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i Paper IF Citations

101 ShikoninKNXbenzylKmatrinicKacidKesterKderivativesKasKnovelKtelomeraseKinhibitorsKwithKpotentKactivityK
againstKlungKcancerKcellKlinesYYKBioorganicfandfMedicinalfChemistryfLettersWK2021WKbcifad 2.9 0

100 uifferentialKrssemblyKandKShiftsKofKtheKRhizosphereKsacterialKtommunityKbyKaKuualKTransgenicK
xlyphosateXTolerantKSoybeanK×ineKwithKandKwithoutKxlyphosateKrpplicationYKHorticulturaeWK2021WKhWKdhe 2.5 0

99 uifferentialKmicrobialKassemblagesKassociatedKwithKshikoninXproducingKsorageKspeciesKinKtwoK
distinctKsoilKtypesYKScientificfReportsWK2021WKbbWKbahii 4.9 1

98 rssessmentKofKshikoninKandKacetylXshikoninKforKmitigatingKquorumKsensingKpotentialKofKtYK
violaceumYKPlantfGrowthfRegulationWK2021WKjeWKcddXced 3.2

97 ruxZzrrKandKrRwKxeneKwamiliesKinKkKzdentificationWKvvolutionWKandKuynamicKTranscriptomeKProfilingK
uuringKtheKPlantKxrowthKProcessYKFrontiersfinfPlantfScienceWK2021WKbcWKgggdba 6.2 2

96
uesignWKsynthesisKandKbiologicalKevaluationKofKanilideKSdicarboxylicKacidTKshikoninKestersKasK
antitumorKagentsKthroughKtargetingKPzd’ZrktZmTORKsignalingKpathwayYKBioorganicfChemistryWK2021WK
bbbWKbaeihc

5.1 4

95 uecipheringKtheKrhizobacterialKassemblagesKunderKtheKinfluenceKofKgeneticallyKengineeredKmaizeK
carryingKmcryKgenesYKEnvironmentalfSciencefandfPollutionfResearchWK2021WKciWKgabfeXgabgg 5.1 1

94 TheKnearlyKcompleteKgenomeKofKxinkgoKbilobaKilluminatesKgymnospermKevolutionYKNaturefPlantsWK
2021WKhWKheiXhfg 11.5 11

93 rKxeneralKβodelKtoKvxplainKRepeatedKTurnoversKofKSexKueterminationKinKtheKSalicaceaeYKMolecularf
BiologyfandfEvolutionWK2021WKdiWKjgiXjia 8.3 18

92 tloningKandKfunctionalKanalysisKofKvpxyQybKinKshikoninKproductionKofKvchiumKplantagineumYKPlantf
CellufTissuefandfOrganfCultureWK2021WKbeeWKfddXfed 2.7 3

91 uifferentialKrelievingKeffectsKofKshikoninKandKitsKderivativesKonKinflammationKandKmucosalKbarrierK
damageKcausedKbyKulcerativeKcolitisYKPeerJWK2021WKjWKebaghf 3.1 4

90 xenomeXWideKtomparativeKrnalysisKofKRcRdKβYsKxeneKwamilyKinKandKandKzdentificationKofKβaleK
wlowerKsudKuevelopmentXRelatedKxenesYKFrontiersfinfPlantfScienceWK2021WKbcWKhcbffi 6.2 3

89 SexKdeterminationKthroughKXXYKheterogametyKinKSalixKnigraYKHeredityWK2021WKbcgWKgdaXgdj 3.6 10

88 wineKmappingKofKtheKsexKlocusKinKconfirmsKaKconsistentKsexKdeterminationKmechanismKinKgenusYK
HorticulturefResearchWK2020WKhWKge 7.7 11

87 TheKchromosomeXscaleKassemblyKofKtheKwillowKgenomeKprovidesKinsightKintoKSalicaceaeKgenomeK
evolutionYKHorticulturefResearchWK2020WKhWKef 7.7 14

86 tharacterizationWKvxpressionKProfilingWKandKwunctionalKrnalysisKofKWKaKuefensinXvncodingKxeneKwromYK
FrontiersfinfMicrobiologyWK2020WKbbWKbag 5.7 5

