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m Paper IF Citations

130 viologicalZNclinicalNandNpopulationNrelevanceNofNmiNlociNforNbloodNlipidsbNNatureZN2010ZNhjjZNkdkaeg 50.4 2742

129 ~enomeawideNassociationNanalysisNidentifiesNlociNforNtypeNfNdiabetesNandNtriglycerideNlevelsbNScienceZN
2007ZNgejZNeggeaj 33.3 2364

128 ussociationNanalysesNofNfhmZkmjNindividualsNrevealNelNnewNlociNassociatedNwithNbodyNmassNindexbN
NaturefGeneticsZN2010ZNhfZNmgkahl 36.3 2267

127  undredsNofNvariantsNclusteredNinNgenomicNlociNandNbiologicalNpathwaysNaffectNhumanNheightbN
NatureZN2010ZNhjkZNlgfal 50.4 1514

126 LargeascaleNassociationNanalysisNidentifiesNegNnewNsusceptibilityNlociNforNcoronaryNarteryNdiseasebN
NaturefGeneticsZN2011ZNhgZNgggal 36.3 1394

125 SixNnewNlociNassociatedNwithNbodyNmassNindexNhighlightNaNneuronalNinfluenceNonNbodyNweightN
regulationbNNaturefGeneticsZN2009ZNheZNfiagh 36.3 1368

124 xefiningNtheNroleNofNcommonNvariationNinNtheNgenomicNandNbiologicalNarchitectureNofNadultNhumanN
heightbNNaturefGeneticsZN2014ZNhjZNeekgalj 36.3 1339

123 MetaaanalysisNidentifiesNegNnewNlociNassociatedNwithNwaistahipNratioNandNrevealsNsexualNdimorphismN
inNtheNgeneticNbasisNofNfatNdistributionbNNaturefGeneticsZN2010ZNhfZNmhmajd 36.3 724

122 ~enomeNpartitioningNofNgeneticNvariationNforNcomplexNtraitsNusingNcommonNSNPsbNNaturefGeneticsZN
2011ZNhgZNiemafi 36.3 659

121  umanNfetalNhemoglobinNexpressionNisNregulatedNbyNtheNdevelopmentalNstageaspecificNrepressorN
vwLeeubNScienceZN2008ZNgffZNelgmahf 33.3 618

120 xeepNresequencingNofN~WuSNlociNidentifiesNindependentNrareNvariantsNassociatedNwithNinflammatoryN
bowelNdiseasebNNaturefGeneticsZN2011ZNhgZNedjjakg 36.3 584

119 αdentificationNofNtenNlociNassociatedNwithNheightNhighlightsNnewNbiologicalNpathwaysNinNhumanN
growthbNNaturefGeneticsZN2008ZNhdZNilhame 36.3 482

118
~enomeawideNassociationNstudyNshowsNvwLeeuNassociatedNwithNpersistentNfetalNhemoglobinNandN
ameliorationNofNtheNphenotypeNofNbetaathalassemiabNProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaZN2008ZNediZNejfdai

11.5 469

117
xNuNpolymorphismsNatNtheNvwLeeuZN vSeLaMYvZNandNbetaaglobinNlociNassociateNwithNfetalN
hemoglobinNlevelsNandNpainNcrisesNinNsickleNcellNdiseasebNProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaZN2008ZNediZNeeljmakh

11.5 428

116 RareNandNlowafrequencyNcodingNvariantsNalterNhumanNadultNheightbNNatureZN2017ZNihfZNeljaemd 50.4 412

115 unNerythroidNenhancerNofNvwLeeuNsubjectNtoNgeneticNvariationNdeterminesNfetalNhemoglobinNlevelbN
ScienceZN2013ZNghfZNfigak 33.3 400

114 ~enomicNinflationNfactorsNunderNpolygenicNinheritancebNEuropeanfJournalfoffHumanfGeneticsZN2011ZN
emZNldkaef 5.3 335
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113 uNcommonNvariantNofN M~ufNisNassociatedNwithNadultNandNchildhoodNheightNinNtheNgeneralN
populationbNNaturefGeneticsZN2007ZNgmZNefhiaid 36.3 330

