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Vacuolar invertase regulates elongation of Arabidopsis thaliana roots as revealed by QTL and mutant
analysis. Proceedings of the National Academy of Sciences of the United States of America, 2006, 103,
2994-2999.

7.1 171
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Analysis of natural allelic variation in <i>Arabidopsis</i> using a multiparent recombinant inbred line
population. Proceedings of the National Academy of Sciences of the United States of America, 2011, 108,
4488-4493.

7.1 137
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66 An integrated genetic/RFLP map of theArabidopsis thalianagenome. Plant Journal, 1993, 3, 745-754. 5.7 123

67 Quantitative Trait Locus Analysis of Growth-Related Traits in a New Arabidopsis Recombinant Inbred
Population. Plant Physiology, 2004, 135, 444-458. 4.8 118

68 Natural variation at Strubbelig Receptor Kinase 3 drives immune-triggered incompatibilities between
Arabidopsis thaliana accessions. Nature Genetics, 2010, 42, 1135-1139. 21.4 117
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