequentHbutH–eversibleHandHManageableHqardiacHqomplicationsHafterH uccessfulHvaploidenticalH
vzoUMismatchedHvematopoieticH temHqellHαransplantationHPv qαQHwithoutHsxHδivoHuraftH
ManipulationVVHBloodTH2004THYXbTHYfbYUYfbY

2.2

70 qasUzWvefYHwsH–equiredHforHMarginalHZoneHpHqellHMaintenanceHandHzymphocyteHαraffickingVVHBloodTH
2005THYXdTHagZXUagZX 2.2

69
uenomeUWideHonalysisHofHqopyHNumberHolterationsWz“vWollelicHwmbalancesHinHNonUvodgkinH
zymphomaHβsingHβltrahighUrensityH N”UuenotypingHMicroarraysHwithHtheH–obustHqNouH
olgorithmsVVHBloodTH2005THYXdTHbZXUbZX

2.2

68 uenomeUWideHonalysisHofHqopyHNumberHonalysisHofHMyelodysplasticH yndromesHβsingHvighUrensityH
 N”UuenotypingHMicroarraysVVHBloodTH2005THYXdTHabZXUabZX 2.2

67 qasUzH uppressesH”rogressionHofHzeukemiaHwnducedHbyHpZYXpcrWoblVVHBloodTH2006THYXfTHbfYdUbfYd 2.2

66
 N”HorrayHonalysisHinH–efractoryHonemiaHwithH–ingedH ideroblastHollowsHforHretectionHofHaHvighH
trequencyHofH”reviouslyHqrypticHqhromosomalHrefectsHwithH”ossibleHqlinicalH ignificanceVVHBloodTH
2006THYXfTHZacZUZacZ

2.2

65 oMzYW–unxYHNegativelyH–egulatesHtheHNumberHofH•uiescentHvematopoieticH temHqellsHinHodultH
vematopoiesisVVHBloodTH2006THYXfTHbZXbUbZXb 2.2

64 WholeHuenomeHZcXyH N”HorrayHollowsHforHretectionHofH”reviouslyHβnidentifiedHzesionsHinH
qhromosomeHcHinH”atientsHwithHMr VVHBloodTH2006THYXfTHZacXUZacX 2.2

63 ueneticH”rofilingHofHMyeloproliferativeHrisordersHbyH ingleHNucleotideH”olymorphismH
“ligonucleotideHMicroarrayVVHBloodTH2006THYXfTHZdffUZdff 2.2

62 sviUYHwsHsssentialHforHsxpansionHandHMaintenanceHofHvematopoieticH temHqellsVVHBloodTH2006THYXfTHefaUefa2.2

61 vighlyHsfficientHsxHδivoHsxpansionHofHvumanHvematopoieticH temHqellsHβsingHreltaYUtcHqhimericH
”roteinVVHBloodTH2006THYXfTHYaaZUYaaZ 2.2

60 viddenHobnormalitiesHandHNovelHqlassificationHofHtPYciYeQHo”zHpasedHonHuenomicHolterationsVVH
BloodTH2007THYYXTHbYaaUbYaa 2.2
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59 uainUofUtunctionHMutationsHandHqopyHNumberHwncreasesHofHNotchZHinHriffuseHzargeHpUqellH
zymphomaVVHBloodTH2007THYYXTHdgcUdgc 2.2

58 vighHtrequencyHofHzossHofHveterozygosityHrueHtoHβniparentalHrisomyHorHolleleHreletionHofH“cularH
odnexalHMozαUαypeHzymphomaVVHBloodTH2007THYYXTHZdZbUZdZb 2.2

57 vighU–esolutionHonalysesHofHueneticHandHspigeneticHoberrationsHinHwnfantHzeukemiaHwithHMzzH
–earrangementVVHBloodTH2007THYYXTHbZafUbZaf 2.2

56 ueneticH”rofilingHofHodultHocuteHzymphoblasticHzeukemiaHqellsHbyH ingleHNucleotideH”olymorphismH
“ligonucleotideHMicroarrayVVHBloodTH2007THYYXTHZfXeUZfXe 2.2

