
Xianlong Zhang

ListjofjPublicationsjbyjCitations

Source:jhttps://exalyzcom/authorypdf/6082096/xianlongyzhangypublicationsybyycitationszpdf

Version:j2024y04y11j

ThisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexalyzcomzjForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabovez

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticlez

172
papers

8,135
citations

51
h-index

85
g-index

187
ext. papers

11,523
ext. citations

7.4
avg, IF

6.16
L-index



m Paper IF Citations

172 yenomeLsequenceLofLcultivatedLUplandLcottonLTyossypium´ hirsutumLTMYcULprovidesLinsightsLintoL
genomeLevolutionZLNaturenBiotechnologyXL2015XLeeXLgdfYeb 44.5 683

171
×igninLmetabolismLhasLaLcentralLroleLinLtheLresistanceLofLcottonLtoLtheLwiltLfungusLVerticilliumL
dahliaeLasLrevealedLbyLRNsYSeqYdependentLtranscriptionalLanalysisLandLhistochemistryZLJournalnofn
ExperimentalnBotanyXL2011XLhdXLghbiYdc

7 284

170 ReferenceLgenomeLsequencesLofLtwoLcultivatedLallotetraploidLcottonsXLyossypiumLhirsutumLandL
yossypiumLbarbadenseZLNaturenGeneticsXL2019XLgcXLddfYddk 36.3 266

169 ssymmetricLsubgenomeLselectionLandLcisYregulatoryLdivergenceLduringLcottonLdomesticationZL
NaturenGeneticsXL2017XLfkXLgikYgji 36.3 229

168
wxpressionLofLanLsrabidopsisLvacuolarLzWYpyrophosphataseLgeneLTsVPcULinLcottonLimprovesL
droughtYLandLsaltLtoleranceLandLincreasesLfibreLyieldLinLtheLfieldLconditionsZLPlantnBiotechnologyn
JournalXL2011XLkXLjjYkk

11.6 209

167 RegulationLofLSomaticLwmbryogenesisLinLzigherLPlantsZLCriticalnReviewsninnPlantnSciencesXL2010XLdkXLehYgi5.6 202

166 TheLgenomeLsequenceLofLSeaY•slandLcottonLTyossypiumLbarbadenseULprovidesLinsightsLintoLtheL
allopolyploidizationLandLdevelopmentLofLsuperiorLspinnableLfibresZLScientificnReportsXL2015XLgXLcihhd 4.9 181

165 sLcomprehensiveLmetaLQT×LanalysisLforLfiberLqualityXLyieldXLyieldLrelatedLandLmorphologicalLtraitsXL
droughtLtoleranceXLandLdiseaseLresistanceLinLtetraploidLcottonZLBMCnGenomicsXL2013XLcfXLiih 4.5 154

164 SmallLRNsLandLdegradomeLsequencingLrevealLcomplexLmiRNsLregulationLduringLcottonLsomaticL
embryogenesisZLJournalnofnExperimentalnBotanyXL2013XLhfXLcgdcYeh 7 146

163 vroughtLcopingLstrategiesLinLcottonlLincreasedLcropLperLdropZLPlantnBiotechnologynJournalXL2017XLcgXLdicYdjf11.6 142

162 OverexpressionLofLriceLNsuLgeneLSNsucLimprovesLdroughtLandLsaltLtoleranceLbyLenhancingLrootL
developmentLandLreducingLtranspirationLrateLinLtransgenicLcottonZLPLoSnONEXL2014XLkXLejhjkg 3.7 139

161 uR•SPRauasLSystemlLRecentLsdvancesLandLxutureLProspectsLforLyenomeLwditingZLTrendsninnPlantn
ScienceXL2019XLdfXLccbdYccdg 13.1 135

160 SugarLandLauxinLsignalingLpathwaysLrespondLtoLhighYtemperatureLstressLduringLantherL
developmentLasLrevealedLbyLtranscriptLprofilingLanalysisLinLcottonZLPlantnPhysiologyXL2014XLchfXLcdkeYebj6.6 129

159 zighLefficientLmultisitesLgenomeLeditingLinLallotetraploidLcottonLTyossypiumLhirsutumULusingL
uR•SPRauaskLsystemZLPlantnBiotechnologynJournalXL2018XLchXLceiYcgb 11.6 127

158 sLcomparativeLmetaYanalysisLofLQT×LbetweenLintraspecificLyossypiumLhirsutumLandLinterspecificLyZL
hirsutum´ ˆ�´ yZLbarbadenseLpopulationsZLMolecularnGeneticsnandnGenomicsXL2015XLdkbXLcbbeYdg 3.1 124

157 yenomeLstructureLofLcottonLrevealedLbyLaLgenomeYwideLSSRLgeneticLmapLconstructedLfromLaLtucL
populationLbetweenLgossypiumLhirsutumLandLyZLbarbadenseZLBMCnGenomicsXL2011XLcdXLcg 4.5 124

156 ×ongLnoncodingLRNssLandLtheirLproposedLfunctionsLinLfibreLdevelopmentLofLcottonLTyossypiumL
sppZUZLNewnPhytologistXL2015XLdbiXLccjcYki 9.8 112
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155 ybTuPXLaLcottonLTuPLtranscriptionLfactorXLconfersLfibreLelongationLandLrootLhairLdevelopmentLbyLaL
complexLregulatingLsystemZLJournalnofnExperimentalnBotanyXL2012XLheXLhdhiYjc 7 106

154 PopulationLstructureLandLgeneticLbasisLofLtheLagronomicLtraitsLofLuplandLcottonLinLuhinaLrevealedL
byLaLgenomeYwideLassociationLstudyLusingLhighYdensityLSNPsZLPlantnBiotechnologynJournalXL2017XLcgXLceifYcejh11.6 99

