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95 zunctionalLwharacterizationLofLStructuralL|enomicsLProteinsLinLtheLwrotonaseLSuperfamilybbLACSk
ChemicalkBiology_L2022_L 4.9 3

94
VersatileLseparationLofLnucleotidesLfromLbacterialLcellLlysatesLusingLstrongLanionLexchangeL
chromatographybLJournalkofkChromatographykB:kAnalyticalkTechnologieskinkthekBiomedicalkandkLifek
Sciences_L2021_Leell_Lefgdhh

3.2 0

93 δγRLresonanceLassignmentsLforLtheLnucleotideLbindingLdomainsLofLtheLybLcoliLclampLloaderL
complexL˛‡LsubunitbLBiomolecularkNMRkAssignments_L2021_Lei_Lfleafli 0.7

92  dentification_LwharacterizationLandLxrugLxiscoveryLforLδovelLTargetLSitesLforLSuRSawoVafLProteinsbL
FASEBkJournal_L2021_Lgi_L 0.9 78

91 xδuLudductomicsLbyLmassLtagLprelabelingbLRapidkCommunicationskinkMasskSpectrometry_L2021_Lgi_Lemdmi2.2 0

90 xδuLrepairL|LUmuxwLβesionLvypassLxδuLPolymeraseLVL2021_Lgghaghh

89 wompleteLenzymaticLdigestionLofLdoubleastrandedLRδuLtoLnucleosidesLenablesLaccurateL
quantificationLofLdsRδubLAnalyticalkMethods_L2021_Leg_Lekmaeli 3.2 1

88 xδuLRecognitioncProcessingL|LxδuLPolymeraseL   _LvacterialL2021_Lhjdahke

87 udaptingLUndergraduateLResearchLtoLRemoteLWorkLtoL ncreaseLyngagementbLThekBiophysicist_L2021
_Lf_Lflagf 1 0

86 γultiproteinLybLcoliLSSvassxδuLcomplexLshowsLbothLstableLbindingLandLrapidLdissociationLdueLtoL
interproteinLinteractionsbLNucleickAcidskResearch_L2021_Lhm_Leigfaeihm 20.1 6

85 ProbingLremoteLresiduesLimportantLforLcatalysisLinLyscherichiaLcoliLornithineLtranscarbamoylasebL
PLoSkONE_L2020_Lei_Ledfflhlk 3.7 2

84 xynamicsLofLtheLyb´ coliL˛†awlampLximerL nterfaceLandL tsL nfluenceLonLxδuLβoadingbLBiophysicalk
Journal_L2019_Leek_Lilkajde 2.9 6

83 yngineeringLPolymerasesLforLδewLzunctionsbLTrendskinkBiotechnology_L2019_Lgk_Ledmeaeedg 15.1 16

82 γammalianLxδuLPolymeraseLαappaLuctivityLandLSpecificitybLMolecules_L2019_Lfh_L 4.8 12

81 ThinkingLκutsideLtheL nformaticsLvoxnLwomputedLwhemicalLPropertiesLforLProteinLzunctionL
unnotationbLFASEBkJournal_L2019_Lgg_Lhkgbi 0.9

80 wharacterizingLtheLconformationalLdynamicsLforLxδuLloadingLofLtheLyscherichiaLcoliLxδuL
polymeraseL   LsubunitLbetaLclampbLFASEBkJournal_L2019_Lgg_Lkkjbh 0.9

79 TheLresponseLofLyscherichiaLcoliLtoLtheLalkylatingLagentsLchloroacetaldehydeLandLstyreneLoxidebL
MutationkResearchkzkGenetickToxicologykandkEnvironmentalkMutagenesis_L2019_Llhd_Leaed 3 4
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78 zunctionalLclassificationLofLproteinLstructuresLbyLlocalLstructureLmatchingLinLgraphLrepresentationbL
ProteinkScience_L2018_Lfk_Leefiaeegi 6.3 5

77 PredictionLofLuctiveLSiteLandLxistalLResiduesLinLybLcoliLxδuLPolymeraseL   LalphaLPolymeraseLuctivitybL
Biochemistry_L2018_Lik_Ledjgaedkf 3.2 9

76 wharacterizationLofLδineLwanceraussociatedLVariantsLinL’umanLxδuLPolymeraseL˛”bLChemicalk
ResearchkinkToxicology_L2018_Lge_Ljmkakee 4 3