55 wmplicationHofHoMzYW–βNXYHtunctionHinHtheHvomeostasisHandHzeukemicHαransformationHofH
vematopoieticH temHqellsVVHBloodTH2007THYYXTHbYYeUbYYe 2.2

54 NewHtargetesHandHbiomarkersHinHhematologicalHmalignanciesVHProceedingsaforaAnnualaMeetingaofathea
JapaneseaPharmacologicalaSocietyTH2018THWq”ZXYfTH YZZUa 0

53 onalysisHofHuenomicH”redispositionsHtoH poradicHMyeloidHNeoplasmsHMediatedHpyHrrXbYHinHxapanVH
BloodTH2018THYaZTHbaeYUbaeY 2.2

52 MutantHo XzYHrisruptsH”araspeckleHtormationHthroughHoberrantHwnteractionHwithHNonoHinH
vematopoieticHqellsVHBloodTH2019THYabTHZcYbUZcYb 2.2

51 uenomicHanalysisHofHtwoHrareHcasesHofHpediatricH”hUpositiveHαUozzVHPediatricaBloodaandaCancerTH2021THeZgbZe3

50 qlinicalHteaturesHofH”atientsHwithHo XzYHandHo XzZHMutationsHinH”ediatricHocuteHMyeloidHzeukemiaVH
BloodTH2014THYZbTHYXZbUYXZb 2.2

49 αheHqlinicalHandHueneticHteaturesHofHryskeratosisHqongenitaTHqrypticHryskeratosisHqongenitaTHandH
voyeraalUvreidarssonH yndromeHinHxapanVHBloodTH2014THYZbTHYdXfUYdXf 2.2

48 onHodverseH”rognosticHsffectHofHvomozygousHαsαZHMutationalH tatusHonHtheH–elapseH–iskHofHocuteH
MyeloidHzeukemiaH”atientsHofHNormalHyaryotypeVHBloodTH2014THYZbTHYXcZUYXcZ 2.2

47 qhronicHMyelomonocyticHzeukemiaHPqMMzQHqanHbeHqategorizedHpyHoncestralHMutationalHsventsVH
BloodTH2014THYZbTHYfgaUYfga 2.2

46 qlinicalHandHMolecularH ignificanceHofH”eripheralHploodHqellUtreeHrNoHinHpUqellHzymphomasHforH
retectionHofHueneticHMutationsHandHqorrelationHwithHriseaseH tatusVHBloodTH2014THYZbTHYdcfUYdcf 2.2

45 wmpactHandHtunctionHofH omaticH”vtdHMutationsHinHMyeloidHNeoplasmsVHBloodTH2014THYZbTHacfYUacfY 2.2

44 wdentificationHofHqellUαypeU pecificHMutationsHinHongioimmunoblasticHαUqellHzymphomaVHBloodTH2014
THYZbTHaXZcUaXZc 2.2

43 –esistanceHofHvematopoieticH temHqellsHzackingHtheHyw–HzigandHtoHoutologousHNyHqellHottacksHinH
”atientsHwithHocquiredHoplasticHonemiaVHBloodTH2014THYZbTHZgagUZgag 2.2

42 WholeUsxomeH equencingH–evealsHaH”aucityHofH omaticHueneHMutationsHinHoplasticHonemiaHandH
–efractoryHqytopeniaHofHqhildhoodVHBloodTH2014THYZbTHbaffUbaff 2.2
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41 MolecularHprofilingHofHmyelodysplasticHsyndromesVHTenriaMedicalaBulletinTH2015THYfTHYUYd 0

40 zongUtermHoutcomeHofHsixHmonthsHmaintenanceHchemotherapyHforHozzHinHchildrenhHαqq uHzgZUYasH
studyVVHJournalaofaClinicalaOncologyTH2015THaaTHYXXaZUYXXaZ 2.2

39 αheHlandscapeHandHclonalHarchitectureHinHlowerHgradeHgliomaVVHJournalaofaClinicalaOncologyTH2015THaaTHZXXfUZXXf2.2

38 NextUuenerationH equencingH–evealH”roviralHuenomeHandHαranscriptomeHinHodultHαUqellH
zeukemiaWzymphomaVHBloodTH2015THYZdTHaffZUaffZ 2.2