112 wommonNvariantsNinNtheN~xziaUQwwNregionNareNassociatedNwithNvariationNinNhumanNheightbNNaturef
GeneticsZN2008ZNhdZNemlafdg 36.3 315

111 zTONgenotypeNisNassociatedNwithNphenotypicNvariabilityNofNbodyNmassNindexbNNatureZN2012ZNhmdZNfjkakf 50.4 304

110 ~enomeawideNassociationNstudyNofNcoronaryNheartNdiseaseNandNitsNriskNfactorsNinNlZdmdNufricanN
umericansnNtheNN LvαNwuReNProjectbNPLoSfGeneticsZN2011ZNkZNeeddegdd 6 249

109 uutoimmuneNdiseasesnNinsightsNfromNgenomeawideNassociationNstudiesbNHumanfMolecularfGeneticsZN
2008ZNekZNReejafe 5.6 232

108 xevelopmentalNapoptosisNinNwbNelegansnNaNcomplexNwyxnariobNNaturefReviewsfMolecularfCellfBiologyZN
2006ZNkZNmkaedl 48.7 226

107 TheNαnfluenceNofNugeNandNSexNonN~eneticNussociationsNwithNudultNvodyNSizeNandNShapenNuN
LargeaScaleN~enomeaWideNαnteractionNStudybNPLoSfGeneticsZN2015ZNeeZNeeddigkl 6 220

106 zineamappingNatNthreeNlociNknownNtoNaffectNfetalNhemoglobinNlevelsNexplainsNadditionalNgeneticN
variationbNNaturefGeneticsZN2010ZNhfZNedhmaie 36.3 208

105 ~eneticNmodelNtestingNandNstatisticalNpowerNinNpopulationabasedNassociationNstudiesNofNquantitativeN
traitsbNGeneticfEpidemiologyZN2007ZNgeZNgilajf 2.6 203

104 uNmetaaanalysisNidentifiesNnewNlociNassociatedNwithNbodyNmassNindexNinNindividualsNofNufricanN
ancestrybNNaturefGeneticsZN2013ZNhiZNjmdaj 36.3 192

103 ProteinaalteringNvariantsNassociatedNwithNbodyNmassNindexNimplicateNpathwaysNthatNcontrolNenergyN
intakeNandNexpenditureNinNobesitybNNaturefGeneticsZN2018ZNidZNfjahe 36.3 186

102 yuropeanNancestryNasNaNriskNfactorNforNatrialNfibrillationNinNufricanNumericansbNCirculationZN2010ZNeffZNfddmaei16.7 171

101 WholeaexomeNsequencingNidentifiesNrareNandNlowafrequencyNcodingNvariantsNassociatedNwithNLxLN
cholesterolbNAmericanfJournalfoffHumanfGeneticsZN2014ZNmhZNfggahi 11 170

100 xeepNresequencingNofN~WuSNlociNidentifiesNrareNvariantsNinNwuRxmZNαLfgRNandNRNzeljNthatNareN
associatedNwithNulcerativeNcolitisbNPLoSfGeneticsZN2013ZNmZNeeddgkfg 6 149

99
~enomeawideNassociationNanalysisNofNbloodapressureNtraitsNinNufricanaancestryNindividualsNrevealsN
commonNassociatedNgenesNinNufricanNandNnonaufricanNpopulationsbNAmericanfJournalfoffHumanf
GeneticsZN2013ZNmgZNihiaih

11 145

98 RareNvariantNassociationNstudiesnNconsiderationsZNchallengesNandNopportunitiesbNGenomefMedicineZN
2015ZNkZNej 14.4 134

97 PolygenicNVersusNMonogenicNwausesNofN ypercholesterolemiaNuscertainedNwlinicallybN
ArteriosclerosistfThrombosistfandfVascularfBiologyZN2016ZNgjZNfhgmafhhi 9.4 130

96 ussociationNofNsickleNcellNtraitNwithNchronicNkidneyNdiseaseNandNalbuminuriaNinNufricanNumericansbN
JAMAfufJournalfoffthefAmericanfMedicalfAssociationZN2014ZNgefZNfeeiafi 27.4 126