85 vfficientKtRzSPRZtasjXβediatedKxeneKvditingKinKanKznterspecificKyybridKPoplarKWithKaKyighlyK
yeterozygousKxenomeYKFrontiersfinfPlantfScienceWK2020WKbbWKjjg 6.2 15
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84 PathwaysKtoKsexKdeterminationKinKplantskKhowKmanyKroadsKleadKtoKRomepYKCurrentfOpinionfinfPlantf
BiologyWK2020WKfeWKgbXgi 9.9 24

83 SexXRelatedKuifferencesKinKxrowthWKyerbivoryWKandKuefenseKofKTwoKSalixKSpeciesYKForestsWK2020WKbbWKefa 2.8 6

82
zmpactKofKaKxcXvPSPSKQKxrTKuualKTransgenicKxlyphosateXResistantKSoybeanK×ineKonKtheKSoilK
βicrobialKtommunityKunderKwieldKtonditionsKrffectedKbyKxlyphosateKrpplicationYKMicrobesfandf
EnvironmentsWK2020WKdfWK

2.6 4

81 rNKOβNzXuzRvtTzONr×Kv×vtTRztKPRUNzNxKSrWKwORKwORvSTKTvNuzNxYKINMATEHfvfAgriculturalf
EngineeringWK2020WKgbWKdfXea 1.2 1

80 zdentificationKofKxenesKUnderlyingKtheKResistanceKtoKinKanKxeneKSuperclusterKofKtheKxenomeYKPlantf
DiseaseWK2020WKbaeWKbbddXbbed 1.5 1

79 PhylogenomicsKofKtheKgenusKPopulusKrevealsKextensiveKinterspecificKgeneKflowKandKbalancingK
selectionYKNewfPhytologistWK2020WKccfWKbdhaXbdic 9.8 33

78 rnalysisKofKtopologyKpropertiesKinKdifferentKtissuesKofKpoplarKbasedKonKgeneKcoXexpressionK
networksYKTreefGeneticsfandfGenomesWK2020WKbgWKb 2.1 1

77 TheKgenomicKarchitectureKofKtheKsexXdeterminingKregionKandKsexXrelatedKmetabolicKvariationKinK
xinkgobilobaYKPlantfJournalWK2020WKbaeWKbdjjXbeaj 6.9 8

76 vvidencesKforKaKroleKofKtwoKYXspecificKgenesKinKsexKdeterminationKinKPopulusKdeltoidesYKNaturef
CommunicationsWK2020WKbbWKfijd 17.4 17

75 TheKrcerKtruncatumKgenomeKprovidesKinsightsKintoKnervonicKacidKbiosynthesisYKPlantfJournalWK2020WK
baeWKggcXghi 6.9 14

74 uiscoveringKPodophyllotoxinKuerivativesKasKPotentialKrntiXTubulinKrgentskKuesignWKSynthesisKandK
siologicalKvvaluationYKChemistrySelectWK2020WKfWKbafcgXbafdg 1.8 2

73 zdentificationKofKReferenceKxenesKforKQuantitativeKxeneKvxpressionKStudiesKinKPinusKmassonianaK
andKztsKzntrogressionKyybridYKForestsWK2019WKbaWKhih 2.8 2

72 vvaluationWKcharacterizationWKexpressionKprofilingWKandKfunctionalKanalysisKofKuXSKandKuXRKgenesKofK
PopulusKtrichocarpaYKPlantfPhysiologyfandfBiochemistryWK2019WKbecWKjeXbaf 5.4 13

71 UnevenKselectionKpressureKacceleratingKdivergenceKofKandYKHorticulturefResearchWK2019WKgWKdh 7.7 11

70 PinusKmassonianaKzntrogressionKyybridsKuisplayKuifferentialKvxpressionKofKReproductiveKxenesYK
ForestsWK2019WKbaWKcda 2.8 4

69 OptimizationKofKtheKSequenceKvnhancesKtheKyyperXResistanceKofKTransgenicKPoplarsKtoYKFrontiersfinf
PlantfScienceWK2019WKbaWKddf 6.2 4