153
wngineeredLchloroplastLdsRNsLsilencesLcytochromeLpfgbLmonooxygenaseXLVYsTPaseLandLchitinL
synthaseLgenesLinLtheLinsectLgutLandLdisruptsLzelicoverpaLzeaLlarvalLdevelopmentLandLpupationZL
PlantnBiotechnologynJournalXL2015XLceXLfegYfh

11.6 96

152
WholeLgenomeLsequencingLrevealsLrareLoffYtargetLmutationsLandLconsiderableLinherentLgeneticL
oraandLsomaclonalLvariationsLinLuR•SPRauaskYeditedLcottonLplantsZLPlantnBiotechnologynJournalXL
2019XLciXLjgjYjhj

11.6 96

151 sLglobalLsurveyLofLalternativeLsplicingLinLallopolyploidLcottonlLlandscapeXLcomplexityLandL
regulationZLNewnPhytologistXL2018XLdciXLcheYcij 9.8 95

150
uottonLWR YcLmediatesLtheLplantLdefenseYtoYdevelopmentLtransitionLduringLinfectionLofLcottonLbyL
VerticilliumLdahliaeLbyLactivatingL–sSMONsTwLZ•MYvOMs•NcLexpressionZLPlantnPhysiologyXL2014XL
chhXLdcikYkf

6.6 94

149
TranscriptLprofilingLrevealsLcomplexLauxinLsignallingLpathwayLandLtranscriptionLregulationLinvolvedL
inLdedifferentiationLandLredifferentiationLduringLsomaticLembryogenesisLinLcottonZLBMCnPlantn
BiologyXL2012XLcdXLccb

5.3 94

148 ×accaseLyh×accLModulatesLtroadYSpectrumLtioticLStressLToleranceLviaLManipulatingL
PhenylpropanoidLPathwayLandL–asmonicLscidLSynthesisZLPlantnPhysiologyXL2018XLcihXLcjbjYcjde 6.6 94

147 wvolutionaryLdynamicsLofLevLgenomeLarchitectureLfollowingLpolyploidizationLinLcottonZLNaturen
PlantsXL2018XLfXLkbYki 11.5 82

146 xactorsLaffectingLtransformationLefficiencyLofLembryogenicLcallusLofLUplandLcottonLTyossypiumL
hirsutumULwithLsgrobacteriumLtumefaciensZLPlantnCell,nTissuenandnOrgannCultureXL2005XLjcXLddkYdei 2.7 82

145 sLgeneticLandLmetabolicLanalysisLrevealedLthatLcottonLfiberLcellLdevelopmentLwasLretardedLbyL
flavonoidLnaringeninZLPlantnPhysiologyXL2013XLchdXLjhYkg 6.6 81

144 TheLcalciumLsensorLyhuaMiLpromotesLcottonLfiberLelongationLbyLmodulatingLreactiveLoxygenL
speciesLTROSULproductionZLNewnPhytologistXL2014XLdbdXLgbkYgdb 9.8 81

143 ybPvxcLisLinvolvedLinLcottonLfiberLinitiationLviaLtheLcoreLcisYelementLzvZ•PdsTsTztdZLPlantn
PhysiologyXL2012XLcgjXLjkbYkbf 6.6 81

142 uR•SPRauasLSystemsLinLyenomeLwditinglLMethodologiesLandLToolsLforLsgRNsLvesignXLOffYTargetL
wvaluationXLandLStrategiesLtoLMitigateLOffYTargetLwffectsZLAdvancednScienceXL2020XLiXLckbdecd 13.6 79

141 ×ongLnoncodingLRNssLinvolveLinLresistanceLtoLVerticilliumLdahliaeXLaLfungalLdiseaseLinLcottonZLPlantn
BiotechnologynJournalXL2018XLchXLccidYccjg 11.6 77

140 yh–sZdLnegativelyLregulatesLcottonLfiberLinitiationLbyLinteractingLwithLtheLRdReYMYtLtranscriptionL
factorLyhMYtdgYlikeZLPlantnJournalXL2016XLjjXLkdcYkeg 6.9 76

139 uottonLcytochromeLPfgbLuYPjdvLregulatesLsystemicLcellLdeathLbyLmodulatingLtheLoctadecanoidL
pathwayZLNaturenCommunicationsXL2014XLgXLgeid 17.4 75

138 uomparativeLtranscriptomeLanalysisLbetweenLsomaticLembryosLTSwsULandLzygoticLembryosLinLcottonlL
evidenceLforLstressLresponseLfunctionsLinLSwLdevelopmentZLPlantnBiotechnologynJournalXL2014XLcdXLchcYie11.6 72

(2014-2012)

3



137
TranscriptomeLanalysisLrevealsLaLcomprehensiveLinsectLresistanceLresponseLmechanismLinLcottonLtoL
infestationLbyLtheLphloemLfeedingLinsectLtemisiaLtabaciLTwhiteflyUZLPlantnBiotechnologynJournalXL
2016XLcfXLckghYig

11.6 72

136 vetectionLofLsomaclonalLvariationLofLcottonLTyossypiumLhirsutumULusingLcytogeneticsXLflowL
cytometryLandLmolecularLmarkersZLPlantnCellnReportsXL2008XLdiXLcebeYch 5.1 71

135 snLethyleneLresponseYrelatedLfactorXLybwRxcYlikeXLfromLyossypiumLbarbadenseLimprovesL
resistanceLtoLVerticilliumLdahliaeLviaLactivatingLligninLsynthesisZLPlantnMolecularnBiologyXL2016XLkcXLebgYcj4.6 65

134 SuitableLinternalLcontrolLgenesLforLqRTYPuRLnormalizationLinLcottonLfiberLdevelopmentLandLsomaticL
embryogenesisZLSciencenBulletinXL2007XLgdXLeccbYecci 64

133 microRNssLinvolvedLinLauxinLsignallingLmodulateLmaleLsterilityLunderLhighYtemperatureLstressLinL
cottonLTyossypiumLhirsutumUZLPlantnJournalXL2017XLkcXLkiiYkkf 6.9 63