(2014-2007)
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95 wandidateNgeneNassociationNresourceNVwuReWnNdesignZNmethodsZNandNproofNofNconceptbNCirculation:f
CardiovascularfGeneticsZN2010ZNgZNfjkaki 125

94 ~enomeawideNassociationNstudyNofNwhiteNbloodNcellNcountNinNejZgllNufricanNumericansnNtheN
continentalNoriginsNandNgeneticNepidemiologyNnetworkNVwO~yNTWbNPLoSfGeneticsZN2011ZNkZNeeddfedl 6 111

93
αmputationNofNexomeNsequenceNvariantsNintoNpopulationaNbasedNsamplesNandN
bloodacellatraitaassociatedNlociNinNufricanNumericansnNN LvαN~ONyxomeNSequencingNProjectbN
AmericanfJournalfoffHumanfGeneticsZN2012ZNmeZNkmhaldl

11 103

92 MetaaanalysisNofNxenseN~enecentricNussociationNStudiesNRevealsNwommonNandNUncommonNVariantsN
ussociatedNwithN eightbNAmericanfJournalfoffHumanfGeneticsZN2011ZNllZNjael 11 103

91 TheNPolygenicNandNMonogenicNvasisNofNvloodNTraitsNandNxiseasesbNCellZN2020ZNelfZNefehaefgebeee 56.2 96

90 RareNandNlowafrequencyNcodingNvariantsNinNwXwRfNandNotherNgenesNareNassociatedNwithN
hematologicalNtraitsbNNaturefGeneticsZN2014ZNhjZNjfmagh 36.3 92

89 MultipleNlociNareNassociatedNwithNwhiteNbloodNcellNphenotypesbNPLoSfGeneticsZN2011ZNkZNeeddfeeg 6 92

88 TransaethnicNandNuncestryaSpecificNvloodawellN~eneticsNinNkhjZjjkNαndividualsNfromNiN~lobalN
PopulationsbNCellZN2020ZNelfZNeemlaefegbeeh 56.2 88

87 ynhancedNstatisticalNtestsNforN~WuSNinNadmixedNpopulationsnNassessmentNusingNufricanNumericansN
fromNwuReNandNaNvreastNwancerNwonsortiumbNPLoSfGeneticsZN2011ZNkZNeeddegke 6 86

86 uNmetaaanalysisNandNgenomeawideNassociationNstudyNofNplateletNcountNandNmeanNplateletNvolumeNinN
africanNamericansbNPLoSfGeneticsZN2012ZNlZNeeddfhme 6 84

85 ~enomeawideNassociationNofNanthropometricNtraitsNinNufricanaNandNufricanaderivedNpopulationsbN
HumanfMolecularfGeneticsZN2010ZNemZNfkfiagl 5.6 81

84 MetaaanalysisNofNxenseN~enecentricNussociationNStudiesNRevealsNwommonNandNUncommonNVariantsN
ussociatedNwithN eightbNAmericanfJournalfoffHumanfGeneticsZN2012ZNmdZNeeejaeeek 11 78

83 αdentificationZNreplicationZNandNfineamappingNofNLociNassociatedNwithNadultNheightNinNindividualsNofN
africanNancestrybNPLoSfGeneticsZN2011ZNkZNeeddffml 6 77

82 ~eneticNassociationNanalysisNhighlightsNnewNlociNthatNmodulateNhematologicalNtraitNvariationNinN
waucasiansNandNufricanNumericansbNHumanfGeneticsZN2011ZNefmZNgdkaek 6.3 74

81 VariantaawareNsaturatingNmutagenesisNusingNmultipleNwasmNnucleasesNidentifiesNregulatoryNelementsN
atNtraitaassociatedNlocibNNaturefGeneticsZN2017ZNhmZNjfiajgh 36.3 73

80 zineNmappingNofNtheNassociationNwithNobesityNatNtheNzTONlocusNinNufricanaderivedNpopulationsbN
HumanfMolecularfGeneticsZN2010ZNemZNfmdkaej 5.6 72