37 q“zboYHisHaHNovelHqausativeHueneH–esponsibleHforHqongenitalHvemolyticHonemiaTH–epresentingH
qharacteristicHqlinicalHqourseHinHwnfantsVHBloodTH2015THYZdTHgabUgab 2.2

36 reterminantsHofH”henotypicHqommitmentHandHqlonalH”rogressionUUqonclusionsHfromHtheH tudyHofH
qlonalHorchitectureHinHqMMzVHBloodTH2015THYZdTHZfbfUZfbf 2.2

35 tunctionalHqharacterizationHofHaHNovelHutwYpHMutationHqausingHqongenitalH
MacrothrombocytopeniaVHBloodTH2015THYZdTHecUec 2.2

34 qlonalHsvolutionHinH–elapsedH”ediatricHocuteHzymphoblasticHzeukemiaVHBloodTH2015THYZdTHYbZcUYbZc 2.2

33 MyelodysplasticH yndromeH”atientsH howHMutationU pecificHrNoHMethylationH”atternsVHBloodTH2015
THYZdTHYdbdUYdbd 2.2

32 NetworkUpasedHonalysisHofHsxomeH equencingHMutationsHwdentifiesHMolecularH ubtypesHofH
MyelodysplasticH yndromesVHBloodTH2015THYZdTHdYYUdYY 2.2

31 ueneHsxpressionH”rofilesHandHMethylationHonalysisHinHrownH yndromeH–elatedHocuteH
zymphoblasticHzeukemiaVHBloodTH2016THYZfTHbXfbUbXfb 2.2

30 o XzZHwsH–ecurrentlyHMutatedHinHtPfiZYQHoMzHandH–egulatesHvematopoieticHrevelopmentVHBloodTH
2016THYZfTHYXcYUYXcY 2.2

29  tructuralHδariationsHwnvolvingH”rogrammedHreathHzigandsHinHpUqellHandHαUqellHzymphomasVHBloodTH
2016THYZfTHbYXcUbYXc 2.2

28 MutationsHofHtheH pliceosomeHqomplexHuenesH“ccurHwnHodultH”atientsHbutHoreHδeryH–areHwnHqhildrenH
withHMyeloidHNeoplasiaVHBloodTH2011THYYfTHZegeUZege 2.2

27 tunctionalHonalysisHofH – tZHMutationsHinHMyelodysplasticH yndromesHandH–elatedHrisordersVHBlood
TH2011THYYfTHYeXdUYeXd 2.2

26 αsαZHMutationsH–evealedHbyHWholeHuenomeH equencingHinHodultHαUqellHzeukemiaVVHBloodTH2012TH
YZXTHZdgeUZdge 2.2

25 WholeHsxomeH equencingH–evealsH pectrumHofHueneHMutationsHinH”ediatricHoMzVHBloodTH2012THYZXTHYZbUYZb2.2

24 MolecularHriversityHretectedHbyHWholeHsxomeH equencingHinHqhronicHMyelomonocyticHzeukemiaVH
BloodTH2012THYZXTHaYXUaYX 2.2

Seishi Ogawa

24



23 –ecurrentHMutationsHofHMultipleHqomponentsHofHqohesinHqomplexHinHMyeloidHNeoplasmsVHBloodTH
2012THYZXTHefZUefZ 2.2

22 MutationalH pectrumHofHMyelodysplasticH yndromeHMalignanciesH–evealedHbyHWholeHsxomeH
 equencingVHBloodTH2012THYZXTHaXeUaXe 2.2

21 yaryotypicHandHueneticHobnormalitiesHossociatedHwithHqlonalHsvolutionHinH”aroxysmalHNocturnalH
vemoglobinuriaVVHBloodTH2012THYZXTHZaeYUZaeY 2.2

20 WholeHsxomeHonalysisH–evealsH pectrumHofHueneHMutationsHinHxuvenileHMyelomonocyticHzeukemiaVH
BloodTH2012THYZXTHYeXUYeX 2.2

19 –educedHαetZHtunctionHqontributesHtoHrevelopmentHofH”eripheralHαUqellHzymphomaHwithHtollicularH
velperHαUqellUzikeHteaturesHinHMiceVHBloodTH2012THYZXTHYZggUYZgg 2.2