132 sLnovelLcottonLWR YLgeneXLyhWR YhYlikeXLimprovesLsaltLtoleranceLbyLactivatingLtheLstsLsignalingL
pathwayLandLscavengingLofLreactiveLoxygenLspeciesZLPhysiologianPlantarumXL2018XLchdXLfekYfgf 4.6 63

131 SmallLRNsLandLdegradomeLprofilingLrevealsLaLroleLforLmiRNssLandLtheirLtargetsLinLtheLdevelopingL
fibersLofLyossypiumLbarbadenseZLPlantnJournalXL2014XLjbXLeecYff 6.9 63

130 yenomeYwideLSSRYbasedLassociationLmappingLforLfiberLqualityLinLnationYwideLuplandLcottonL
inbreedLcultivarsLinLuhinaZLBMCnGenomicsXL2016XLciXLegd 4.5 63

129 zighYefficientLandLpreciseLbaseLeditingLofLuâ�¢yLtoLTâ�¢sLinLtheLallotetraploidLcottonLTyossypiumL
hirsutumULgenomeLusingLaLmodifiedLuR•SPRauaskLsystemZLPlantnBiotechnologynJournalXL2020XLcjXLfgYgh 11.6 63

128 TheLchromosomeYscaleLreferenceLgenomeLofLblackLpepperLprovidesLinsightLintoLpiperineL
biosynthesisZLNaturenCommunicationsXL2019XLcbXLfibd 17.4 62

127
MolecularLcloningLandLfunctionalLcharacterizationLofLaLnovelLcottonLut×YinteractingLproteinLkinaseL
geneLTyhu•P hULrevealsLitsLinvolvementLinLmultipleLabioticLstressLtoleranceLinLtransgenicLplantsZL
BiochemicalnandnBiophysicalnResearchnCommunicationsXL2013XLfegXLdbkYcg

3.4 62

126
PinelliaLternataLagglutininLexpressionLinLchloroplastsLconfersLbroadLspectrumLresistanceLagainstL
aphidXLwhiteflyXL×epidopteranLinsectsXLbacterialLandLviralLpathogensZLPlantnBiotechnologynJournalXL
2012XLcbXLeceYdi

11.6 58

125
xactorsLaffectingLsomaticLembryogenesisLandLplantLregenerationLfromLaLrangeLofLrecalcitrantL
genotypesLofLuhineseLcottonsLTyossypiumLhirsutumL×ZUZLInnVitronCellularnandnDevelopmentalnBiologyn-n
PlantXL2004XLfbXLeicYeig

2.3 56

124 zighYdensityL×inkageLMapLofLuultivatedLsllotetraploidLuottonLtasedLonLSSRXLTRsPXLSRsPLandLsx×PL
MarkersZLJournalnofnIntegrativenPlantnBiologyXL2007XLfkXLichYidf 8.3 54

123 sLhighYdensityLintegrativeLlinkageLmapLforLyossypiumLhirsutumZLEuphyticaXL2009XLchhXLegYfg 2.1 53

122 yhsTsxcXLaLNsuLtranscriptionLfactorXLconfersLabioticLandLbioticLstressLresponsesLbyLregulatingL
phytohormonalLsignalingLnetworksZLPlantnCellnReportsXL2016XLegXLdchiYik 5.1 51

121 wxpressionLofLtheLsrabidopsisLvacuolarLzWYpyrophosphataseLgeneLsVPcLinLpeanutLtoLimproveL
droughtLandLsaltLtoleranceZLPlantnBiotechnologynReportsXL2013XLiXLefgYegg 2.5 51

120 yenomeLeditingLwithLtheLuR•SPRYuasLsystemlLanLartXLethicsLandLglobalLregulatoryLperspectiveZLPlantn
BiotechnologynJournalXL2020XLcjXLchgcYchhk 11.6 50
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119 ybwXPsTRXLaLspeciesYspecificLexpansinXLenhancesLcottonLfibreLelongationLthroughLcellLwallL
restructuringZLPlantnBiotechnologynJournalXL2016XLcfXLkgcYhe 11.6 50

118 SuppressionLofLyhsyPfLgeneLexpressionLrepressedLtheLinitiationLandLelongationLofLcottonLfiberZL
PlantnCellnReportsXL2010XLdkXLckeYdbd 5.1 49

117 vownYregulatingLannexinLgeneLyhsnndLinhibitsLcottonLfiberLelongationLandLdecreasesLuadWLinfluxL
atLtheLcellLapexZLPlantnMolecularnBiologyXL2014XLjgXLhceYdg 4.6 48

116 uottonLyhu •LdisruptsLnormalLmaleLreproductionLbyLdelayingLtapetumLprogrammedLcellLdeathLviaL
inactivatingLstarchLsynthaseZLPlantnJournalXL2013XLigXLjdeYeg 6.9 47

115 RobustLuR•SPRaupfcLTuascdaUYmediatedLgenomeLeditingLinLallotetraploidLcottonLTyossypiumL
hirsutumUZLPlantnBiotechnologynJournalXL2019XLciXLcjhdYcjhf 11.6 46

114 MultiYomicsLanalysesLrevealLepigenomicsLbasisLforLcottonLsomaticLembryogenesisLthroughL
successiveLregenerationLacclimationLprocessZLPlantnBiotechnologynJournalXL2019XLciXLfegYfgb 11.6 46

113 SmallLRNsYmediatedLresponsesLtoLlowYLandLhighYtemperatureLstressesLinLcottonZLScientificnReportsXL
2016XLhXLegggj 4.9 44

112 visruptedLyenomeLMethylationLinLResponseLtoLzighLTemperatureLzasLvistinctLsffectsLonL
MicrosporeLsbortionLandLsntherL•ndehiscenceZLPlantnCellXL2018XLebXLcejiYcfbe 11.6 43