79 ussociationNofNvariantsNatNvwLeeuNandN vSeLaMYvNwithNhemoglobinNzNandNhospitalizationNratesN
amongNsickleNcellNpatientsNinNwameroonbNPLoSfONEZN2014ZNmZNemfidj 3.7 69

78
 umanNgeneticNvariationNaltersNwRαSPRawasmNonaNandNoffatargetingNspecificityNatNtherapeuticallyN
implicatedNlocibNProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZN
2017ZNeehZNyeefikayeefjj

11.5 66
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77 womparisonNofNxNuNmethylationNprofilesNinNhumanNfetalNandNadultNredNbloodNcellNprogenitorsbN
GenomefMedicineZN2015ZNkZNe 14.4 65

76 RecentNprogressNinNtheNstudyNofNtheNgeneticsNofNheightbNHumanfGeneticsZN2011ZNefmZNhjiakf 6.3 64

75 ~enomeawideNcomparisonNofNufricanaancestryNpopulationsNfromNwuReNandNotherNcohortsNrevealsN
signalsNofNnaturalNselectionbNAmericanfJournalfoffHumanfGeneticsZN2011ZNlmZNgjlale 11 63

74
MyocardialNαnfarctionaussociatedNSNPNatNjpfhNαnterferesNWithNMyzfNvindingNandNussociatesNWithN
P uwTReNyxpressionNLevelsNinN umanNworonaryNurteriesbNArteriosclerosistfThrombosistfandfVascularf
BiologyZN2015ZNgiZNehkfaehkm

9.4 62

73 PlateletaRelatedNVariantsNαdentifiedNbyNyxomechipNMetaaanalysisNinNeikZfmgNαndividualsbNAmericanf
JournalfoffHumanfGeneticsZN2016ZNmmZNhdaii 11 61

72 zetalNhaemoglobinNinNsickleacellNdiseasenNfromNgeneticNepidemiologyNtoNnewNtherapeuticNstrategiesbN
LancettfTheZN2016ZNglkZNfiihajh 40 55

71 zrameshiftNindelsNintroducedNbyNgenomeNeditingNcanNleadNtoNinaframeNexonNskippingbNPLoSfONEZN
2017ZNefZNedeklkdd 3.7 53

70 wommonNgeneticNvariationNinNeightNgenesNofNtheN~ cα~zeNaxisNdoesNnotNcontributeNtoNadultNheightN
variationbNHumanfGeneticsZN2007ZNeffZNefmagm 6.3 51

69 ~eneticNregulationNofNadultNstaturebNCurrentfOpinionfinfPediatricsZN2009ZNfeZNieiaff 3.2 50

68 ~enomeawideNassociationNanalysisNofNredNbloodNcellNtraitsNinNufricanNumericansnNtheNwO~yNTN
NetworkbNHumanfMolecularfGeneticsZN2013ZNffZNfifmagl 5.6 48

67 wbNelegansN~LuagNisNaNnovelNcomponentNofNtheNMuPNkinaseNMPKaeNsignalingNpathwayNrequiredNforN
germNcellNsurvivalbNGenesfandfDevelopmentZN2006ZNfdZNffkmamf 12.6 47

66 yxomeN~enotypingNαdentifiesNPleiotropicNVariantsNussociatedNwithNRedNvloodNwellNTraitsbNAmericanf
JournalfoffHumanfGeneticsZN2016ZNmmZNlafe 11 47

65 TransaethnicNmetaaanalysisNofNwhiteNbloodNcellNphenotypesbNHumanfMolecularfGeneticsZN2014ZNfgZNjmhhajd5.6 45

64 MetaaanalysisNofNupNtoNjffZhdmNindividualsNidentifiesNhdNnovelNsmokingNbehaviourNassociatedN
geneticNlocibNMolecularfPsychiatryZN2020ZNfiZNfgmfafhdm 15.1 45

63 ProteinacodingNvariantsNimplicateNnovelNgenesNrelatedNtoNlipidNhomeostasisNcontributingNtoNbodyafatN
distributionbNNaturefGeneticsZN2019ZNieZNhifahjm 36.3 44

62 NonsenseNmutationsNinNvu~gNareNassociatedNwithNearlyaonsetNdilatedNcardiomyopathyNinNzrenchN
wanadiansbNCanadianfJournalfoffCardiologyZN2014ZNgdZNejiiaje 3.8 43