68 yeterologousKoverexpressionKofKtheKrrabidopsisKSnR’cYiKgeneKenhancesKdroughtKandKsaltK
toleranceKinKPopulusKˆ�KeuramericanaKcvKâ��Nanlinijfâ��YKPlantfBiotechnologyfReportsWK2019WKbdWKcefXcgb 2.5 5

67 βappingKquantitativeKtraitKlociKconferringKresistanceKtoKβarssoninaKleafKspotKdiseaseKinKPopulusK
deltoidesYKTreesfvfStructurefandfFunctionWK2019WKddWKgjhXhag 2.6 2
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66 xenomeXwideKidentificationKandKcharacterizationKofKWUStyv×XrelatedKhomeoboxKSWOXTKgenesKinK
SalixKsuchowensisYKJournalfoffForestryfResearchWK2019WKdaWKbibbXbicc 2 4

65 xenomeXwideKidentificationKandKcharacterizationKofKtheKβruSXboxKgeneKfamilyKinYKPeerJWK2019WKhWKeiabj 3.1 6

64 PlantKsmallKRNrskKdefinitionWKclassificationKandKresponseKagainstKstressesYKBiologiafpPolandrWK2018WK
hdWKcifXcje 1.5 5

63 OrganellarKgenomeKassemblyKmethodsKandKcomparativeKanalysisKofKhorticulturalKplantsYK
HorticulturefResearchWK2018WKfWKd 7.7 44

62 wunctionalKanalysesKofKPtRuβbKgeneKoverexpressionKinKpoplarsKandKevaluationKofKitsKeffectKonKuNrK
methylationKandKresponseKtoKsaltKstressYKPlantfPhysiologyfandfBiochemistryWK2018WKbchWKgeXhd 5.4 8

61 ×bXNormKuistanceK×inearKuiscriminantKrnalysisKsasedKonKanKvffectiveKzterativeKrlgorithmYKIEEEf
TransactionsfonfCircuitsfandfSystemsfforfVideofTechnologyWK2018WKciWKbbeXbcj 6.4 63

60 xvsturekKanKonlineKhandXdrawingKtoolKforKgeneKexpressionKpatternKsearchYKPeerJWK2018WKgWKeejch 3.1 1

59 yardwoodKTreeKxenomicskKUnlockingKWoodyKPlantKsiologyYKFrontiersfinfPlantfScienceWK2018WKjWKbhjj 6.2 22

58 yighXdensityKgeneticKmapKofKPopulusKdeltoidesKconstructedKbyKusingKspecificKlengthKamplifiedK
fragmentKsequencingYKTreefGeneticsfandfGenomesWK2018WKbeWKb 2.1 6

57 βolecularKdiscriminationKandKploidyKlevelKdeterminationKforKeliteKwillowKcultivarsYKTreefGeneticsfandf
GenomesWK2018WKbeWKb 2.1 2

56 xeneKdiscoveryKandKmarkerKresourceKdevelopmentKbyKtranscriptomeKsequencingKfromKaK
shortXrotationKcoppiceKwillowWKSalixKsuchowensisYKPlantfBreedingWK2017WKbdgWKchjXcig 2.4 2

55
wunctionalKanalysesKofKNuP’cKinKPopulusKtrichocarpaKandKoverexpressionKofKPtNuP’cKenhancesK
growthKandKtoleranceKtoKabioticKstressesKinKtransgenicKpoplarYKPlantfPhysiologyfandfBiochemistryWK
2017WKbbhWKgbXhe

5.4 11

54
uetectingKtheKtandidateKxenderKueterminantsKbyKsioinformaticKPredictionKofKmiRNrsKandKTheirK
TargetsKfromKTranscriptomeKSequencesKofKtheKβaleKandKwemaleKwlowersKinYKBioMedfResearchf
InternationalWK2017WKcabhWKjgbefjg

3 1

53 zncorporatingKneighborsâ��KdistributionKknowledgeKintoKsupportKvectorKmachinesYKSoftfComputingWK
2017WKcbWKgeahXgeca 3.5 5