18 NovelH–ecurrentHMutationsHinHtheH–asUzikeHuα”UpindingHueneH–itYHinHMyeloidHMalignanciesVHBloodTH
2012THYZXTHccfUccf 2.2

17 svidenceHαhatHu”wUo”U pecificHqαzsHoreHNotHwnvolvedHwnHαheHâ��escapeâ��H“fH”igaHmutantH
vematopoieticH temHqellsHwnHoplasticHonemiaVHBloodTH2013THYZZTHYZbXUYZbX 2.2

16 WholeHsxomeH equencingHretectingHyinesinHtamilyHueneHrefectsHwnHMyeloidHNeoplasmVHBloodTH
2013THYZZTHZedZUZedZ 2.2

15 qoncurrentHzossH“fHszhZHandHαetZHqooperatesHwnHαheH”athogenesisH“fHMyelodysplasticHrisordersTVH
BloodTH2013THYZZTHbfXUbfX 2.2

14 wmpactH“fHvzoHolleleHandHvaplotypeH“nHocuteHuraftUδersusUvostHriseaseHandH urvivalHofterH
vematopoieticH temHqellHαransplantationHtromHβnrelatedHronorVHBloodTH2013THYZZTHeXfUeXf 2.2

13 WholeHsxomeH equencingH howsHaH”aucityH“fH omaticHueneHMutationsHwnH”ediatricHwdiopathicHponeH
MarrowHtailureH yndromeVHBloodTH2013THYZZTHaeXfUaeXf 2.2

12  omaticHMutationsHandHzossU“fUveterozygosityHwmpairHαheHrNoH–epairHtunctionsH“fHqβXYHinH
MyelodysplasticH yndromesHPMr QVHBloodTH2013THYZZTHYZbdUYZbd 2.2

11 oHNovelHriagnosticHMethodHtorHowαzHpyHretectingH–v“oHuYeδHvotspotHMutationHβsingH
olleleU pecificH–ealUαimeH”q–VHBloodTH2013THYZZTHaXXXUaXXX 2.2

10 WholeHsxomeH equencingHPâ��mutatomeâ��QH“fHreletionHcqVHBloodTH2013THYZZTHdcdUdcd 2.2

9 WholeHsxomeHonalysisH“fHuermlineHolterationsHossociatedHWithHMyelodysplasticH yndromeVHBloodTH
2013THYZZTHZfXXUZfXX 2.2

8 ueneticHzandscapesH“fHqhildhoodHαUqellHocuteHzymphoblasticHzeukemiaVHBloodTH2013THYZZTHaefdUaefd 2.2

7 rramaticHresponseHtoHencorafenibHinHaHpatientHwithHsrdheimUqhesterHdiseaseHharboringHtheHp–otH
mutationVHAmericanaJournalaofaHematologyTH2021THgdTHsZgcUsZgf 7.1

6 qlonalHqytopeniaHofHβndeterminedH ignificanceHinHaH”atientHwithHqongenitalHWilmsOHαumorHYHandH
ocquiredHrNMαaoHueneHMutationsVHInternalaMedicineTH2021THdXTHaefcUaeff 1.1
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5 sssentialHthrombocythaemiaHwithHaggressiveHmegakaryocytosisHafterHmyelofibroticHtransformationVH
HematologyTH2021THZdTHcgbUdXX 2.2

4 oHgrowingHgeneticHtreeHinHtheHsoilHofHprostateVHCellaStemaCellTH2021THZfTHYYfcUYYfe 18

3
 uccessfulHtreatmentHofHhepatosplenicHαUcellHlymphomaHwithHfludarabineTHhighUdoseHcytarabineHandH
subsequentHunrelatedHumbilicalHcordHbloodHtransplantationVHInternationalaJournalaofaHematologyTH
2021THY

2.3

2 ueneticHfeaturesHofHpUcellHlymphoblasticHlymphomaHwithHαqtaU”pXYVHCanceraReportsTH2021THeYccg 1.5

1 slderlyUonsetHsystemicHspsteinâ��parrHvirusUpositiveHαUcellHlymphomaHofHchildhoodVHPathologya
InternationalT 1.8
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