61 LargeaScaleNyxomeawideNussociationNunalysisNαdentifiesNLociNforNWhiteNvloodNwellNTraitsNandN
PleiotropyNwithNαmmuneaMediatedNxiseasesbNAmericanfJournalfoffHumanfGeneticsZN2016ZNmmZNffagm 11 42

60 TheNsearchNforNgeneticNmodifiersNofNdiseaseNseverityNinNtheN˛†ahemoglobinopathiesbNColdfSpringf
HarborfPerspectivesfinfMedicineZN2012ZNfZN 5.4 40

(2012-2015)
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59 MultiaethnicNanalysisNofNlipidaassociatedNlocinNtheNN LvαNwuReNprojectbNPLoSfONEZN2012ZNkZNegjhkg 3.7 39

58 PleiotropicNeffectsNforNParkinNandNLRRKfNinNleprosyNtypeaeNreactionsNandNParkinsonUsNdiseasebN
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZN2019ZNeejZNeijejaeijfh11.5 35

57 yxomeNwhipNMetaaanalysisNzineNMapsNwausalNVariantsNandNylucidatesNtheN~eneticNurchitectureNofN
RareNwodingNVariantsNinNSmokingNandNulcohol´ UsebNBiologicalfPsychiatryZN2019ZNliZNmhjamii 7.9 35

56 SharedNgeneticNpathwaysNcontributeNtoNriskNofNhypertrophicNandNdilatedNcardiomyopathiesNwithN
oppositeNdirectionsNofNeffectbNNaturefGeneticsZN2021ZNigZNeflaegh 36.3 35

55 ValidationNofN~enomeaWideNPolygenicNRiskNScoresNforNworonaryNurteryNxiseaseNinNzrenchNwanadiansbN
CirculationfGenomicfandfPrecisionfMedicineZN2019ZNefZNeddfhle 5.2 33

54 PolygenicNdeterminantsNinNextremesNofNhighadensityNlipoproteinNcholesterolbNJournalfoffLipidf
ResearchZN2017ZNilZNfejfafekd 6.3 33

53
WholeayxomeNSequencingNαdentifiesNLociNussociatedNwithNvloodNwellNTraitsNandNRevealsNaNRoleNforN
ulternativeN~zαevNSpliceNVariantsNinN umanN ematopoiesisbNAmericanfJournalfoffHumanfGeneticsZN
2016ZNmmZNhleal

11 31

52 RareNcodingNvariantsNpinpointNgenesNthatNcontrolNhumanNhematologicalNtraitsbNPLoSfGeneticsZN2017ZN
egZNeeddjmfi 6 28

51 NeuropilinaeNexpressionNinNadiposeNtissueNmacrophagesNprotectsNagainstNobesityNandNmetabolicN
syndromebNSciencefImmunologyZN2018ZNgZN 28 27

50 TheNgeneticsNofNplateletNcountNandNvolumeNinNhumansbNPlateletsZN2018ZNfmZNefiaegd 3.6 26

49 wommonN˛–aglobinNvariantsNmodifyNhematologicNandNotherNclinicalNphenotypesNinNsickleNcellNtraitNandN
diseasebNPLoSfGeneticsZN2018ZNehZNeeddkfmg 6 25

48 LargeNmultiethnicNwandidateN~eneNStudyNforNwareactiveNproteinNlevelsnNidentificationNofNaNnovelN
associationNatNwxgjNinNufricanNumericansbNHumanfGeneticsZN2014ZNeggZNmliami 6.3 25

47 unNerythroidaspecificNuTPfvhNenhancerNmediatesNredNbloodNcellNhydrationNandNmalariaN
susceptibilitybNJournalfoffClinicalfInvestigationZN2017ZNefkZNgdjiagdkh 15.9 24

46 ModifierNgenesNinNMendelianNdisordersnNtheNexampleNofNhemoglobinNdisordersbNAnnalsfoffthefNewf
YorkfAcademyfoffSciencesZN2010ZNefehZNhkaij 6.5 23