111 SuppressionLofLtheLhomeoboxLgeneLzvTxcLenhancesLresistanceLtoLVerticilliumLdahliaeLandLtotrytisL
cinereaLinLcottonZLJournalnofnIntegrativenPlantnBiologyXL2016XLgjXLgbeYce 8.3 43

110
wxpressionLprofileLanalysisLofLgenesLinvolvedLinLcellLwallLregenerationLduringLprotoplastLcultureLinL
cottonLbyLsuppressionLsubtractiveLhybridizationLandLmacroarrayZLJournalnofnExperimentalnBotanyXL
2008XLgkXLehhcYif

7 41

109 xibreLelongationLrequiresLnormalLredoxLhomeostasisLmodulatedLbyLcytosolicLascorbateLperoxidaseL
inLcottonLTyossypiumLhirsutumUZLJournalnofnExperimentalnBotanyXL2016XLhiXLedjkYebc 7 40

108 xunctionalLcharacterizationLofLcottonLgenesLresponsiveLtoLVerticilliumLdahliaeLthroughL
bioinformaticsLandLreverseLgeneticsLstrategiesZLJournalnofnExperimentalnBotanyXL2014XLhgXLhhikYkd 7 40

107
uharacteristicsLandLanalysisLofLsimpleLsequenceLrepeatsLinLtheLcottonLgenomeLbasedLonLaLlinkageL
mapLconstructedLfromLaLtucLpopulationLbetweenLyossypiumLhirsutumLandLyZLbarbadenseZLGenomeXL
2008XLgcXLgefYfh

2.4 38

106
ProductionLandLcharacterizationLofLsomaticLhybridsLbetweenLuplandLcottonLTyossypiumLhirsutumUL
andLwildLcottonLTyZLklotzschianumLsnderssULviaLelectrofusionZLTheoreticalnandnAppliednGeneticsXL2004
XLcbkXLfidYk

6 38

105 MicroRNsLcgiYtargetedLSP×LgenesLregulateLfloralLorganLsizeLandLovuleLproductionLinLcottonZLBMCn
PlantnBiologyXL2017XLciXLi 5.3 37

104
TransgenicLuottonLPlantsLwxpressingLvoubleYstrandedLRNssLTargetLzMyYuosLReductaseLTzMyRUL
yeneL•nhibitsLtheLyrowthXLvevelopmentLandLSurvivalLofLuottonLtollwormsZLInternationalnJournalnofn
BiologicalnSciencesXL2015XLccXLcdkhYebg

11.2 37

103 uomprehensiveLanalysisLofLNsuLtranscriptionLfactorsLuncoversLtheirLrolesLduringLfiberLdevelopmentL
andLstressLresponseLinLcottonZLBMCnPlantnBiologyXL2018XLcjXLcgb 5.3 36

102 ROSLzomeostasisLRegulatesLSomaticLwmbryogenesisLviaLtheLRegulationLofLsuxinLSignalingLinL
uottonZLMolecularnandnCellularnProteomicsXL2016XLcgXLdcbjYdf 7.6 36

(2016-2016)
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101 yh–sZdLattenuatesLcottonLresistanceLtoLbioticLstressesLviaLtheLinhibitionLofLtheLtranscriptionalL
activityLofLyhbz×zcicZLMolecularnPlantnPathologyXL2018XLckXLjkhYkbj 5.7 35

100 ybMP eXLaLmitogenYactivatedLproteinLkinaseLfromLcottonXLenhancesLdroughtLandLoxidativeLstressL
toleranceLinLtobaccoZLPlantnCell,nTissuenandnOrgannCultureXL2014XLcchXLcgeYchd 2.7 34

99 yhTZxcLregulatesLdroughtLstressLresponsesLandLdelaysLleafLsenescenceLbyLinhibitingLreactiveL
oxygenLspeciesLaccumulationLinLtransgenicLsrabidopsisZLPlantnMolecularnBiologyXL2014XLjgXLcheYii 4.6 34

98 TheL–sSMONsTwLZ•MYvomainLyeneLxamilyLMediatesL–sLSignalingLandLStressLResponseLinLuottonZL
PlantnandnCellnPhysiologyXL2017XLgjXLdcekYdcgf 4.9 34

97 snalysisLofLgenesLdifferentiallyLexpressedLduringLinitialLcellularLdedifferentiationLinLcottonZLSciencen
BulletinXL2008XLgeXLehhhYehih 34

96 vefectiveLpollenLwallLcontributesLtoLmaleLsterilityLinLtheLmaleLsterileLlineLceggsLofLcottonZLScientificn
ReportsXL2015XLgXLkhbj 4.9 33

95 TranscriptomicLrepertoiresLdepictLtheLinitiationLofLlintLandLfuzzLfibresLinLcottonLTyossypiumL
hirsutumL×ZUZLPlantnBiotechnologynJournalXL2018XLchXLcbbdYcbcd 11.6 33

94 MultiYomicsLmapsLofLcottonLfibreLrevealLepigeneticLbasisLforLstagedLsingleYcellLdifferentiationZL
NucleicnAcidsnResearchXL2016XLffXLfbhiYik 20.1 33

93 wxogenousL–asmonicLscidL•nhibitsLuottonLxiberLwlongationZLJournalnofnPlantnGrowthnRegulationXL
2012XLecXLgkkYhbg 4.7 32

92 yhuP eeLNegativelyLRegulatesLvefenseLagainstLbyLPhosphorylatingLyhOPReZLPlantnPhysiologyXL
2018XLcijXLjihYjjk 6.6 32

91
TheLyhmiRcgiaYyhSP×cbLregulatoryLmoduleLcontrolsLinitialLcellularLdedifferentiationLandLcallusL
proliferationLinLcottonLbyLmodulatingLethyleneYmediatedLflavonoidLbiosynthesisZLJournalnofn
ExperimentalnBotanyXL2018XLhkXLcbjcYcbke