52 rKyighlyKuenseKxeneticKβapKforKtonstructedKUsingKSequenceXsasedKβarkersYKFrontiersfinfPlantf
ScienceWK2017WKiWKbaeb 6.2 21

51 TheKcompleteKmitochondrialKgenomeKofYKMitochondrialfDNAfPartfB:fResourcesWK2016WKbWKbccXbcd 0.5 7

50 zdentifyingKcandidateKgenesKforKwoodKformationKinKpoplarKbasedKonKmicroarrayKnetworkKanalysisK
andKgraphKtheoryYKTreefGeneticsfandfGenomesWK2016WKbcWKb 2.1 5

49 βajorKthromosomalKRearrangementsKuistinguishKWillowKandKPoplarKrfterKtheKrncestralKMSalicoidMK
xenomeKuuplicationYKGenomefBiologyfandfEvolutionWK2016WKiWKbigiXhf 3.9 22
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48 uNrKfingerprintingKofKoilKcamelliaKcultivarsKwithKSSRKmarkersYKTreefGeneticsfandfGenomesWK2016WKbcWKb 2.1 12

47 RelativeKdensityKdegreeKinducedKboundaryKdetectionKforKoneXclassKSVβYKSoftfComputingWK2016WKcaWKeehdXeeif3.5 9

46 xenomeXwideKidentificationKandKcharacterizationKofKWR’YKgeneKfamilyKinKSalixKsuchowensisYKPeerJWK
2016WKeWKecedh 3.1 25

45 TheKWholeKxenomeKrssemblyKandKtomparativeKxenomicKResearchKofKThellungiellaKparvulaK
SvxtremophileKtruciferTKβitochondrionYKInternationalfJournalfoffGenomicsWK2016WKcabgWKfcidgci 2.5 3

44 VxStkKrKWebXsasedKVectorKxraphKToolkitKofKxenomeKSyntenyKandKtollinearityYKBioMedfResearchf
InternationalWK2016WKcabgWKhicdecj 3 14

43 zxuukKaKdatabaseKofKintronlessKgenesKinKdicotsYKBMCfBioinformaticsWK2016WKbhWKcij 3.6 13

42 tonfirmationKofKSingleX×ocusKSexKueterminationKandKwemaleKyeterogametyKinKWillowKsasedKonK
×inkageKrnalysisYKPLoSfONEWK2016WKbbWKeabehghb 3.7 17

41 rnKanalyticalKtoolkitKforKpolyploidKwillowKdiscriminationYKScientificfReportsWK2016WKgWKdhhac 4.9 7

40 yighXlevelKSUβOXmediatedKfusionKexpressionKofKrsPXdytXcecropinKrKfromKmultipleKjoinedKgenesKinK
vscherichiaKcoliYKAnalyticalfBiochemistryWK2016WKfajWKbfXcd 3.1 9

39 RNrXdirectedKuNrKmethylationKinKplantsYKPlantfCellfReportsWK2015WKdeWKbifhXgc 5.1 24

38
rKnovelKinclusionKcomplexKS˛†XtuZrsPXdytXcecropinKrTKwithKantibioticKpropertiessKforKuseKasKanK
antiXrgrobacteriumKadditiveKinKtransgenicKpoplarKrootingKmediumYKEnzymefandfMicrobialfTechnology
WK2015WKibWKhcXj

3.8 5

37 uifferentKautosomesKevolvedKintoKsexKchromosomesKinKtheKsisterKgeneraKofKSalixKandKPopulusYK
ScientificfReportsWK2015WKfWKjahg 4.9 60

36 wunctionalKrnalysisKofKTwoKOrthologousKNrtKxenesWKtarNrtdWKandKtarNrtgKfromKticerKarietinumWK
znvolvedKinKrbioticKStressesKinKPoplarYKPlantfMolecularfBiologyfReporterWK2015WKddWKbfdjXbffb 1.7 21

35 vxpressionKofKtheKchickpeaKtarNrtdKgeneKenhancesKsalinityKandKdroughtKtoleranceKinKtransgenicK
poplarsYKPlantfCellufTissuefandfOrganfCultureWK2015WKbcaWKbebXbfe 2.7 39