45 RareNandNlowafrequencyNvariantsNinNhumanNcommonNdiseasesNandNotherNcomplexNtraitsbNJournalfoff
MedicalfGeneticsZN2014ZNieZNkdiaeh 5.8 21

44 ussociationNofNlinearNgrowthNimpairmentNinNpediatricNwrohnUsNdiseaseNandNaNknownNheightNlocusnNaN
pilotNstudybNAnnalsfoffHumanfGeneticsZN2010ZNkhZNhlmamk 2.2 19

43 LowerNMethylationNofNtheNuN~PTLfN~eneNinNLeukocytesNfromNPostaucuteNworonaryNSyndromeN
PatientsbNPLoSfONEZN2016ZNeeZNedeigmfd 3.7 17

42 ehqgfNandNletakNmicroRNusNregulateNtranscriptionalNnetworksNinNfetalNandNadultNhumanN
erythroblastsbNHumanfMolecularfGeneticsZN2018ZNfkZNeheeaehfd 5.6 14
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41 VariantsNatNtheNuPOyNcwecwfcwhNLocusNModulateNwholesterolNyffluxNwapacityNαndependentlyNofN
 ighaxensityNLipoproteinNwholesterolbNJournalfoffthefAmericanfHeartfAssociationZN2018ZNkZNeddmihi 6 14

40 UltraconservedNelementsNinNtheNhumanNgenomenNassociationNandNtransmissionNanalysesNofNhighlyN
constrainedNsingleanucleotideNpolymorphismsbNGeneticsZN2012ZNemfZNfigajj 4 13

39 WholeagenomeNsequencingNinNzrenchNwanadiansNfromNQuebecbNHumanfGeneticsZN2016ZNegiZNefegaeffe 6.3 13

38 P uwTReNsplicingNisoformsNandNeQTLsNinNatherosclerosisarelevantNhumanNcellsbNBMCfMedicalf
GeneticsZN2018ZNemZNmk 2.1 12

37 uNvariationalNvayesNdiscreteNmixtureNtestNforNrareNvariantNassociationbNGeneticfEpidemiologyZN2014ZN
glZNfeagd 2.6 12

36
ValidationNofNfattyNacidNintakesNestimatedNbyNaNfoodNfrequencyNquestionnaireNusingNerythrocyteN
fattyNacidNprofilingNinNtheNMontrealN eartNαnstituteNviobankbNJournalfoffHumanfNutritionfandf
DieteticsZN2015ZNflZNjhjail

3.1 12

35 LessonsNandNαmplicationsNfromN~enomeaWideNussociationNStudiesNV~WuSWNzindingsNofNvloodNwellN
PhenotypesbNGenesZN2014ZNiZNieajh 4.2 12

34 SmallNislandZNbigNgeneticNdiscoveriesbNNaturefGeneticsZN2015ZNhkZNeffhai 36.3 11

33 αntegrativeNanalysisNofNvascularNendothelialNcellNgenomicNfeaturesNidentifiesNuαxuNasNaNcoronaryN
arteryNdiseaseNcandidateNgenebNGenomefBiologyZN2019ZNfdZNegg 18.3 11

32 WholeaexomeNimputationNofNsequenceNvariantsNidentifiedNtwoNnovelNallelesNassociatedNwithNadultN
bodyNheightNinNufricanNumericansbNHumanfMolecularfGeneticsZN2014ZNfgZNjjdkaei 5.6 11

31 StrategiesNtoNfineamapNgeneticNassociationsNwithNlipidNlevelsNbyNcombiningNepigenomicNannotationsN
andNliveraspecificNtranscriptionNprofilesbNGenomicsZN2014ZNedhZNediaef 4.3 10

30 WholeNgenomeNsequenceNassociationNwithNyaselectinNlevelsNrevealsNlossaofafunctionNvariantNinN
ufricanNumericansbNHumanfMolecularfGeneticsZN2019ZNflZNieiaifg 5.6 10

29 uNcommonNfunctionalNPαyZOeNdeletionNalleleNassociatesNwithNredNbloodNcellNdensityNinNsickleNcellN
diseaseNpatientsbNAmericanfJournalfoffHematologyZN2018ZNmgZNygjfaygji 7.1 9