7 30

90 snLefficientLgraftingLsystemLforLtransgenicLplantLrecoveryLinLcottonLTyossypiumLhirsutumL×ZUZLPlantn
Cell,nTissuenandnOrgannCultureXL2006XLjgXLcjcYcjg 2.7 30

89 QT×LMappingLforLxiberLQualityLandLYieldLTraitsLtasedLonL•ntrogressionL×inesLverivedLfromL
yossypiumLhirsutumLˆ�LyZLtomentosumZLInternationalnJournalnofnMolecularnSciencesXL2018XLckXL 6.3 28

88 ×inkageLandLassociationLmappingLrevealsLtheLgeneticLbasisLofLbrownLfibreLTyossypiumLhirsutumUZL
PlantnBiotechnologynJournalXL2018XLchXLchgf 11.6 27

87
sLtransgenicLstrategyLforLcontrollingLplantLbugsLTsdelphocorisLsuturalisULthroughLexpressionLofL
doubleYstrandedLRNsLhomologousLtoLfattyLacylYcoenzymeLsLreductaseLinLcottonZLNewnPhytologistXL
2017XLdcgXLccieYccjg

9.8 26

86 yhzmgteLdeficiencyLderegulatesLproliferationLandLdifferentiationLofLcellsLduringLsomaticL
embryogenesisLinLcottonZLPlantnBiotechnologynJournalXL2011XLkXLcbejYfj 11.6 26

85 StructureXLevolutionXLandLcomparativeLgenomicsLofLtetraploidLcottonLbasedLonLaLhighYdensityL
geneticLlinkageLmapZLDNAnResearchXL2016XLdeXLdjeYke 4.5 25

84 yenerationXLannotationLandLanalysisLofLfirstLlargeYscaleLexpressedLsequenceLtagsLfromLdevelopingL
fiberLofLyossypiumLbarbadenseL×ZLPLoSnONEXL2011XLhXLeddigj 3.7 25
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83 ×wsxYLuOTY×wvONcYusSw•NL •NsSwL•YTuPcgYPzYTOuzROMwL•NTwRsuT•NyLxsuTORfLNetworkL
RegulatesLSomaticLwmbryogenesisLbyLRegulatingLsuxinLzomeostasisZLPlantnPhysiologyXL2015XLchkXLdjbgYdc6.6 24

82 sLpeptideLhormoneLgeneXLyhPS LpromotesLfibreLelongationLandLcontributesLtoLlongerLandLfinerL
cottonLfibreZLPlantnBiotechnologynJournalXL2014XLcdXLjhcYic 11.6 24

81 vevelopmentLofLwSTYbasedLSNPLandL•nvelLmarkersLandLtheirLutilizationLinLtetraploidLcottonLgeneticL
mappingZLBMCnGenomicsXL2014XLcgXLcbfh 4.5 24

80 •dentificationLofLMultipleLStressLResponsiveLyenesLbyLSequencingLaLNormalizedLcvNsL×ibraryLfromL
SeaY×andLuottonLTyossypiumLbarbadenseL×ZUZLPLoSnONEXL2016XLccXLebcgdkdi 3.7 23

79 TheLchromosomeYlevelLwintersweetLTuhimonanthusLpraecoxULgenomeLprovidesLinsightsLintoLfloralL
scentLbiosynthesisLandLfloweringLinLwinterZLGenomenBiologyXL2020XLdcXLdbb 18.3 23

78 TransferLofLtomatoLimmuneLreceptorLVecLconfersLsvecYdependentLVerticilliumLresistanceLinL
tobaccoLandLcottonZLPlantnBiotechnologynJournalXL2018XLchXLhejYhfj 11.6 23

77 MetabolicLengineeringLofLcottonseedLoilLbiosynthesisLpathwayLviaLRNsLinterferenceZLScientificn
ReportsXL2016XLhXLeeefd 4.9 22

76 uombinedLyWsSLandLeQT×LanalysisLuncoversLaLgeneticLregulatoryLnetworkLorchestratingLtheL
initiationLofLsecondaryLcellLwallLdevelopmentLinLcottonZLNewnPhytologistXL2020XLddhXLciejYcigd 9.8 22

75 SuppressionLofLtryptophanLsynthaseLactivatesLcottonLimmunityLbyLtriggeringLcellLdeathLviaL
promotingLSsLsynthesisZLPlantnJournalXL2019XLkjXLedkYefg 6.9 22

74 TheLualciumLSensorLut×dLandL•tsL•nteractingL inaseLu•P hLsreL•nvolvedLinLPlantLSugarLzomeostasisL
viaL•nteractingLwithLTonoplastLSugarLTransporterLTSTdZLPlantnPhysiologyXL2020XLcjeXLdehYdfk 6.6 21

73 PopulationLgenomicsLrevealsLaLfineYscaleLrecombinationLlandscapeLforLgeneticLimprovementLofL
cottonZLPlantnJournalXL2019XLkkXLfkfYgbg 6.9 20

72 TheLapplicationLofLaLheatYinducibleLuR•SPRauascdbLTudccULgenomeLeditingLsystemLinLtetraploidL
cottonLTyZ´ hirsutumULplantsZLPlantnBiotechnologynJournalXL2020XLcjXLdfehYdffe 11.6 20

71 ybSOt•RcLconfersLVerticilliumLwiltLresistanceLbyLphosphorylatingLtheLtranscriptionalLfactorL
ybbz×zcicLinLyossypiumLbarbadenseZLPlantnBiotechnologynJournalXL2019XLciXLcgdYche 11.6 20

70 yenomeYwideLidentificationLandLcharacterizationLofLTs×wLsuperfamilyLgenesLinLcottonLrevealsLtheirL
functionsLinLregulatingLsecondaryLcellLwallLbiosynthesisZLBMCnPlantnBiologyXL2019XLckXLfed 5.3 20

69 urosstalkLbetweenLcytokininLandLethyleneLsignalingLpathwaysLregulatesLleafLabscissionLinLcottonLinL
responseLtoLchemicalLdefoliantsZLJournalnofnExperimentalnBotanyXL2019XLibXLcgdgYcgej 7 20