75 ProbingLtheLroleLofLdistalLresiduesLinLxinvLandLPolLαappaLinLtheLextensionLstepLofLxδuLdamageL
bypassbLFASEBkJournal_L2018_Lgf_Ljhjbg 0.9

74 UnderstandingL’owLxistalLResiduesLPlayLaLRoleLinLParkinLuctivitybLFASEBkJournal_L2018_Lgf_Ljihbk 0.9

73 ylectrostaticLinteractionsLinLnaturalLenzymesnLWhatLcanLweLlearnLforLenzymeLdesignsbLFASEBkJournal
_L2018_Lgf_Ljiibfj 0.9

72 SingleamoleculeLmechanochemicalLcharacterizationLofLybLcoliLpolL   LcoreLcatalyticLactivitybLProteink
Science_L2017_Lfj_Lehegaehfj 6.3 15

71 δγRLresonanceLassignmentsLforLtheLδaterminalLdomainLofLtheL˛·LsubunitLofLtheLybLcoliL˛‡LclampL
loaderLcomplexbLBiomolecularkNMRkAssignments_L2017_Lee_Lejmaekg 0.7 1

70
wompoundLdesignLguidelinesLforLevadingLtheLeffluxLandLpermeationLbarriersLofLyscherichiaLcoliLwithL
theLoxazolidinoneLclassLofLantibacterialsnLTestLcaseLforLaLgeneralLapproachLtoLimprovingLwholeLcellL
|ramanegativeLactivitybLBioorganickandkMedicinalkChemistrykLetters_L2017_Lfk_Ligedaigfe

2.9 11

69  dentificationLofLtheLximerLyxchangeL nterfaceLofLtheLvacterialLxδuLxamageLResponseLProteinL
UmuxbLBiochemistry_L2017_Lij_Lhkkgahkli 3.2 5

68 ’umanLYazamilyLxδuLPolymeraseL˛”L sLγoreLTolerantLtoLwhangesLinL tsLuctiveLSiteLβoopLthanL tsL
κrthologLyscherichiaLcoliLxinvbLChemicalkResearchkinkToxicology_L2017_Lgd_Lfddfafdef 4 3

67 ThrowingLuwayLtheLwookbooknL mplementingLwourseavasedLUndergraduateLResearchLyxperiencesL
UwURysVLinLwhemistrybLACSkSymposiumkSeries_L2017_Lggajg 0.4 27

66 uLProfessionalLxevelopmentL’andbookLforLδewLzacultybLACSkSymposiumkSeries_L2017_Legafe 0.4

65 ulteringLtheLδaterminalLarmsLofLtheLpolymeraseLmanagerLproteinLUmuxLmodulatesLproteinL
interactionsbLPLoSkONE_L2017_Lef_Ledekggll 3.7 2

64 βocalLstructureLbasedLmethodLforLpredictionLofLtheLbiochemicalLfunctionLofLproteinsnLupplicationsL
toLglycosideLhydrolasesbLMethods_L2016_Lmg_Lieajg 4.6 4

63
ProgressLagainstLyscherichiaLcoliLwithLtheLκxazolidinoneLwlassLofLuntibacterialsnLTestLwaseLforLaL
|eneralLupproachLToL mprovingLWholeawellL|ramaδegativeLuctivitybLACSkInfectiouskDiseases_L2016_L
f_Lhdiafj

5.5 23

62 VisualizingLtheLδonhomogeneousLStructureLofLRuxieLzilamentsLUsingLδanofluidicLwhannelsbL
Langmuir_L2016_Lgf_Llhdgaef 4 8

61
PointLmutationsLinLyscherichiaLcoliLxδuLpolLVLthatLconferLresistanceLtoLnonacognateLxδuLdamageL
alsoLalterLproteinaproteinLinteractionsbLMutationkResearchkzkFundamentalkandkMolecularkMechanismsk
ofkMutagenesis_L2015_Lkld_Leaeh

3.3 4
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60 StericLgateLresiduesLofLYafamilyLxδuLpolymerasesLxinvLandLpolLkappaLareLcrucialLforLdδTPainducedL
conformationalLchangebLDNAkRepair_L2015_Lfm_Ljiakg 4.3 13

59 viochemicalLfunctionalLpredictionsLforLproteinLstructuresLofLunknownLorLuncertainLfunctionbL
ComputationalkandkStructuralkBiotechnologykJournal_L2015_Leg_Lelfame 6.8 58