28 PooledNxNuNresequencingNofNjlNmyocardialNinfarctionNcandidateNgenesNinNzrenchNcanadiansbN
Circulation:fCardiovascularfGeneticsZN2012ZNiZNihkaih 9

27 ~enomeawideNassociationNstudyNofNerythrocyteNdensityNinNsickleNcellNdiseaseNpatientsbNBloodfCellstf
MoleculestfandfDiseasesZN2017ZNjiZNjdaji 2.1 8

26 TestingNtheNroleNofNpredictedNgeneNknockoutsNinNhumanNanthropometricNtraitNvariationbNHumanf
MolecularfGeneticsZN2016ZNfiZNfdlfafdmf 5.6 7

25 xiscoveryNandNfineamappingNofNheightNlociNviaNhighadensityNimputationNofN~WuSsNinNindividualsNofN
ufricanNancestrybNAmericanfJournalfoffHumanfGeneticsZN2021ZNedlZNijhailf 11 7

24 wlonalNhematopoiesisNinNsickleNcellNdiseasebNBloodZN2021ZNeglZNfehlafeif 2.2 7

(2021-2018)
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23 UsingNheightNassociationNstudiesNtoNgainNinsightsNintoNhumanNidiopathicNshortNandNsyndromicNstatureN
phenotypesbNPediatricfNephrologyZN2013ZNflZNiikajf 3.2 5

22 TheNnonasynonymousNpolymorphismNatNpositionNeehNofNtheNWRNNproteinNaffectsNcholesterolNeffluxN
inNvitroNandNcorrelatesNwithNcholesterolNlevelsNinNvivobNExperimentalfGerontologyZN2013ZNhlZNiggal 4.5 5

21 WholeagenomeNsequencingNassociationNanalysisNofNquantitativeNredNbloodNcellNphenotypesnNTheN
N LvαNTOPMedNprogrambNAmericanfJournalfoffHumanfGeneticsZN2021ZNedlZNlkhalmg 11 5

20 uNgeneticNassociationNstudyNofNheartNfailurenNmoreNevidenceNforNtheNroleNofNvu~gNinNidiopathicN
dilatedNcardiomyopathybNESCfHeartfFailureZN2020ZNkZNhglh 3.7 4

19 wrisprawasmNSaturatingNMutagenesisNRevealsNanNuchillesN eelNinNtheNvwLeeuNyrythroidNynhancerNforN
zetalN emoglobinNαnductionNVbyN~enomeNyditingWbNBloodZN2015ZNefjZNjglajgl 2.2 3

18 TheNPolygenicNandNMonogenicNvasisNofNvloodNTraitsNandNxiseases 3

17 uNmechanotoxinahNV~sMTxhWasensitiveNcationNchannelNmediatesNincreasedNcationNpermeabilityNinN
humanNhereditaryNspherocytosisNofNmultipleNgeneticNetiologiesbNHaematologicaZN2021ZNedjZNfkimafkjf 6.6 3

16 PotentialNcausalNroleNofNlaglutamineNinNsickleNcellNdiseaseNpainfulNcrisesnNuNMendelianNrandomizationN
analysisbNBloodfCellstfMoleculestfandfDiseasesZN2021ZNljZNedfidh 2.1 3

15 TheNosteoarthritisNandNheightN~xziNlocusNyieldsNitsNsecretsbNNaturefGeneticsZN2017ZNhmZNeejiaeejj 36.3 2

14 LpaPLufZNscavengerNreceptorNclassNvNtypeNαNgeneNVSwuRveWNrsedlhjkhhNvariantZNandNcardiovascularN
diseasebNPLoSfONEZN2018ZNegZNedfdhgif 3.7 2

13 zineaMappingNandN~enomeNyditingNRevealNunNyssentialNyrythroidNynhancerNutNTheN bzaussociatedN
vwLeeuNLocusbNBloodZN2013ZNeffZNhgkahgk 2.2 1

12 unNyssentialNyrythroidaSpecificNynhancerNofNuTPfvhNussociatedNwithNRedNvloodNwellNTraitsNandN
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