68 zighYoleicLacidLcontentXLnontransgenicLallotetraploidLcottonLTyossypiumLhirsutumL×ZULgeneratedLbyL
knockoutLofLyhxsvdLgenesLwithLuR•SPRauaskLsystemZLPlantnBiotechnologynJournalXL2021XLckXLfdfYfdh 11.6 19

67 yeneticLmappingLandLcharacteristicsLofLgenesLspecificallyLorLpreferentiallyLexpressedLduringLfiberL
developmentLinLcottonZLPLoSnONEXL2013XLjXLegffff 3.7 18

66 stsLsignalingLisLnegativelyLregulatedLbyLybWR YcLthroughL–sZcLandLst•cLtoLaffectLsaltLandL
droughtLtoleranceZLPlantnCellnReportsXL2020XLekXLcjcYckf 5.1 18

(2020-2015)
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65 •nteractionLbetweenLcalciumLandLpotassiumLmodulatesLelongationLrateLinLcottonLfiberLcellsZLJournaln
ofnExperimentalnBotanyXL2017XLhjXLgchcYgcig 7 16

64 StudiesLofLnewLwSTYSSRsLderivedLfromLyossypiumLbarbadenseZLSciencenBulletinXL2007XLgdXLdgddYdgec 16

63 ×inkageLmappingLandLexpressionLanalysisLofLmiRNssLandLtheirLtargetLgenesLduringLfiberL
developmentLinLcottonZLBMCnGenomicsXL2013XLcfXLibh 4.5 15

62 •ncreasingLcottonLgenomeLcoverageLwithLpolymorphicLSSRsLasLrevealedLbyLSSuPZLGenomeXL2012XLggXLfgkYib2.4 15

61 sLcottonLfiberYpreferentialLpromoterXLPybwXPsdXLisLregulatedLbyLysLandLstsLinLsrabidopsisZLPlantn
CellnReportsXL2015XLefXLcgekYfk 5.1 14

60 TheLscerLtruncatumLgenomeLprovidesLinsightsLintoLnervonicLacidLbiosynthesisZLPlantnJournalXL2020XL
cbfXLhhdYhij 6.9 14

59 PhenomicsYbasedLyWsSLanalysisLrevealsLtheLgeneticLarchitectureLforLdroughtLresistanceLinLcottonZL
PlantnBiotechnologynJournalXL2020XLcjXLdgeeYdgff 11.6 13

58 yh×c×cLaffectsLcellLfateLspecificationLbyLregulatingLyhP•NcYmediatedLauxinLdistributionZLPlantn
BiotechnologynJournalXL2019XLciXLheYif 11.6 13

57 yenomeYwideLidentificationLofLMsP LcascadeLgenesLrevealsLtheLyhMsPe cfYyhM  ccYyhMP ecL
pathwayLisLinvolvedLinLtheLdroughtLresponseLinLcottonZLPlantnMolecularnBiologyXL2020XLcbeXLdccYdde 4.6 12

56 TransgenicLttLcottonLdrivenLbyLtheLgreenLtissueYspecificLpromoterLshowsLstrongLtoxicityLtoL
lepidopteranLpestsLandLlowerLttLtoxinLaccumulationLinLseedsZLSciencenChinanLifenSciencesXL2016XLgkXLcidYjd8.5 12

55 OverexpressionLofLsrabidopsisLcyclinLvdmcLinLcottonLresultsLinLleafLcurlingLandLotherLplantL
architecturalLmodificationsZLPlantnCell,nTissuenandnOrgannCultureXL2012XLccbXLdhcYdie 2.7 12

54 vevelopmentLandLwvaluationLofL•ntronLandL•nsertionâ��veletionLMarkersLforLyossypiumLbarbadenseZL
PlantnMolecularnBiologynReporterXL2012XLebXLhbgYhce 1.7 11

53
TheLapplicationLofLtemperatureLsensitivityLuR•SPRa×bupfcLT×buascdaULmediatedLgenomeLeditingLinL
allotetraploidLcottonLTyZ´ hirsutumULandLcreationLofLnontransgenicXLgossypolYfreeLcottonZLPlantn
BiotechnologynJournalXL2021XLckXLddcYdde

11.6 11

52 uottonLpanYgenomeLretrievesLtheLlostLsequencesLandLgenesLduringLdomesticationLandLselectionZL
GenomenBiologyXL2021XLddXLcck 18.3 10

51
uomparativeLyenomeLsnalysesLzighlightLTransposonYMediatedLyenomeLwxpansionLandLtheL
wvolutionaryLsrchitectureLofLevLyenomicLxoldingLinLuottonZLMolecularnBiologynandnEvolutionXL2021XL
ejXLehdcYeheh

8.3 10

50 yeneticLdissectionLofLanLallotetraploidLinterspecificLuSS×sLguidesLinterspecificLgeneticsLandL
breedingLinLcottonZLBMCnGenomicsXL2020XLdcXLfec 4.5 9

49 TranscriptomicLprofilesLofLnonYembryogenicLandLembryogenicLcallusLcellsLinLaLhighlyLregenerativeL
uplandLcottonLlineLTyossypiumLhirsutumL×ZUZLBMCnDevelopmentalnBiologyXL2020XLdbXLdg 3.1 9

48 •solationXLcharacterizationLandLmappingLofLgenesLdifferentiallyLexpressedLduringLfibreLdevelopmentL
betweenLyossypiumLhirsutumLandLyZLbarbadenseLbyLcvNsYSRsPZLJournalnofnGeneticsXL2013XLkdXLcigYcjc 1.2 8
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47 xunctionalLMarkersLforLuelluloseLSynthaseLandLTheirLuomparisonLtoLSSRsLinLuottonZLPlantnMolecularn
BiologynReporterXL2012XLebXLcdibYcdig 1.7 8