58 δoncognateLxδuLdamageLpreventsLtheLformationLofLtheLactiveLconformationLofLtheLYafamilyLxδuL
polymerasesLxinvLandLxδuLpolymeraseL˛”bLFEBSkJournal_L2015_Lflf_Lfjhjajd 5.7 8

57 PredictionLofLdistalLresidueLparticipationLinLenzymeLcatalysisbLProteinkScience_L2015_Lfh_Lkjfakl 6.3 19

56 RemoteLResiduesLuffectLStabilityLofLκrnithineLTranscarbamylasebLFASEBkJournal_L2015_Lfm_Likfbfm 0.9

55 δonacognateLxδuLdamageLpreventsLformationLofLactiveLconformationLofLYafamilyLxδuL
polymerasesLxinvLandLpolLkappabLFASEBkJournal_L2015_Lfm_Lijebl 0.9

54  nvestigationLofLtheLγechanismLofLuctionLofLκxazolidinonesbLFASEBkJournal_L2015_Lfm_Likibed 0.9 1

53 wharacterizationLofLtheLδaterminalLurmsLofLtheLPolymeraseLγanagerLProteinLUmuxbLFASEBkJournal_L
2015_Lfm_Lijebed 0.9

52 yxpressionLandLpurificationLofLputativeLYafamilyLpolymeraseLxinvLfromLSinorhizobiumLmelilotibL
FASEBkJournal_L2015_Lfm_Lijebh 0.9

51 xirectedLyvolutionLofLxinvLinLyscherichiaLcoliLbyL’ydroxylamineLγutagenesisLandLUVLSelectionbL
FASEBkJournal_L2015_Lfm_Lijdbi 0.9

50 zunctionalLwharacterizationLofLStructuralL|enomicsLProteinsLinLtheLwrotonaseLSuperfamilybLFASEBk
Journal_L2015_Lfm_Likgbel 0.9

49 StructureLactivityLrelationshipLstudyLofLγezzettiasidesLnaturalLproductsLandLtheirLfourLnewL
disaccharideLanaloguesLforLanticancercantibacterialLactivitybLMedChemComm_L2014_Li_Leeglaeehf 5 10

48 wryptocaryolLStructureauctivityLRelationshipLStudyLofLwancerLwellLwytotoxicityLandLubilityLtoL
StabilizeLPxwxhbLACSkMedicinalkChemistrykLetters_L2014_Li_Liffaj 4.3 19

47 wonformationalLanalysisLofLprocessivityLclampsLinLsolutionLdemonstratesLthatLtertiaryLstructureL
doesLnotLcorrelateLwithLproteinLdynamicsbLStructure_L2014_Lff_Likfaile 5.2 21

46 UseLofLzRyTLtoLStudyLxynamicsLofLxδuLReplicationL2014_Lmiaeee

45 ximerLexchangeLandLcleavageLspecificityLofLtheLxδuLdamageLresponseLproteinLUmuxbLBiochimicakEtk
BiophysicakActakzkProteinskandkProteomics_L2013_Lelgh_Ljeeafd 4 10

44 xiscriminationLagainstLmajorLgrooveLadductsLbyLYafamilyLpolymerasesLofLtheLxinvLsubfamilybLDNAk
Repair_L2013_Lef_Lkegaff 4.3 13

43 PolymeraseLmanagerLproteinLUmuxLdirectlyLregulatesLyscherichiaLcoliLxδuLpolymeraseL   L˛–LbindingL
toLssxδubLNucleickAcidskResearch_L2013_Lhe_Llmimajl 20.1 9
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42 PointLmutationsLinLyscherichiaLcoliLxδuLpolLVLthatLconferLresistanceLtoLnonacognateLxδuLdamagebL
FASEBkJournal_L2013_Lfk_Lkilbf 0.9

41 wonformationalLanalysisLofLprocessivityLclampsLdemonstratesLthatLtertiaryLstructureLdoesLnotL
correlateLwithLstructuralLdynamicsbLFASEBkJournal_L2013_Lfk_Lihebe 0.9

40 UmuxLparticipatesLinLaLprimitiveLxδuLdamageLcheckpointLbyLinteractingLwithLxδuLpolL   L˛–LandLSSvbL
FASEBkJournal_L2013_Lfk_Liglbg 0.9