34 βolecularKstructureWKchemicalKsynthesisWKandKantibacterialKactivityKofKrsPXdytXcecropinKrKfromK
druryKSyyphantriaKcuneaTYKPeptidesWK2015WKgiWKbjhXcae 3.8 16

33 xvSearchkKrnKznteractiveKxUzKToolKforKzdentifyingKxeneKvxpressionKSignatureYKBioMedfResearchf
InternationalWK2015WKcabfWKifdhde 3 1

32 xeneticKβapKtonstructionKandKuetectionKofKxeneticK×ociKUnderlyingKSegregationKuistortionKinKanK
zntraspecificKtrossKofKPopulusKdeltoidesYKPLoSfONEWK2015WKbaWKeabcgahh 3.7 15

31 PhysicalKinteractionKbetweenKSnR’cKandKPPctKisKconservedKinKPopulusKtrichocarpaYKPlantf
BiotechnologyWK2015WKdcWKddhXdeb 1.3 11

(2015-2016)
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30 znKvitroKproductionKandKantifungalKactivityKofKpeptideKrsPXdytXcecropinKrYKJournalfoffBiotechnologyWK
2015WKbjjWKehXfe 3.7 9

29 NaturalKinfectiousKbehaviorKofKtheKurediniosporesKofKβelampsoraKlariciXpopulinaKonKpoplarKleavesYK
JournalfoffForestryfResearchWK2015WKcgWKccfXcdb 2 5

28 SequencingKandKrnalysisKofKtheKPseudomonasKfluorescensKxcβfXbrKxenomekKrKPathogenK×ivingKinK
theKSurfaceKtoatKofKsursaphelenchusKxylophilusYKPLoSfONEWK2015WKbaWKeabebfbf 3.7 7

27 zdentificationKandKcharacterizationKofKnucleotideKvariationsKinKtheKgenomeKofKZiziphusKjujubaK
SRhamnaceaeTKbyKnextKgenerationKsequencingYKMolecularfBiologyfReportsWK2014WKebWKdcbjXcd 2.8 6

26
uifferentialKretentionKandKexpansionKofKtheKancestralKgenesKassociatedKwithKtheKpaleopolyploidiesK
inKmodernKrosidKplantsWKasKrevealedKbyKanalysisKofKtheKextensinsKsuperXgeneKfamilyYKBMCfGenomicsWK
2014WKbfWKgbc

4.5 10

25 TranscriptomeKanalysisKofKdifferentiallyKexpressedKgenesKrelevantKtoKvariegationKinKpeachKflowersYK
PLoSfONEWK2014WKjWKejaiec 3.7 42

24 TheKwillowKgenomeKandKdivergentKevolutionKfromKpoplarKafterKtheKcommonKgenomeKduplicationYK
CellfResearchWK2014WKceWKbcheXh 24.7 104

23 xeneticKintrogressionKandKspeciesKboundaryKofKtwoKgeographicallyKoverlappingKpineKspeciesK
revealedKbyKmolecularKmarkersYKPLoSfONEWK2014WKjWKebabbag 3.7 4

22 βelampsoraKlariciXpopulinaWKtheKmainKrustKpathogenWKcausesKlossKinKbiomassKproductionKofKblackK
cottonwoodKplantationsKinKtheKsouthKofKthinaYKPhytoparasiticaWK2013WKebWKddhXdee 1.5 7

21 βarkerXridedKSelectionKofKPolyploidKPoplarsYKBioenergyfResearchWK2013WKgWKjieXjja 3.1 5

20 xenomicKinsightsKintoKsaltKadaptationKinKaKdesertKpoplarYKNaturefCommunicationsWK2013WKeWKchjh 17.4 183

19 uiscoveryKandKexperimentalKanalysisKofKmicrosatellitesKinKanKoilKwoodyKplantKtamelliaK
chekiangoleosaYKPlantfSystematicsfandfEvolutionWK2013WKcjjWKbdihXbdjd 1.3 11