46 StructuralLinsightsLintoLhomotrimericLassemblyLofLcelluloseLsynthaseLuessiLfromLyossypiumL
hirsutumZLPlantnBiotechnologynJournalXL2021XLckXLcgikYcgji 11.6 8

45 wfficientLuR•SPRauaskLmediatedLPooledYsgRNssLassemblyLacceleratesLtargetingLmultipleLgenesL
relatedLtoLmaleLsterilityLinLcottonZLPlantnMethodsXL2021XLciXLch 5.8 8

44 sLSingleYNucleotideLMutationLinLaLy×UTsMsTwLRwuwPTORY×• wLyeneLuonfersLResistanceLtoL
xusariumLWiltLinZLAdvancednScienceXL2021XLjXLdbbdide 13.6 8

43 TheLcottonLzvYZipLtranscriptionLfactorLyhztcdLregulatesLfloweringLtimeLandLplantLarchitectureLviaL
theLyhmiRcgiYyhSP×LpathwayZLCommunicationsnBiologyXL2018XLcXLddk 6.7 8

42 ProteomicLanalysisLrevealsLthatLsugarLandLfattyLacidLmetabolismsLplayLaLcentralLroleLinLsterilityLofL
theLmaleYsterileLlineLceggsLofLcottonZLJournalnofnBiologicalnChemistryXL2019XLdkfXLibgiYibhi 5.4 7

41
PhenylpropanoidLmetabolismLandLpigmentationLshowLdivergentLpatternsLbetweenLbrownLcolorLandL
greenLcolorLcottonsLasLrevealedLbyLmetabolicLandLgeneLexpressionLanalysesZLJournalnofnCottonn
ResearchXL2020XLeXL

2.3 7

40 RepressionLofLmicroRNsLchbLresultsLinLretardedLseedLintegumentLgrowthLandLsmallerLfinalLseedL
sizeLinLcottonZLCropnJournalXL2020XLjXLhbdYhcd 4.6 7

39 RedLfluorescentLproteinLTvsReddUXLanLidealLreporterLforLcottonLgeneticLtransformationLandL
molecularLbreedingZLCropnJournalXL2018XLhXLehhYeih 4.6 7

38 UnbiasedLgenomicLdistributionLofLgenesLrelatedLtoLcellLmorphogenesisLinLcottonLbyLchromosomeL
mappingZLPlantnCell,nTissuenandnOrgannCultureXL2012XLcbjXLgdkYgef 2.7 7

37 sscorbateLslleviatesLxeLveficiencyY•nducedLStressLinLuottonLTULbyLModulatingLstsL×evelsZLFrontiersn
innPlantnScienceXL2016XLiXLckki 6.2 7

36 PlantLevLgenomicslLtheLexplorationLandLapplicationLofLchromatinLorganizationZLNewnPhytologistXL
2021XLdebXLciidYcijh 9.8 7

35 yhWR YcYlikeLenhancesLcottonLresistanceLtoLVerticilliumLdahliaeLviaLanLincreaseLinLdefenseYinducedL
lignificationLandLSLmonolignolLcontentZLPlantnScienceXL2021XLebgXLccbjee 5.3 7

34 TranscriptomeLandLmetabolomeLanalysisLrevealLthatLoralLsecretionsLfromLzelicoverpaLarmigeraLandL
SpodopteraLlituraLinfluenceLwoundYinducedLhostLresponseLinLcottonZLCropnJournalXL2020XLjXLkdkYkfd 4.6 6

33 yenomicLheterozygosityLandLhybridLbreakdownLinLcottonLTyossypiumUlLdifferentLtraitsXLdifferentL
effectsZLBMCnGeneticsXL2016XLciXLgj 2.6 6

32 zerbicideLResistancelLsnotherLzotLsgronomicLTraitLforLPlantLyenomeLwditingZLPlantsXL2021XLcbXL 4.5 6

31 yhMYtfLdownregulatesLligninLbiosynthesisLandLenhancesLcottonLresistanceLtoLVerticilliumLdahliaeZL
PlantnCellnReportsXL2021XLfbXLiegYigc 5.1 6

30 PhenotypicLplasticityLandLgeneticLvariationLofLcottonLyieldLandLitsLrelatedLtraitsLunderLwaterYlimitedL
conditionsZLCropnJournalXL2020XLjXLkhhYkih 4.6 5

(2020-2012)
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29 TheLlaccaseLgeneLyh×accLmodulatesLfiberLinitiationLandLelongationLbyLcoordinatingLjasmonicLacidL
andLflavonoidLmetabolismZLCropnJournalXL2020XLjXLgddYgee 4.6 5

28 PromotersLofLsrabidopsisLuaseinLkinaseL•YlikeLdLandLiLconferLspecificLhighYtemperatureLresponseLinL
antherZLPlantnMolecularnBiologyXL2018XLkjXLeeYfk 4.6 5

27 yhzdscdXLaLreplicationYdependentLhistoneLzdsLgeneLfromLyossypiumLhirsutumXLisLnegativelyL
involvedLinLtheLdevelopmentLofLcottonLfiberLcellsZLPlantnCellnReportsXL2014XLeeXLciccYdc 5.1 5

26 zighLdayLandLnightLtemperaturesLdistinctivelyLdisruptLfattyLacidLandLjasmonicLacidLmetabolismXL
inducingLmaleLsterilityLinLcottonZLJournalnofnExperimentalnBotanyXL2020XLicXLhcdjYhcfc 7 5

25 PhosphateLdeficiencyLenhancesLcottonLresistanceLtoLVerticilliumLdahliaeLthroughLactivatingL
jasmonicLacidLbiosynthesisLandLphenylpropanoidLpathwayZLPlantnScienceXL2021XLebdXLccbidf 5.3 5

24 •solationXLcharacterizationLandLmappingLofLgenesLdifferentiallyLexpressedLduringLfibreLdevelopmentL
betweenLyossypiumLhirsutumLandLyZLbarbadenseLbyLcvNsYSRsPZLJournalnofnGeneticsXL2013XLkdXLcigYjc 1.2 5