39 SuccessfulLcomputationalLpredictionLofLactiveLsiteLandLdistalLresiduesLessentialLforLfunctionLinLxδuL
polymeraseL   LalphaLsubunitbLFASEBkJournal_L2013_Lfk_Lihebg 0.9

38 womputationalLpredictionLandLvalidationLofLputativeLketosteroidLisomeraseLUαS VLstructuralL
genomicsLproteinsbLFASEBkJournal_L2013_Lfk_Lleebi 0.9

37 yffectsLofLnonacatalytic_LdistalLaminoLacidLresiduesLonLactivityLofLybLcoliLxinvLUxδuLpolymeraseL VVbL
EnvironmentalkandkMolecularkMutagenesis_L2012_Lig_Lkjjakj 3.2 16

36 γultipleLstrategiesLforLtranslesionLsynthesisLinLbacteriabLCells_L2012_Le_Lkmmalge 7.9 18

35 SelectiveLdisruptionLofLtheLxδuLpolymeraseL   L˛–a˛†LcomplexLbyLtheLumuxLgeneLproductsbLNucleick
AcidskResearch_L2012_Lhd_Liieeaff 20.1 13

34 PointLmutationsLinLyscherichiaLcoliLxδuLpolLVLthatLconferLresistanceLtoLnonacognateLxδuLdamagebL
FASEBkJournal_L2012_Lfj_Ligmbeh 0.9

33 γultipleLformsLofLtheLybLcoliLSκSLresponseLproteinLUmuxbLFASEBkJournal_L2012_Lfj_Ligmbk 0.9

32 SuccessfulLcomputationalLpredictionLofLresiduesLimportantLforLfunctionLinLxδuLpolymeraseL   LalphaL
subunitbLFASEBkJournal_L2012_Lfj_Lkgmbe 0.9

31 xiscriminationLagainstLtheLcytosineLanalogLtwLbyLyscherichiaLcoliLxδuLpolymeraseL VLxinvbLJournalk
ofkMolecularkBiology_L2011_Lhdm_Llmaedd 6.5 12

30 yscherichiaLcoliLYLfamilyLxδuLpolymerasesbLFrontierskinkBiosciencekzkLandmark_L2011_Lej_Lgejhalf 2.8 21

29
wrystalLstructureLofLaLmetaladependentLphosphoesteraseLUYP_meddflbeVLfromLvifidobacteriumL
adolescentisnLwomputationalLpredictionLandLexperimentalLvalidationLofLphosphoesteraseLactivitybL
Proteins:kStructureykFunctionkandkBioinformatics_L2011_Lkm_Lfehjajd

4.2 11

28 ylectronLspinLlabelingLrevealsLtheLhighlyLdynamicLδaterminalLarmsLofLtheLSκSLmutagenesisLproteinL
UmuxbLMolecularkBioSystems_L2011_Lk_Lgelgaj 6

27 yscherichiaLcoliLprocessivityLclampL˛†LfromLxδuLpolymeraseL   LisLdynamicLinLsolutionbLBiochemistry_L
2011_Lid_Limilajl 3.2 34

26 uLtaleLofLtwoLisomerasesnLcompactLversusLextendedLactiveLsitesLinLketosteroidLisomeraseLandL
phosphoglucoseLisomerasebLBiochemistry_L2011_Lid_Lmflgami 3.2 28

25 wharacterizationLofLyscherichiaLcoliLUmuwLactiveasiteLloopsLidentifiesLvariantsLthatLconferLUVL
hypersensitivitybLJournalkofkBacteriology_L2011_Lemg_Lihddaee 3.5 8
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24 TheLdimericLSκSLmutagenesisLproteinLUmuxLisLactiveLasLaLmonomerbLJournalkofkBiologicalkChemistry_L
2011_Lflj_Lgjdkaek 5.4 13

23 xiscriminationLagainstLtheLzluorescentLwytosineLunalogLtwLbyLyscherichiaLcoliLxδuLPolymeraseL VL
xinvbLFASEBkJournal_L2011_Lfi_Llldbee 0.9

22  dentificationLofLcriticalLresiduesLinLxδuLpolymeraseL   LalphaLthroughLproteinLengineeringbLFASEBk
Journal_L2011_Lfi_Llldbh 0.9