18 TranscriptomeKanalysisKofKtheKdifferentiallyKexpressedKgenesKinKtheKmaleKandKfemaleKshrubKwillowsK
SSalixKsuchowensisTYKPLoSfONEWK2013WKiWKegabib 3.7 32

17 xenomeXwideKdetectionKofKgeneticKlociKtriggeringKunevenKdescendingKofKgametesKfromKaKnaturalK
hybridKpineYKTreefGeneticsfandfGenomesWK2012WKiWKbdhbXbdhh 2.1 5

16 TheKobscureKeventsKcontributingKtoKtheKevolutionKofKanKincipientKsexKchromosomeKinKPopuluskKaK
retrospectiveKworkingKhypothesisYKTreefGeneticsfandfGenomesWK2012WKiWKffjXfhb 2.1 41

15 tharacterizationKofKmicrosatellitesKinKtheKcodingKregionsKofKtheKPopulusKgenomeYKMolecularf
BreedingWK2011WKchWKfjXgg 3.4 11

14 sioinformaticsXsasedKzdentificationKofKtandidateKxenesKfromKQT×sKrssociatedKwithKtellKWallKTraitsK
inKPopulusYKBioenergyfResearchWK2010WKdWKbhcXbic 3.1 21

13 PotentialKchromosomalKintrogressionKbarriersKrevealedKbyKlinkageKanalysisKinKaKhybridKofKPinusK
massonianaKandKPYKhwangshanensisYKBMCfPlantfBiologyWK2010WKbaWKdh 5.3 14
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12 uetectionKofKquantitativeKtraitKlociKinfluencingKgrowthKtrajectoriesKofKadventitiousKrootsKinKPopulusK
usingKfunctionalKmappingYKTreefGeneticsfandfGenomesWK2009WKfWKfdjXffc 2.1 39

11 xenomeKstructureKandKemergingKevidenceKofKanKincipientKsexKchromosomeKinKPopulusYKGenomef
ResearchWK2008WKbiWKeccXda 9.7 155

10 TheKwXboxKgeneKfamilyKisKexpandedKinKherbaceousKannualKplantsKrelativeKtoKwoodyKperennialKplantsYK
PlantfPhysiologyWK2008WKbeiWKbbijXcaa 6.6 106

9 βapKandKanalysisKofKmicrosatellitesKinKtheKgenomeKofKPopuluskKtheKfirstKsequencedKperennialKplantYK
SciencefinfChinafSeriesfC:fLifefSciencesWK2007WKfaWKgjaXj 6

8 tharacterizationKofKmicrosatellitesKrevealedKbyKgenomicKsequencingKofPopulusKtrichocarpaYK
CanadianfJournalfoffForestfResearchWK2004WKdeWKifXjd 1.9 129

7 QuantitativeKtraitKlociKforKgrowthKtrajectoriesKinKPopulusYKGeneticalfResearchWK2003WKibWKfbXge 1.1 28

6 βolecularKlinkageKmapsKofKtheKPopulusKgenomeYKGenomeWK2002WKefWKfebXff 2.4 62

5 rKlogisticKmixtureKmodelKforKcharacterizingKgeneticKdeterminantsKcausingKdifferentiationKinKgrowthK
trajectoriesYKGeneticalfResearchWK2002WKhjWKcdfXef 1.1 43

4 PreliminaryKinterspecificKgeneticKmapsKofKtheKPopulusKgenomeKconstructedKfromKRrPuKmarkersYK
GenomeWK2001WKeeWKgacXgaj 2.4 30

3 TwoKantagonisticKeffectKgenesKmediateKseparationKofKsexesKinKaKfullyKdioeciousKplant 2

2 VolatileKmetabolitesKofKwillowsKdeterminingKhostKdiscriminationKbyKadultKPlagioderaKversicoloraYK
JournalfoffForestryfResearchWb 2 1

1
OverexpressionKofKaKputativeKbcXoxophytodienoateKreductaseKgeneWKvpOPRbWKenhancesK
acetylshikoninKproductionKinKvchiumKplantagineumYKInfVitrofCellularfandfDevelopmentalfBiologyfvf
PlantWb

2.3 0
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