23 uomparisonLandLdevelopmentLofLwSTâ��SSRsLfromLtwoLfgfLsequencingLlibrariesLofLyossypiumL
barbadenseZLEuphyticaXL2014XLckjXLdiiYdjj 2.1 4

22
OrchestrationLofLplantLdevelopmentLandLdefenseLbyLindirectLcrosstalkLofLsalicylicLacidLandL
brassinosteoridLsignalingLviaLtranscriptionLfactorLyhT•NYdZLJournalnofnExperimentalnBotanyXL2021XL
idXLfidcYfife

7 4

21
sLcombinationLofLgenomeYwideLandLtranscriptomeYwideLassociationLstudiesLrevealsLgeneticL
elementsLleadingLtoLmaleLsterilityLduringLhighLtemperatureLstressLinLcottonZLNewnPhytologistXL2021XL
decXLchgYcjc

9.8 4

20 TheLSophoraLslopecuroidLzLWLYPPaseLyeneLSaVPcLuonfersLMultipleLsbioticLStressLToleranceLinL
srabidopsisZLPlantnMolecularnBiologynReporterXL2015XLeeXLkdeYkeb 1.7 3

19 yenomeLSequencingZLAgronomyXL2015XLdjkYebd 0.8 3

18 xlavonoidLPathwayLinLuottonLxiberLvevelopmentZLScientianSinicanVitaeXL2014XLffXLigjYihg 1.4 3

17 MappedLSSRLmarkersLunevenlyLdistributedLonLtheLcottonLchromosomesZLFrontiersnofnAgricultureninn
ChinaXL2010XLfXLdgiYdhf 2

16 MultiYOmicsYtasedL•dentificationLandLxunctionalLuharacterizationLofLProvesL•tsLPotentialLRoleLinL
vroughtLStressLToleranceLinZLFrontiersninnPlantnScienceXL2021XLcdXLifhiic 6.2 2

15 yenomeYwideLidentificationLofLcottonLyRsMLfamilyLproteinsLrevealsLthatLyRsMecLregulatesLfiberL
lengthZLJournalnofnExperimentalnBotanyXL2021XLidXLdfiiYdfkb 7 2

14 yossypiumLtomentosumLgenomeLandLinterspecificLultraYdenseLgeneticLmapsLrevealLgenomicL
structuresXLrecombinationLlandscapeLandLfloweringLdepressionLinLcottonZLGenomicsXL2021XLcceXLckkkYdbbk4.3 2

13 vownLregulationLofLcottonLybTRPcLleadsLtoLaccumulationLofLanthranilatesLandLconfersLresistanceL
toLVerticilliumLdahliaeZLJournalnofnCottonnResearchXL2019XLdXL 2.3 1

12 RNsYSeqLwithLaLnovelLglabrousYZMdfflLrevealsLsomeLkeyLlncRNssLandLtheLassociatedLtargetsLinL
fiberLinitiationLofLcottonZZLBMCnPlantnBiologyXL2022XLddXLhc 5.3 1
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11 PlantLSingleLuellLTranscriptomeLzubLTPsctzUlLanLintegratedLonlineLtoolLtoLexploreLtheLplantL
singleYcellLtranscriptomeLlandscapeZLPlantnBiotechnologynJournalXL2021XL 11.6 1

10 sLcottonLgerminYlikeLproteinLyby×PdLcontrolsLfiberLlengthLviaLregulatingLgenesLinvolvedLinL
secondaryLcellLwallLsynthesisZLMolecularnBreedingXL2020XLfbXLc 3.4 1

9 yenomeYwideLidentificationXLevolutionaryLestimationLandLfunctionalLcharacterizationLofLtwoLcottonL
u •LgeneLtypesZLBMCnPlantnBiologyXL2021XLdcXLddk 5.3 1

8 yenomicLinterrogationLofLaLMsy•uLpopulationLhighlightsLgeneticLfactorsLcontrollingLfiberLqualityL
traitsLinLcottonZZLCommunicationsnBiologyXL2022XLgXLhb 6.7 0

7 vynamicLevLgenomeLarchitectureLofLcottonLfiberLrevealsLsubgenomeYcoordinatedLchromatinL
topologyLforLfYstagedLsingleYcellLdifferentiationZZLGenomenBiologyXL2022XLdeXLfg 18.3 0

6 sLsuperLPPRLclusterLforLrestoringLfertilityLrevealedLbyLgeneticLmappingXLhomocapYseqLandLdeLnovoL
assemblyLinLcottonZLTheoreticalnandnAppliednGeneticsXL2021XLc 6 0

5 visruptionLofLtopologicallyLassociatingLdomainsLbyLstructuralLvariationsLinLtetraploidLcottonsZL
GenomicsXL2021XLcceXLefbgYefcf 4.3 0

4 SilencingLofLa´ ×•MLgeneLinLcottonLexhibitsLenhancedLresistanceLagainstLspolygusLlucorumZLJournalnofn
CellularnPhysiologyXL2021XLdehXLgkdcYgkeh 7 0

3 •dentificationLandLxunctionalLsnalysisLofLlncRNsLbyLuR•SPRauaskLvuringLtheLuottonLResponseLtoL
SapYSuckingL•nsectL•nfestationZZLFrontiersninnPlantnScienceXL2022XLceXLijfgcc 6.2 0

2 vevelopmentLofLanLefficientLandLpreciseLadenineLbaseLeditorLTstwULwithLexpandedLtargetLrangeLinL
allotetraploidLcottonLTyossypiumLhirsutumUZZLBMCnBiologyXL2022XLdbXLfg 7.3 0

1 xastLantherLdehiscenceLstatusLrecognitionLsystemLestablishedLbyLdeepLlearningLtoLscreenLheatL
tolerantLcottonZZLPlantnMethodsXL2022XLcjXLge 5.8
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