21 wonformationalLandLdynamicLcharacterizationLofLtheLyscherichiaLcoliLxδuLpolymeraseL   LbetaL
processivityLclampbLFASEBkJournal_L2011_Lfi_Llldbf 0.9

20 ybLcoliLUmuxLconformationalLdynamicsLinLresponseLtoLxδuLdamagebLFASEBkJournal_L2011_Lfi_Liddbee 0.9

19  nvestigatingLtheLinteractionLbetweenLtheLalphaLsubunitLofLxδuLpolymeraseL   LandLUmuxbLFASEBk
Journal_L2011_Lfi_Llldbm 0.9

18 TheLRolesLofLUmuxLinLRegulatingLγutagenesisbLJournalkofkNucleickAcids_L2010_Lfded_L 2.3 14

17 wonformationalLdynamicsLofLtheLyscherichiaLcoliLxδuLpolymeraseLmanagerLproteinsLUmuxLandL
UmuxTbLJournalkofkMolecularkBiology_L2010_Lgml_Lhdaig 6.5 20

16 yvidenceLforLmultipleLactiveLformsLofLtheLxδuLdamageLresponseLproteinLUmuxbLFASEBkJournal_L
2010_Lfh_Llkibh 0.9

15 xδuLdamageLresponseLproteinLUmuxLdisplaysLconformationalLdynamicsbLFASEBkJournal_L2010_Lfh_Llldbf 0.9

14 PolymeraseLSwitchingLinLResponseLtoLxδuLxamageL2010_Lfheafmf 1

13 StericLgateLvariantsLofLUmuwLconferLUVLhypersensitivityLonLyscherichiaLcolibLJournalkofkBacteriology_L
2009_Leme_Lhleiafg 3.5 15

12 wharacterizationLofLnovelLallelesLofLtheLyscherichiaLcoliLumuxwLgenesLidentifiesLadditionalL
interactionLsitesLofLUmuwLwithLtheLbetaLclampbLJournalkofkBacteriology_L2009_Leme_Limedafd 3.5 14

11 SongnLSκSLUToLtheLTuneLofLuvvuTsLNSκSNVbLBiochemistrykandkMolecularkBiologykEducation_L2009_Lgk_Lgej 1.3 1

10 RegulationLofLxδuLdamageLresponsesLbyLtheLpolymeraseLmanagerLproteinsLUmuxLandLUmuxsbL
FASEBkJournal_L2009_Lfg_Llgkbe 0.9

9 xistinctLdoubleaLandLsingleastrandedLxδuLbindingLofLybLcoliLreplicativeLxδuLpolymeraseL   LalphaL
subunitbLACSkChemicalkBiology_L2008_Lg_Likkalk 4.9 26

8 StericL|ateLVariantsLinLaLYLfamilyLxδuLPolymeraseLwonferLUVa’ypersensitivitybLFASEBkJournal_L2008_L
ff_Lmmdbg 0.9

7 xynamicsLofLtheLpolymeraseLmanagerLproteinLUmuxnLxδuLdamageLtoleranceLinLybLcolibLFASEBk
Journal_L2008_Lff_Limebh 0.9
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6 YafamilyLxδuLpolymerasesLinLyscherichiaLcolibLTrendskinkMicrobiology_L2007_Lei_Lkdak 12.4 116

5 uctiveLsiteLmutationsLinLtheLYLfamilyLxδuLpolymeraseLUmuwLcauseLhypersensitivityLtoLUVLlightLandL
areLdominantLnegativebLFASEBkJournal_L2007_Lfe_Lujim 0.9

4 uLnonacleavableLUmuxLvariantLthatLactsLasLaLUmuxTLmimicbLJournalkofkBiologicalkChemistry_L2006_L
fle_Lmjggahd 5.4 22

3 wharacterizationLofLyscherichiaLcoliLtranslesionLsynthesisLpolymerasesLandLtheirLaccessoryLfactorsbL
MethodskinkEnzymology_L2006_Lhdl_Lgelahd 1.7 39

2 TwoLprocessivityLclampLinteractionsLdifferentiallyLalterLtheLdualLactivitiesLofLUmuwbLMoleculark
Microbiology_L2006_Lim_Lhjdakh 4.1 33

1 uLδonacleavableLUmuxLvariantLthatLactsLasLaLUmuxâ��LmimicbLFASEBkJournal_L2006_Lfd_Lβvii 0.9
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