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Collection, genotyping and virus elimination of cassava landraces from Tanzania and documentation
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Genetic analysis and QTL mapping for multiple biotic stress resistance in cassava. PLoS ONE, 2020, 15,
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A global overview of cassava genetic diversity. PLoS ONE, 2019, 14, e0224763.

Genome-wide association mapping and genomic prediction for CBSD resistance in Manihot esculenta. 3.3 66
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Genomics-Assisted Breeding in the CGIAR Research Program on Roots, Tubers and Bananas (RTB).
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Single nucleotide polymorphism (SNP) diversity of cassava genotypes in relation to cassava brown
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A time series transcriptome analysis of cassava (Manihot esculenta Crantz) varieties challenged with
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QTL associated with resistance to cassava brown streak and cassava mosaic diseases in a bi-parental
cross of two Tanzanian farmer varieties, Namikonga and Albert. Theoretical and Applied Genetics, 2017, 3.6 39
130, 2069-2090.

QTL Mapping for Pest and Disease Resistance in Cassava and Coincidence of Some QTL with
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Eleven years of breeding efforts to combat cassava brown streak disease. Breeding Science, 2016, 66, 19 75
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Sequencing wild and cultivated cassava and related species reveals extensive interspecific
hybridization and genetic diversity. Nature Biotechnology, 2016, 34, 562-570.

The triploid East African Highland Banana (EAHB) genepool is genetically uniform arising from a single
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Cassava Virus Diseases. Advances in Virus Research, 2015, 91, 85-142.

Field evaluation of selected cassava genotypes for cassava brown streak disease based on symptom
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Genetic Mapping Using Genotypinga€bya€sequencing in the Clonally Propagated Cassava. Crop Science,
2014, 54,1384-1396.

Genetic diversity of cassava (<i>Manihot esculenta</i>Crantz) landraces and cultivars from
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Information Resources for Cassava Research and Breeding. Tropical Plant Biology, 2012, 5, 140-151.

Post-flooding disaster crop diversity recovery: a case study of Cowpea in Mozambique. Disasters, 2012,
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Identification, validation and high-throughput genotyping of transcribed gene SNPs in cassava.
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Identification, characterisation and application of single nucleotide polymorphisms for diversity
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Biogeography of wild Arachis (Leguminosae):distribution and environmental characterisation.
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